SI-2(Parameters)

SI-2: Parameter Table. Parameter values used for simulations are summarized in the following table. Parameter values for SUMOylated homodimer and heterodimers are initially kept same as the values shown below, and were then varied as explained in the Methods section.

	Model parameter
	Value
	Reference

	Total number of DL monomers ()
	
	Tay et al. 2010

	Number of Cact molecules ()
	†
	Kanodia et al. 2009, 
Tay et al. 2010

	Number of promoter sites ()
	
	Assumed

	DL dimerization
	
	Ramsey et al. 2019‡

	Cact inhibition of DL dimers
	
	Tay et al. 2010

	Transport of DL dimers into nucleus
	
	Carrell et al. 2017, 
Al Asafen et al. 2020

	DL dimer binding to promoter region
	
	Tay et al. 2010

	Rate of reporter mRNA synthesis
	
	Tay et al. 2010


† The number of Cact molecules is not available. Approximate computations using the formation, degradation rates show that number of Cact molecules is ~ . Kanodia et al. (2009) suggest that amounts of DL and Cact in the system should be comparable.
‡ Approximated assuming a cell volume of 1.5 pL.
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