Supplement 1. Backward stepwise logistic regression analysis of five OPRM1 tag SNPs (SNP1, 4, 5, 11, 12) in EA cases and controls





EA-AD vs. EA-Con



          

EA-DD vs. EA-Con




Covariatesa
ß
P
O.R. (95% C.I.)


Covariatesa
ß
P
O.R. (95% C.I.)

Model 1b
Sex 

Male

1.39
< 0.001
4.02 (2.54 – 6.36)


Male

0.97
< 0.001
2.63 (1.67 – 4.12)



Age



0.16
< 0.001
1.17 (1.14 – 1.21)




0.12
< 0.001
1.12 (1.09 – 1.15)



Allele









SNP11^T
-0.81
0.040
0.44 (0.21 – 0.96)
Model 2 (Recessive)
Sex

Male

1.43
< 0.001
4.19 (2.63 – 6.67)


Male

0.97
< 0.001
2.64 (1.68 – 4.14)

Age



0.16
< 0.001
1.17 (1.14 – 1.20)




0.11
< 0.001
1.12 (1.09 – 1.15)

Genotype
SNP5^C

0.77
0.045
2.17 (1.02 – 4.62)


SNP5^C

0.69
0.048
2.00 (0.95 – 4.19)

Model 2 (Dominant)

Sex

Male

1.42
< 0.001
4.13 (2.60 – 6.56)


Male

0.97
< 0.001
2.64 (1.68 – 4.15)


Age



0.16 
< 0.001
1.18 (1.14 – 1.21)




0.12
< 0.001
1.12 (1.09 – 1.16)


Genotype
SNP11^T
-0.50
0.032
0.60 (0.38 – 0.96)


SNP11^T
-0.56
0.019
0.57 (0.36 – 0.91)



Model 3
Sex

Male

1.44
< 0.001
4.22 (2.69 – 6.61)


Male

1.25
< 0.001
3.49 (2.22 – 5.48)


Age



0.16
< 0.001
1.18 (1.14 – 1.21)




0.13
< 0.001
1.14 (1.11 – 1.17)

Haplotype
AGTTC

-1.01
0.011
0.37 (0.17 – 0.79)


AGTTC

-1.37
0.002
0.26 (0.11 – 0.60)

Model 4
Sex

Male

1.39
< 0.001
4.01 (2.55 – 6.30)


Male

1.20
< 0.001
3.34 (2.12 – 5.25)


Age



0.16
< 0.001
1.18 (1.15 – 1.21)




0.13
< 0.001
1.14 (1.11 – 1.17)

Diplotype
AGTCT/
-0.68
0.046
0.51 (0.26 – 0.99)


AGTCT/
-0.74
0.030
0.48 (0.24 – 0.93)



AGTTC







AGTTC



AGTTC/
-1.51
0.009
0.22 (0.07 – 0.68)


AGTTC/
-1.63
0.011
0.20 (0.06 – 0.69)



AGCCT







AGCCT



AGTTC/
-0.91
0.096
0.40 (0.14 – 1.18)


AGTTC/
-1.04
0.073
0.35 (0.11 – 1.10)



GGTCT







GGTCT

EA-Con, EA-AD, EA-DD, n and P: same as in Table 1; ß, regression coefficient; O.R., odds ratio; 95% C.I., 95% confidence interval.
a Only the covariates remained in the final regression step are listed here.

b Results for additive model of genotypes are the same as those for allelewise regression analysis.  Model 1, allelewise analysis; Model 2, genotypewise analysis; Model 3, haplotypewise analysis; Model 4, diplotypewise analysis. 
