Supplementary Table 1. Primer sequences, PCR conditions and oven temperatures for the assessment of genomic DNA for mutations in EFNA2, EFNA4 and EPHA4
	Primer
	Sequence 5´(3´
	Exon
	PCR Tm (°C), additives
	Size (bp)
	dHPLC oven temp. (°C)

	EFNA2-E1F
	CGGGAGAGCGAGCGCGGCGGCCG
	1
	65a, 10% 
	191
	66, 68

	EFNA2-E1R
	GCGCGCGGCCGCGCTCACCTGGGGTTG
	
	dimethysulfoxide
	
	

	EFNA2-I2F
	GGCGCTGACCTCTGGCCGCCTTGTC
	2
	Touchdown (64 to 
	367
	63.5, 65.5

	EFNA2-I2R
	CCCCGGCCCGACCCCACTCACAGATGTA
	
	58), 10% dimethysulfoxide
	
	

	EFNA2-I3F
	GTCAGGGTTGATTCACCAAG
	3
	63a
	335
	62.3, 63.4

	EFNA2-I3R
	CGAAGGTCTGACATGTTCATCAGAC
	
	
	
	

	EFNA2-I4F
	GTGATGAGCCCGTTGGGCAGATG
	4
	65a
	336
	63.3, 65.6

	EFNA2-E4R
	GCGTCTCTATTTGGTCTCGGAGG
	
	
	
	

	EFNA4-I1F
	GAGGAGACGCGCTCCCATTGGC
	1
	63a, 10% dimethysulfoxide
	389
	61.4, 66

	EFNA4-I1R
	GCGCGCGGCCAGGCTCAGGCGGCG
	
	
	
	

	EFNA4-I2F
	GTCTCTGGCATCCATGGCCATG
	2
	63a
	400
	57.9, 63.3

	EFNA4-I2R
	CTTCTGGTACACAAGAGGTGTC
	
	
	
	

	EFNA4-I3F
	CTGATACATGGGTGTGGCCCCA
	3
	Touchdown (64 to 58)
	328
	60.4, 61.5

	EFNA4-I3R
	CAGCTTGAAGCTTCACCAGGAC
	
	
	
	

	EFNA4-I4F
	CATAGATCATGGGAAGGGAGTGGCTG
	4
	65a
	474
	60.5, 61.8

	EFNA4-E4R
	GCTGTCTACTGCTCTTCTTTAGC
	
	
	
	

	EPHA4-E1F
	GATAGAAGCGGCAGGAGCAGCGTTGG
	1
	63a
	214
	62.6, 64.6

	EPHA4-I1R
	CCACCTGGCCCTGCGCTCCTGAGGACCCC
	
	
	
	

	EPHA4-I1F
	GGATATGCACAGCCTCAGCACATATGGAAACGC
	2
	63a
	251
	56.8, 58.6

	EPHA4-I2R
	CAAGCCATTAGGACTCTCAGAAAGTTGCTAATC
	
	
	
	

	EPHA4-I2F
	GGGATTGACAAATCACTGCATGATGAAACTTTG
	3
	63a
	788
	56.5, 58.7

	EPHA4-I3R
	CTCTGATTTAATTACTCGCACTAAGCCCCAGTG
	
	
	
	

	EPHA4-I3F
	CCCTTCTTCTGAAACAAGGAGGTGGCTTTGC
	4
	63a
	304
	56.7, 58, 62.4

	EPHA4-I4R
	GGTGGTAATGAAAGCTGTTGGCATCACAGG
	
	
	
	

	EPHA4-I4F
	GGGTATTTCGGTTCTTGGTGTGATGATGTGG
	5
	63a
	438
	58.3, 61

	EPHA4-I5R
	AGCCTTTTCTCTGTATACATTCAGATCATAC
	
	
	
	

	EPHA4-I5F
	GGATGAAAATGATATGCTTCTATACTGAAG
	6
	63a
	327
	57, 60

	EPHA4-I6R
	GGAAGAAAGGAAAGGAGTGTTGTTCACTCAAG
	
	
	
	

	EPHA4-I6F
	CTTTCAGTTTCTGAGTTGACTGGCTTGACTCC
	7
	63a
	304
	56.7, 59.6

	EPHA4-I7R
	GCCTCAGAAGTGACTGAGTCTGGGTGGTC
	
	
	
	

	EPHA4-I7F
	TCAGAAGTTCTACCTCCTAAGACTTTCCC
	8
	63a
	210
	58.8, 61.7

	EPHA4-I8R
	GGTCGGGGGCTGCACAGTGAGTGGCTTC
	
	
	
	

	EPHA4-I8F
	CATAGCATACCTGCCTGACTTACAGTAGC
	9
	63a
	233
	54, 55.2

	EPHA4-I9R
	CATGTTTAAACTAGAAAACGTGTGACATGCTC
	
	
	
	

	EPHA4-I9F
	GTGGTTCCTTAGAAGTATTCAGCCAAC
	10
	63a
	211
	55.7, 58.1

	EPHA4-I10R
	CATCCACCAAGAAAACAGACTCATTAGCAGACG
	
	
	
	

	EPHA4-I10F
	CATCTTGAATGTGTTTCTGGTCCATCGTAG
	11
	63a
	334
	57.1, 59.5

	EPHA4-I11R
	GTGGGTCTGCGCCATCTGTCATTTCCCTGG
	
	
	
	

	EPHA4-I11F
	CTCATTAAGTGCAGCGCTCATCAAAGGTTTG
	12
	63a
	185
	55.4, 57.4

	EPHA4-I12R
	CACAAGGACTCTGTTAGGAGTTTTCTAAATACC
	
	
	
	

	EPHA4-I12F
	CTTGGCCTAATGCTAATGAGATTGTTCCTC
	13
	63a
	306
	57.2, 60.2

	EPHA4-I13R
	GGAACAGTTTCACCAGAGTGAAAGCCCAG
	
	
	
	

	EPHA4-I13F
	CAGTGATGTACTTAAGGAATAACTTATGGC
	14
	63a
	257
	54.7, 59.5

	EPHA4-I14R
	CAGTAATGCAGAACTTCCTGAATCTCAATG
	
	
	
	

	EPHA4-I14F
	GCTTGCCTGGCAGCTTAACATACCATCCTG
	15
	63a
	305
	57.7, 60.7

	EPHA4-I15R
	GAGTCACCACTTGCCTGCCTCCTCTAATGTG
	
	
	
	

	EPHA4-I15F
	CTTGTCTCACTGGTAGCTCCGTTCTGC
	16
	63a
	247
	56.8, 59.6

	EPHA4-I16R
	CTAGATTTACCCTTTCGTGTTACATCGTTGAG
	
	
	
	

	EPHA4-I16F
	GATTGTCAGTCCCTGTGACTTCTTCTGTCCC
	17
	63a
	197
	59.6, 60.7

	EPHA4-I17R
	CAAGAGTTTTGAGTTTATTCAGTACTGG
	
	
	
	


aStandard PCR conditions
