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Figure	  S1:	  Taxonomic	  differences	  at	  the	  phylum	  level	  of	  the	  mucosal	  microbiota	  in	  IBD	  and	  
healthy	  pa+ents.	  ScaUerplots	  showing	  the	  rela+ve	  abundance	  of	  the	  3	  most	  prevalent	  
bacterial	  phyla	  of	  Bacteroidetes,	  Firmicutes,	  and	  Proteobacteria.	  �Samples	  from	  CD	  pa+ents	  
had	  a	  significantly	  higher	  propor+on	  of	  Bacteroidetes	  compared	  with	  healthy	  control	  
subjects.	  Although	  UC	  and	  CD	  biopsies	  showed	  slightly	  decreased	  abundance	  of	  Firmicutes	  
and	  slightly	  increased	  abundance	  of	  Proteobacteria,	  these	  differences	  were	  not	  sta+s+cally	  
significant.	  


