Supplemental Table 1.  Primer sequences used for genotyping each EPHX2 polymorphism.

Polymorphism*
Amplification Primers
Extension† or Probe‡ Primer(s)
Alleles

MALDI-TOF†
1 (K55R)
F: 5’-ACGTTGGATGATGATGCTTTCCAGAAAGGG-3’
F: 5’-CACTACCCGGCTTATGA-3’
A


R: 5’- ACGTTGGATGTCACCTGGGAAAGTGTGATC-3’

G

2 (R103C)
F: 5’-ACGTTGGATGAGGCGATTTCAGCCAGAAAG-3’
F: 5’-CAGCCAGAAAGATCAAC-3’
C


R: 5’-ACGTTGGATGGCCAGTATCAGATCCTTACC-3’

T

3 (C154Y)
F: 5’-ACGTTGGATGAGCTGATGTGTGAGCTGAAG-3’
F: 5’-TGACTTCCTGATAGAGTCGT-3’
G


R: 5’-ACGTTGGATGGTTCAGGTTTGACCATTCCC-3’

A

4 (Intron 4)
F: 5’-ACGTTGGATGCCCTGGTTGCAATATCTCTG-3’
R: 5’-CAATATCTCTGAACATCCTTCT-3’
G


R: 5’-ACGTTGGATGACAAGTTTCTGCTGGACACC-3’

C

5 (Intron 5)
F: 5’-ACGTTGGATGGGGTATTGAGAAGCTGTAAG-3’
R: 5’-CTGTAAGCAGGAAAGGTA-3’
G


R: 5’-ACGTTGGATGTATTCAGGAGAGCCTCTCAC-3’

A
7 (402InsR)
F: 5’-ACGTTGGATGTGTTTTAGGGAGTGGCTGAG-3’
F: 5’-GGAACAGAACCTGAGTCG-3’
CGT

R: 5’-ACGTTGGATGTTGCTCTGAAGAGGCTTTTG-3’

-

8 (V422A)
F: 5’-ACGTTGGATGTGGTTCCAGATATGGCTCTC-3’
R: 5’-CTCTTACCCGCTTCACAG-3’
T


R: 5’-ACGTTGGATGTCCTTCAGAGTGTTTTATCC-3’

C

9 (E470G)
F: 5’-ACGTTGGATGAGCTTTTGCAAGCCCACTTC-3’
R: 5’-CCCACTTCCAGTTCCTT-3’
A


R: 5’-ACGTTGGATGACTTTCTGATCTCTCCCCAG-3’

G

Polymorphism*
Amplification Primers
Extension† or Probe‡ Primer(s)
Alleles
Taqman®‡
6 (R287Q)
F: 5'-ATCCCTGCTCTGGCCCA-3'
5’-ATGTCCATAGCTAGGACCCGGTAACCT-3’
G


R: 5'-GGAGGAGCAGATGACTCTCCATA-3'
5’-ATGTCCATAGCTAGGACCTGGTAACCT-3’
A
10 (3’UTR)
F: 5'-GTGCCCACGCTCAGCAG-3'
5’-TGTGCCATCCTTCCA-3’
A


R: 5'-TAAGAATGGTGCCCCAGCAG-3'
5’-TGCCGTCCTTCCA-3’
G

*EPHX2 polymorphisms numbered according to presentation in Figure 1.
†Targeted EPHX2 sequences were amplified via polymerase chain reaction using the designated forward (F) and reverse (R) primers, followed by extension reactions utilizing specific oligonucleotide primers that annealed immediately upstream of each polymorphic site and extended the amplification product by a single base pair in either the forward (F) or reverse (R) direction, as indicated.  The mass of the extension reaction products was determined and translated into genotype using the MassARRAY RT software (Sequenom Inc., San Diego, CA).(34)
‡Targeted EPHX2 sequences were amplified via polymerase chain reaction using the designated forward (F) and reverse (R) primers, and hybridized with two allele-specific probes that differed at the polymorphic site (bold) and were labeled with the distinct fluorescent reporter dyes VIC and TAM.  The fluorescent intensity of each reported dye was quantified and translated into genotype (Applied Biosystems, Foster City, CA).(35)

Supplemental Table 2.  Cohort random sample baseline characteristics by K55R genotype status and race.

Characteristic*
Caucasian


African-American
A/A
A/G + G/G
P-value   
A/A
A/G + G/G
P-value
N
503
102

197
135

Gender (% male)
43.8%
44.4%
P=0.920
40.8%
31.8%
P=0.110

Age (years)
53.9 ± 0.18
55.1 ± 0.66
P=0.130
53.1 ± 0.33
53.6 ± 0.46
P=0.720

Current smoker (% yes)
24.1%
21.1%
P=0.572
24.7%
36.7%
P=0.040

Pack-years >20 (% yes)
33.2%
33.1%
P=0.986
17.3%
23.2%
P=0.223

Diabetes (%)
9.2%
11.0%
P=0.591
18.6%
18.7%
P=0.973

Hypertension (%)
21.9%
26.3%
P=0.396
49.5%
51.9%
P=0.697

SBP (mmHg)
117.7 ± 0.78
118.3 ± 1.89
P=0.764
127.8 ± 1.67
127.8 ± 2.17
P=1.000

DBP (mmHg)
71.2 ± 0.52
71.8 ± 1.19
P=0.606
79.4 ± 0.90
78.5 ± 1.29
P=0.558

BMI (kg/m2)
26.9 ± 0.27
27.2 ± 0.75
P=0.710
29.7 ± 0.48
29.7 ± 0.58
P=0.973

HDL cholesterol (mg/dL)
51.9 ± 0.93
51.2 ± 2.05
P=0.752
57.5 ± 1.57
54.7 ± 1.52
P=0.198

LDL cholesterol (mg/dL)
131.7 ± 1.83
131.9 ± 3.67
P=0.956
135.6 ± 3.69
140.9 ± 4.15
P=0.346

Total cholesterol (mg/dL)
209.6 ± 1.81
207.9 ± 3.73
P=0.685
214.7 ± 3.56
218.5 ± 4.31
P=0.492

Triglycerides (mg/dL)
130.4 ± 3.43
131.0 ± 7.95
P=0.942
109.0 ± 4.72
117.3 ± 8.10
P=0.375

*Characteristics weighted according to the sampling fraction.  Data presented as mean ± standard error of the mean or proportion. Pack-years = [(cigarettes smoked per day/20) x (years smoked)] and are reported as proportion of individuals with a >20 pack-year history at baseline, SBP = systolic blood pressure, DBP = diastolic blood pressure, BMI = body mass index, HDL = high density lipoprotein, LDL = low density lipoprotein.

