SUPPLEMENTARY FIGURE LEGENDS

Supplementary figure 1. Segregation of PGRN mutations with disease in 8 FTLD families from the Mayo Clinic FTLD series

Pedigrees for eight families from the Mayo Clinic FTLD series with mutations in PGRN are shown. For reasons of confidentiality all individuals are depicted as diamonds. The numbers within the diamonds represent the number of individual family members. Open symbols represent unaffected individuals, black symbols denote patients with clinical or pathological diagnosis of FTLD and grey symbols denote (PD patients. The first number below the patient’s symbol denotes age at onset (in years), followed by age at death (in years). The arrow indicates the proband. For patients, the presence of a PGRN mutation is shown with ‘‘+’’right above the symbol.
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SUPPLEMENTARY TABLES

Supplementary table 1. List of intronic PGRN sequence variants identified in FTLD patients and control individuals

	Genomic mutationa
	Predicted cDNA mutationb
	Location
	rs number

	g.96164G>T
	c.-80G>T
	EX0
	

	g.96281G>T
	c.-8+45G>T (IVS0+45G>T)
	IVS0
	

	g.100460G>A 
	c.264+7G>A (IVS2+7G>A)
	IVS2
	

	g.100474G>A 
	c.264+21G>A (IVS2+21G>A)
	IVS2
	rs9897526

	g.101082_101083insGTCA 
	c.350-48insAGTC (IVS3-48insAGTC)
	IVS3
	

	g.101266G>A 
	c.462+24G>A (IVS4+24G>A)
	IVS4
	rs850713

	g.102072G>A 
	c.835+7G>A (IVS7+7G>A)
	IVS7
	

	g.103778C>T
	c.*78C>T (3’UTR+78C>T)
	3’UTR
	rs5848


a Numbering relative to the reverse complement of GenBank accession number AC003043.1 and starting at nucleotide 1.

b Numbering according to GenBank accession number NM_002087.2 starting at the translation initiation codon.

Supplementary table 2. PGRN sequencing and PCR primers

	Name
	Sequence
	Product size (bp)

	GRN1-3F
	gatttctgcctgcctggacagg
	864

	GRN1-3R
	gatgccacatgaatgagggcac
	

	GRN4-6F
	gtcaccctcaaaccccagtagc
	822

	GRN4-6R
	catgaaccctgcatcagccagg
	

	GRN7-9F
	ttgctgggagcctggctgatgc
	1033

	GRN7-9R
	ctcctgcttacagcacctccag
	

	GRN10-12F
	ctgacagattcgtccccagctg
	1040

	GRN10-12R
	acctcccatggtgatggggagc
	

	GRNseq2-3F
	ggtcatcttggattggccagag
	

	GRNseq1-2R
	tctgcaggtggtagagtgcagg
	

	GRNseq5-6F
	agggggtgaagacggagtcagg
	

	GRNseq4-5R
	gaggagcaaacgtgaggggcag
	

	GRNseq8-9F
	tgatacccctgagggtccccag
	

	GRNseq7-8R
	gaagaagggcaggtgggcactg
	

	GRNseq11-12F
	gctaagcccagtgaggggacag
	

	GRNseq10-11R
	gccatacccagccccaggatgg
	

	GRN 0F
	CGCCTGCAGGATGGGTTAAGG
	507

	GRN 0R
	GCGTCACTGCAATTACTGCTTCC


	

	GRN 3’UTR F
	AGCCAGGGGTACCAAGTGTTTG


	558

	GRN 3’UTR R
	GGGGTAATGTGATACAGCCGATG


	


Supplementary table 3. Primers for PGRN copy-number analyses

	Name
	Sequence
	Product size (bp)

	GRNe1i-65'F
	FAM-tggcgtgggcttaagcagttgccag
	291bp

	GRNe1i-R
	aaccacagacttgtgcctggcgtcc
	

	GRNe12i-66'F
	FAM-tgctgtccctaccgccaggtcag
	305bp

	GRNe12i-R
	tgagcagagggcaccctccgagtgg
	

	GAPDHi-65'F
	FAM-gtcgggacaaagtttagggcgtc
	263bp

	GAPDHi-R
	ggcgcctagacgaagtccacagc
	

	B2Mi-65'F
	FAM-gcttggagacaggtgacggtccctg
	328bp

	B2Mi-R
	atccagccctggactagccccacg
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