SUPPLEMENTARY MATERIAL

Supplementary Table 1. Association analysis of 15 SNPs with fatty acids: Mean percentage of fatty acids and standard error in serum phospholipids by genotype and p-values corrected for multiple testing. Allele coding: 1=major allele, 2=minor allele.
	
	
	FATTY ACIDS (MEAN ± SE)

	
	ALLELES, AND
	OMEGA-6 FATTY ACIDS
	OMEGA-3 FATTY ACIDS

	SNP-ID
	P-VALUESa
	C18:2 n-6
	ln C18:3 n-6b
	C20:2 n-6
	C20:3 n-6
	C20:4 n-6
	C22:4 n-6
	ln C22:5 n-6b
	C18:3 n-3
	ln C20:5 n-3b
	C22:5 n-3
	C22:6 n-3

	rs174544
	1 1
	19.57 ± 0.137
	-2.25 ± 0.019
	0.37 ± 0.004
	2.74 ± 0.028
	10.24 ± 0.070
	0.35 ± 0.003
	-1.49 ± 0.020
	0.17 ± 0.003
	0.04 ± 0.024
	0.99 ± 0.011
	3.88 ± 0.049

	
	1 2
	20.73 ± 0.154
	-2.39 ± 0.021
	0.40 ± 0.004
	2.96 ± 0.032
	9.18 ± 0.079
	0.33 ± 0.004
	-1.52 ± 0.023
	0.18 ± 0.004
	-0.07 ± 0.027
	0.93 ± 0.013
	3.83 ± 0.055

	
	2 2
	21.51 ± 0.339
	-2.57 ± 0.046
	0.43 ± 0.009
	3.25 ± 0.007
	8.01 ± 0.174
	0.31 ± 0.009
	-1.60 ± 0.050
	0.20 ± 0.008
	-0.27 ± 0.059
	0.88 ± 0.028
	3.73 ± 0.122

	
	p-Value
	5.4*10-12
	5.5*10-13
	<1.0*10-13
	5.5*10-11
	<1.0*10-13
	1.1*10-5
	1.00
	0.0025
	6.2*10-6
	1.6*10-5
	1.00

	 rs174553
	1 1
	19.39 ± 0.143
	-2.23 ± 0.020
	0.37 ± 0.004
	2.73 ± 0.032
	10.31 ± 0.073
	0.35 ± 0.004
	-1.50 ± 0.021
	0.17 ± 0.003
	0.07 ± 0.025
	1.01 ± 0.012
	3.91 ± 0.052

	
	1 2
	20.61 ± 0.148
	-2.38 ± 0.020
	0.39 ± 0.004
	2.92 ± 0.032
	9.36 ± 0.074
	0.33 ± 0.004
	-1.51 ± 0.022
	0.18 ± 0.003
	-0.06 ± 0.026
	0.94 ± 0.012
	3.81 ± 0.053

	
	2 2
	21.95 ± 0.279
	-2.61 ± 0.039
	0.44 ± 0.007
	3.17 ± 0.062
	7.89 ± 0.141
	0.30 ± 0.007
	-1.61 ± 0.042
	0.20 ± 0.006
	-0.30 ± 0.049
	0.85 ± 0.023
	3.73 ± 0.101

	
	p-Value
	<1.0*10-13
	<1.0*10-13
	<1.0*10-13
	6.7*10-9
	<1.0*10-13
	3.0*10-8
	1.00
	0.0017
	4.6*10-9
	7.3*10-10
	1.00

	rs174556
	1 1
	19.58 ± 0.132
	-2.25 ± 0.019
	0.37 ± 0.004
	2.74 ± 0.030
	10.20 ± 0.069
	0.35 ± 0.003
	-1.49 ± 0.020
	0.17 ± 0.003
	0.04 ± 0.024
	0.99 ± 0.011
	3.86 ± 0.049

	
	1 2
	20.77 ± 0.159
	-2.40 ± 0.023
	0.40 ± 0.004
	2.94 ± 0.036
	9.16 ± 0.083
	0.33 ± 0.004
	-1.53 ± 0.024
	0.19 ± 0.004
	-0.06 ± 0.029
	0.93 ± 0.013
	3.86 ± 0.058

	
	2 2
	21.65 ± 0.335
	-2.58 ± 0.048
	0.43 ± 0.009
	3.23 ± 0.075
	7.96 ± 0.174
	0.31 ± 0.009
	-1.61 ± 0.051
	0.20 ± 0.008
	-0.27 ± 0.060
	0.87 ± 0.028
	3.75 ± 0.123

	
	p-Value
	1.8*10-12
	1.1*10-12
	2.9*10-13
	5.4*10-9
	<1.0*10-13
	2.7*10-6
	1.00
	0.023
	4.1*10-4
	6.2*10-5
	1.00

	rs174561
	1 1
	19.54 ± 0.137
	-2.25 ± 0.019
	0.37 ± 0.004
	2.74 ± 0.030
	10.20 ± 0.070
	0.35 ± 0.004
	-1.50 ± 0.021
	0.17 ± 0.003
	0.05 ± 0.024
	1.00 ± 0.011
	3.88 ± 0.049

	
	1 2
	20.73 ± 0.157
	-2.39 ± 0.022
	0.40 ± 0.004
	2.95 ± 0.035
	9.18 ± 0.080
	0.33 ± 0.004
	-1.52 ± 0.024
	0.19 ± 0.004
	-0.06 ± 0.028
	0.94 ± 0.013
	3.85 ± 0.057

	
	2 2
	21.70 ± 0.331
	-2.58 ± 0.046
	0.44 ± 0.009
	3.23 ± 0.073
	7.90 ± 0.169
	0.31 ± 0.008
	-1.60 ± 0.050
	0.20 ± 0.008
	-0.26 ± 0.058
	0.87 ± 0.027
	3.74 ± 0.120

	
	p-Value
	<1.0*10-13
	3.9*10-14
	<1.0*10-13
	1.7*10-9
	<1.0*10-13
	3.9*10-7
	1.00
	0.043
	2.7*10-5
	3.7*10-6
	1.00

	rs3834458
	1 1
	19.47 ± 0.142
	-2.24 ± 0.020
	0.37 ± 0.004
	2.73 ± 0.031
	10.31 ± 0.071
	0.35 ± 0.004
	-1.50 ± 0.021
	0.17 ± 0.003
	0.05 ± 0.025
	1.00 ± 0.012
	3.89 ± 0.051

	
	1 2
	20.64 ± 0.147
	-2.38 ± 0.020
	0.39 ± 0.004
	2.94 ± 0.032
	9.29 ± 0.074
	0.33 ± 0.004
	-1.50 ± 0.022
	0.18 ± 0.003
	-0.06 ± 0.026
	0.94 ± 0.012
	3.83 ± 0.053

	
	2 2
	21.80 ± 0.291
	-2.60 ± 0.040
	0.44 ± 0.008
	3.19 ± 0.064
	7.91 ± 0.146
	0.30 ± 0.007
	-1.61 ± 0.044
	0.20 ± 0.007
	-0.29 ± 0.051
	0.85 ± 0.024
	3.74 ± 0.105

	
	p-Value
	<1.0*10-13
	<1.0*10-13
	<1.0*10-13
	5.5*10-10
	<1.0*10-13
	8.4*10-8
	1.00
	0.0015
	2.0*10-7
	7.1*10-9
	1.00

	rs968567
	1 1
	19.94 ± 0.118
	-2.31 ± 0.017
	0.39 ± 0.003
	2.77 ± 0.025
	9.85 ± 0.065
	0.34 ± 0.003
	-1.50 ± 0.017
	0.18 ± 0.003
	0.01 ± 0.021
	0.98 ± 0.010
	3.88 ± 0.042

	
	1 2
	20.94 ± 0.191
	-2.43 ± 0.027
	0.40 ± 0.005
	3.06 ± 0.041
	9.08 ± 0.105
	0.32 ± 0.005
	-1.56 ± 0.028
	0.19 ± 0.004
	-0.10 ± 0.033
	0.90 ± 0.015
	3.82 ± 0.068

	
	2 2
	20.63 ± 0.644
	-2.45 ± 0.090
	0.42 ± 0.017
	3.58 ± 0.137
	8.40 ± 0.354
	0.34 ± 0.016
	-1.32 ± 0.094
	0.21 ± 0.015
	-0.35 ± 0.112
	0.89 ± 0.052
	3.76 ± 0.228

	
	p-Value
	0.0018
	0.0077
	0.052
	1.6*10-13
	1.0*10-10
	0.57
	1.00
	n.s.
	0.034
	0.0013
	1.00

	rs99780
	1 1
	19.43 ± 0.143
	-2.24 ± 0.020
	0.37 ± 0.004
	2.72 ± 0.032
	10.32 ± 0.073
	0.35 ± 0.004
	-1.50 ± 0.022
	0.17 ± 0.003
	0.06 ± 0.025
	1.01 ± 0.012
	3.91 ± 0.052

	
	1 2
	20.58 ± 0.145
	-2.38 ± 0.020
	0.40 ± 0.004
	2.94 ± 0.032
	9.35 ± 0.073
	0.33 ± 0.004
	-1.50 ± 0.022
	0.18 ± 0.003
	-0.05 ± 0.025
	0.94 ± 0.012
	3.83 ± 0.053

	
	2 2
	21.96 ± 0.276
	-2.60 ± 0.038
	0.44 ± 0.007
	3.15 ± 0.061
	7.93 ± 0.140
	0.31 ± 0.007
	-1.60 ± 0.042
	0.20 ± 0.006
	-0.31 ± 0.048
	0.85 ± 0.022
	3.72 ± 0.100

	
	p-Value
	<1.0*10-13
	<1.0*10-13
	<1.0*10-13
	3.2*10-10
	<1.0*10-13
	2.1*10-7
	1.00
	0.0034
	3.9*10-9
	1.2*10-9
	1.00

	rs174570
	1 1
	19.89 ± 0.115
	-2.29 ± 0.016
	0.38 ± 0.003
	2.85 ± 0.026
	9.92 ± 0.061
	0.34 ± 0.003
	-1.50 ± 0.017
	0.18 ± 0.003
	0.01 ± 0.020
	0.97 ± 0.009
	3.86 ± 0.041

	
	1 2
	21.16 ± 0.212
	-2.42 ± 0.029
	0.41 ± 0.006
	2.92 ± 0.047
	8.79 ± 0.112
	0.32 ± 0.005
	-1.54 ± 0.031
	0.19 ± 0.005
	-0.10 ± 0.037
	0.94 ± 0.017
	3.83 ± 0.075

	
	2 2
	20.69 ± 0.732
	-2.76 ± 0.100
	0.44 ± 0.020
	2.81 ± 0.164
	7.66 ± 0.388
	0.29 ± 0.019
	-1.55 ± 0.108
	0.20 ± 0.017
	-0.24 ± 0.123
	0.83 ± 0.060
	3.58 ± 0.260

	
	p-Value
	3.2*10-5
	5.0*10-7
	1.7*10-9
	1.00
	<1.0*10-13
	0.0020
	1.00
	0.062
	0.11
	0.50
	1.00

	rs2072114
	1 1
	19.97 ± 0.118
	-2.30 ± 0.016
	0.38 ± 0.003
	2.85 ± 0.026
	9.90 ± 0.063
	0.34 ± 0.003
	-1.50 ± 0.017
	0.18 ± 0.003
	-0.01 ± 0.021
	0.96 ± 0.009
	3.85 ± 0.042

	
	1 2
	20.89 ± 0.201
	-2.42 ± 0.028
	0.42 ± 0.005
	2.94 ± 0.045
	8.90 ± 0.108
	0.33 ± 0.005
	-1.55 ± 0.030
	0.19 ± 0.005
	-0.09 ± 0.035
	0.93 ± 0.016
	3.82 ± 0.071

	
	2 2
	22.15 ± 0.686
	-2.74 ± 0.095
	0.42 ± 0.018
	2.69 ± 0.152
	7.73 ± 0.369
	0.29 ± 0.017
	-1.57 ± 0.101
	0.20 ± 0.016
	-0.18 ± 0.120
	0.97 ± 0.055
	3.90 ± 0.242

	
	p-Value
	1.2*10-5
	1.2*10-7
	1.6*10-12
	1.00
	<1.0*10-13
	0.0059
	1.00
	1.00
	1.00
	1.00
	1.00

	rs174583
	1 1
	19.42 ± 0.146
	-2.24 ± 0.020
	0.37 ± 0.004
	2.73 ± 0.033
	10.33 ± 0.073
	0.35 ± 0.004
	-1.50 ± 0.022
	0.17 ± 0.003
	0.06 ± 0.026
	1.00 ± 0.012
	3.93 ± 0.053

	
	1 2
	20.61 ± 0.151
	-2.36 ± 0.020
	0.40 ± 0.004
	2.93 ± 0.034
	9.29 ± 0.075
	0.33 ± 0.004
	-1.51 ± 0.023
	0.18 ± 0.003
	-0.04 ± 0.027
	0.94 ± 0.012
	3.81 ± 0.055

	
	2 2
	21.85 ± 0.274
	-2.58 ± 0.037
	0.44 ± 0.007
	3.14 ± 0.061
	8.02 ± 0.137
	0.31 ± 0.007
	-1.59 ± 0.041
	0.20 ± 0.006
	-0.29 ± 0.048
	0.86 ± 0.022
	3.73 ± 0.100

	
	p-Value
	<1.0*10-13
	<1.0*10-13
	<1.0*10-13
	3.6*10-8
	<1.0*10-13
	4.5*10-7
	1.00
	0.0030
	6.8*10-8
	9.1*10-8
	1.00

	rs174589
	1 1
	19.89 ± 0.124
	-2.30 ± 0.017
	0.38 ± 0.003
	2.77 ± 0.026
	9.92 ± 0.066
	0.34 ± 0.003
	-1.51 ± 0.018
	0.18 ± 0.003
	0.03 ± 0.021
	0.98 ± 0.010
	3.91 ± 0.043

	
	1 2
	20.82 ± 0.193
	-2.36 ± 0.027
	0.40 ± 0.005
	3.05 ± 0.041
	9.12 ± 0.103
	0.33 ± 0.005
	-1.51 ± 0.028
	0.19 ± 0.004
	-0.13 ± 0.033
	0.91 ± 0.015
	3.71 ± 0.068

	
	2 2
	21.86 ± 0.566
	-2.58 ± 0.078
	0.43 ± 0.015
	3.39 ± 0.121
	8.23 ± 0.302
	0.31 ± 0.014
	-1.53 ± 0.083
	0.20 ± 0.013
	-0.37 ± 0.096
	0.82 ± 0.045
	3.76 ± 0.198

	
	p-Value
	1.2*10-5
	0.043
	7.1*10-5
	2.5*10-10
	5.2*10-13
	0.68
	1.0
	0.40
	1.6*10-5
	5.4*10-6
	1.0

	rs174602
	1 1
	20.03 ± 0.120
	-2.32 ± 0.017
	0.38 ± 0.003
	2.84 ± 0.026
	9.78 ± 0.067
	0.34 ± 0.003
	-1.51 ± 0.017
	0.18 ± 0.003
	-0.01 ± 0.021
	0.97 ± 0.010
	3.89 ± 0.042

	
	1 2
	20.48 ± 0.190
	-2.37 ± 0.026
	0.40 ± 0.005
	2.93 ± 0.042
	9.32 ± 0.106
	0.33 ± 0.005
	-1.50 ± 0.028
	0.19 ± 0.004
	-0.05 ± 0.033
	0.94 ± 0.015
	3.78 ± 0.066

	
	2 2
	21.65 ± 0.506
	-2.49 ± 0.070
	0.41 ± 0.013
	2.90 ± 0.111
	8.84 ± 0.282
	0.32 ± 0.013
	-1.61 ± 0.073
	0.19 ± 0.011
	-0.25 ± 0.088
	0.87 ± 0.041
	3.55 ± 0.176

	
	p-Value
	0.032
	0.82
	0.091
	1.0
	8.2*10-4
	1.0
	1.0
	1.0
	1.0
	1.0
	1.0

	rs526126
	1 1
	20.11 ± 0.122
	-2.33 ± 0.017
	0.39 ± 0.003
	2.81 ± 0.026
	9.74 ± 0.068
	0.34 ± 0.003
	-1.50 ± 0.018
	0.17 ± 0.003
	-0.01 ± 0.021
	0.97 ± 0.010
	3.89 ± 0.042

	
	1 2
	20.56 ± 0.186
	-2.37 ± 0.026
	0.40 ± 0.005
	2.97 ± 0.040
	9.31 ± 0.103
	0.33 ± 0.005
	-1.54 ± 0.027
	0.19 ± 0.004
	-0.05 ± 0.032
	0.93 ± 0.015
	3.78 ± 0.064

	
	2 2
	19.75 ± 0.528
	-2.36 ± 0.073
	0.39 ± 0.015
	3.17 ± 0.114
	9.53 ± 0.294
	0.33 ± 0.013
	-1.55 ± 0.076
	0.18 ± 0.012
	-0.17 ± 0.091
	0.90 ± 0.042
	3.68 ± 0.183

	
	p-Value
	1.0
	1.0
	1.0
	0.0034
	1.0
	1.0
	1.0
	0.17
	1.0
	1.0
	1.0

	rs174620
	1 1
	19.93 ± 0.180
	-2.29 ± 0.025
	0.39 ± 0.005
	2.77 ± 0.039
	9.92 ± 0.099
	0.34 ± 0.005
	-1.51 ± 0.026
	0.17 ± 0.004
	0.03 ± 0.031
	0.97 ± 0.014
	3.97 ± 0.062

	
	1 2
	20.23 ± 0.138
	-2.34 ± 0.019
	0.39 ± 0.004
	2.88 ± 0.030
	9.61 ± 0.076
	0.34 ± 0.003
	-1.51 ± 0.020
	0.18 ± 0.003
	-0.03 ± 0.024
	0.96 ± 0.011
	3.83 ± 0.048

	
	2 2
	20.78 ± 0.250
	-2.44 ± 0.035
	0.41 ± 0.007
	3.03 ± 0.054
	9.03 ± 0.138
	0.33 ± 0.006
	-1.52 ± 0.036
	0.19 ± 0.006
	-0.15 ± 0.043
	0.91 ± 0.020
	3.69 ± 0.087

	
	p-Value
	1.0
	0.096
	0.52
	0.0030
	1.0*10-5
	1.0
	1.0
	1.0
	0.18
	1.0
	1.0

	rs482548
	1 1
	20.35 ± 0.109
	-2.35 ± 0.015
	0.39 ± 0.003
	2.86 ± 0.024
	9.51 ± 0.061
	0.33 ± 0.003
	-1.53 ± 0.016
	0.18 ± 0.002
	-0.03 ± 0.019
	0.95 ± 0.009
	3.87 ± 0.038

	
	1or2 2
	19.64 ± 0.245
	-2.28 ± 0.034
	0.39 ± 0.007
	2.87 ± 0.054
	10.09 ± 0.137
	0.36 ± 0.006
	-1.41 ± 0.035
	0.17 ± 0.006
	-0.05 ± 0.043
	0.98 ± 0.020
	3.74 ± 0.085

	
	p-Value
	0.17
	0.89
	1.0
	1.0
	0.037
	0.0046
	0.27
	1.0
	1.0
	1.0
	1.0


a p-values that exceed 1.0 after correction for multiple testing have been marked down to 1.0                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                 
b log-transformed (ln) to comply with normality distribution assumption
