Supplementary Table 1. DNA Pool Composition

Sample

Sample Size
Set Pool (Cs/Co)
UK1 380/396

ApoE4+  229/96
ApoE4-  149/297
GE75 218/246
LT75 162/150

Male 89/99
Female 291/297
wu 376/344

ApoE4+  217/81

ApoE4-  159/262
GE75 208/200
LT75 168/144
Male 140/132

Female 236/212

APOE4+: carriers of one or more APOE4 alleles

APOE4-: no APOEA4 allele is present

GE75: Age at onset (age at exam) is 75years of age or more for cases (controls)
LT75: Age at onset (age at exam) is less than 75years of age for cases (controls)
Cs: cases

Co: controls

Samples without APOE genotype information were excluded from the APOE pools
(UK1: 2 Cs, 3 Co; WU: 1 Co)



Supplementary Table 2. LD Profile of Markers near APOE

rs157581 rs405509 rs429358 rs7412 rs1132899

rs157581 0.36 0.92 0.088 0.11

rs405509 0.048 0.6 0.92 0.007

rs429358 0.66 0.1 1 0.19

rs7412 0.001 0.062 0.019 0.45
rs1132899 0.004 0 0.011 0.013

The upper right triangle shows D’ values, the lower left triangle shows r* values

Note: This analysis based on UK1, WU, SD and UK2 samples.



Supplementary Table 3: Allele counts for the five samples

UK 1 UK2 UK3 WU SD
Control Case Control Case Control Case Control Case Control Case
Allele Allele

Marker A B A B A B A B A B A B A B A B A B A B A B
hCV15746640 | A G 658 80| 666 42| 595 65| 543 4311092 106 | 828 94| 641 65| 724 48 | 598 54| 425 43
hCV22274641 | A T 79 663 34 676 64 602 44 548 95 1081 82 832 61 673 49 743 | 49 o611 39 439
rs505058 C T 30 714 50 660 38 628 45 545 68 1078 63 815 49 649 69 691 | 43 o613 38 438
rs13022344 C T 208 528 | 246 454 | 193 469 | 180 412 | 381 771 | 252 646 | 205 527 | 272 520|221 439 | 157 321
rs3800324 A G 24 720 32 678 24 642 28 564 34 1112 37 853 23 685 44 736 | 30 630 26 454
rs444013 C G 353 389 | 385 323 | 371 295 | 321 265| 594 602 | 452 466 | 354 354 | 417 337|344 316 | 264 214
rs6907175 A G 380 364 | 407 303 | 368 298 | 328 264 0 742 0 582 335 369 | 392 388|309 351 | 254 226
rs1859849 C T 138 606 | 175 535 | 137 527 | 152 438 | 271 885 | 202 700 | 175 531 | 218 562|155 495 | 117 359
rs11016976 C T 84 658 | 105 605 83 583 74 516 | 180 1020 | 109 815 79 653 | 116 676 | 77 583 66 414
rs11622883 A T 351 393 | 307 401 | 311 355 | 241 351 | 462 542 | 338 466 | 334 372 | 314 458 | 298 360 | 217 263
rs2882676 A C 244 498 | 265 445 | 216 450 | 206 386 | 432 738 | 297 609 | 213 489 | 272 492 | 246 414 | 191 287
rs1554948 A T 390 354 | 344 366 | 340 324 | 270 320 | 589 591 | 409 503 | 347 361 | 327 447|299 361 | 223 257
rs2074877 C T 496 246 | 432 278 | 424 242 | 377 213 | 770 434 | 582 338 | 475 257 | 471 321|428 232 | 304 174
rs157581 C T 153 591 | 273 437 | 126 540 | 231 361 | 215 897 | 345 517 | 141 589 | 292 500 | 112 548 | 206 274
rs405509 G T 387 355 | 297 413 | 368 298 | 264 322 | 575 609 | 383 531 | 393 339 | 365 425|354 304 | 202 276
rs1132899 C T 361 375 | 375 333 | 335 329 | 340 252 | 587 521 | 455 405 340 394 | 418 368 | 321 339 | 261 219
rs3745833 C G 504 240 | 434 276 | 411 255 | 341 241 | 763 403 | 558 350 | 478 226 | 489 291|425 235 | 300 180
rs8192708 A G 675 69| 609 101 | 584 82| 522 70| 1064 118 | 791 115| 660 74| 681 109 | 585 75| 414 62
rs9608099 C T 178 566 | 187 519 | 168 498 | 171 419 | 330 858 | 232 686 | 185 517 | 263 515|180 478 | 125 353
Supplementary Table 4: Genotype counts for the five samples

UK1 UK2 UK3 WU SD

Control Case Control Case Control Case Control Case Control Case

Allele Allele

Marker A B AA AB BB |AA AB BB |AA AB BB |AA AB BB |AA AB BB |AA AB BB |AA AB BB |AA AB BB |[AA AB BB |AA AB BB
hCV15746640 | A G 289 80 0| 312 42 0| 265 65 0| 251 41 1| 496 100 3| 372 86 41289 63 1| 340 44 21273 52 1] 192 41 1
hCV22274641 | A T 3 73 295 0 34 321 4 56 273 4 36 256 2 91 495 4 74 380 3 55 309 2 45 349 1 47 282 2 35 202
rs505058 C T 0 30 342 1 48 306 1 36 296 1 43 251 1 66 506 1 61 378 2 45 302 9 51 320 3 37 288 1 36 201
rs13022344 C T 32 144 192 52 142 156 34 125 172 34 112 150 68 245 263 37 179 234 25 155 186 52 168 176 | 40 141 149 23 111 105
rs3800324 A G 0 24 348 1 30 324 0 24 309 0 28 268 1 32 540 2 33 411 0 23 331 2 40 348 2 26 302 2 22 216
rs444013 C G 8 185 102 | 111 163 80 95 181 57 94 133 66| 144 306 148 | 113 226 121 8 182 86| 117 183 77| 83 178 69 68 128 43
rs6907175 A G 101 178 93| 119 169 67| 101 166 66 91 146 59 0 0 166 0 0 128 80 175 97| 100 192 98| 77 155 98 72 110 58
rs1859849 C T 10 118 244 17 141 197 15 107 210 21 110 164 37 197 344 26 151 275 15 145 193 26 166 198 | 22 111 192 10 97 131
rs11016976 C T 7 70 294 6 93 256 4 75 254 4 66 225 13 154 433 8 93 362 3 73 290 10 96 290 6 65 259 2 62 176
rs11622883 A T 77 197 98 69 169 116 73 165 95 54 133 109 | 110 242 150 66 207 130 82 170 101 58 198 130 | 63 172 94 47 123 70
rs2882676 A C 38 168 165 48 169 138 33 150 150 41 124 131 79 274 232 47 205 202 40 133 178 53 166 163 | 46 154 130 36 119 84
rs1554948 A T 97 196 79 81 182 92 81 178 173 58 154 83| 150 289 151 95 219 143 8 177 92 67 193 127 | 73 153 104 48 127 65
rs2074877 C T 163 170 38| 126 180 49| 135 154 44| 119 139 37| 243 284 75| 181 222 58| 148 179 39| 138 195 63| 141 146 43 97 110 32
rs157581 C T 16 121 235 56 161 138 10 106 217 37 157 102 17 181 358 62 222 148 18 105 242 49 194 153 15 82 233 45 116 79
rs405509 G T 108 171 92 64 169 122 | 102 164 67 60 144 89| 141 293 158 72 240 146 | 100 193 73 83 199 113|103 148 78 46 110 83
rs1132899 C T 95 171 102 | 103 169 82 8 163 83 95 150 51| 146 295 113 | 112 231 88 77 186 104 | 117 184 92| 79 163 88 70 121 49
rs3745833 C G 171 162 39| 138 158 59| 131 149 53| 104 133 54| 244 275 64| 156 246 53| 168 142 42| 159 171 60 | 140 145 45 97 106 37
rs8192708 A G 305 65 21 260 89 6| 258 68 71 230 62 41 479 106 6| 347 99 81295 70 21 291 99 51259 67 41 182 50 6
rs9608099 C T 20 138 214 27 133 193 25 118 190 18 135 142 47 236 311 30 173 257 21 143 187 43 177 169 | 25 130 174 14 97 128




