Supplemental Table IIA: Genotype distribution of the AMH Ile*’Ser polymorphism

over the FSH receptor (FSHR) Asn®*Ser polymorphism.

Dutch cohort German cohort
AMH 1le*Ser AMH 1le*Ser
Af;gl,;er Ile/Ile Ile/Ser | Ser/Ser | Ile/lle Ile/Ser Ser/Ser
Asn/Asn 11 3 8 4
Asn/Ser 10 4
Ser/Ser 3 1 7 2

Genotype distribution of AMH Ile*Ser polymorphism in the Dutch cohort is random
(P=0.91) whereas genotype distribution in the German cohort is not random
(P=0.056) compared to FSHR Asn®*’Ser genotypes. Values given are the number of

subjects.

Supplemental Table I1IB: Genotype distribution of the AMHR2 —482 A>G

polymorphism over the FSHR Asn®’Ser polymorphism.

Dutch cohort German cohort
AMHR?2 482 A>G AMHR?2 482 A>G
Aie | AA | AG | GIG | AA | AG | GG
Asn/Asn 7 7 8 3 1
Asn/Ser 9 5
Ser/Ser 4 7 2

Genotype distribution of AMHR2 —482 A>G polymorphism in the Dutch cohort (P=
0.19) and German cohort is random (P=0.62) compared to FSHR Asn®®Ser

genotypes. Values given are the number of subjects.



