
Figure	  S3:	  Unsupervised	  hierarchical	  clustering	  analysis	  on	  the	  rela+ve	  abundance	  values	  of	  KEGG	  
pathways	  represented	  from	  the	  mucosal	  microbiota	  of	  CD	  pa+ents.	  Red	  =	  Inflamed.	  Green	  =	  Non-‐
inflamed	  


