Meta-EWAS results quality checks: childhood

We plotted QQ plots (page 2) and a correlation matrix (page 3) showing correlations of EWAS effect estimates for each model.

EWAS models:

Covariates-adjusted: Paternal BMI + Covariates + Cells (model name: covs.pat)
Methylation ~ Paternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Covariates-adjusted: Maternal BMI + Covariates + Cells (model name: covs.mat)
Methylation ~ Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Covariates-adjusted: Paternal adjusted for maternal BMI, covariates and cells (model name: covs.patmat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Covariates-adjusted: Maternal adjusted for paternal BMI, covariates and cells (model name: covs.matpat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Sex-stratified: Paternal adjusted for maternal in males (model name: boys.patmat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Sex-stratified: Maternal adjusted for paternal in males (model name: boys.matpat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Sex-stratified: Paternal adjusted for maternal in males (model name: girls.patmat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Sex-stratified: Maternal adjusted for paternal in females(model name: girls.matpat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts
[bookmark: _GoBack][image: ]
 [image: ]
image1.tiff
meta_models

© T T T 5
— 5 £ % £ 1 E
& & & £ & £ §
g ¢ ¢ ¢ ¢ ¢ o
o o o o o o =
o o o o o o o
covs.pat | 1 0.97 0.65 0.62
covs.mat | 1 0.98 0.69
covs.patmat 1 0.68 0.64
covs.matpat | 1 0.71

boys.patmat | 1

boys.matpat | 1

girls.patmat | 1

girls.matpat

girls.matpat

0.63

0.65

1

0.8

0.6

0.4

0.2

-0.2

-0.4

-0.6

-0.8




image2.tiff
meta_models : covs.pat Lambda = 1.03 meta_models : covs.mat Lambda = 1.11 meta_models : covs.patmat Lambda = 1

Observed -logioP
Observed -ogiP
Observed -ogiP

T 1

Expected -log-P Expected 1og- Expested 1o

meta_models : covs.matpat Lambda=1.08  meta_models : boys.patmat Lambda =105  meta_models : boys.matpat Lambda = 1.07

Observed -log-oP
Observed og.oP
Observed og.oP

Expected -g-oP Expected -g-oP

Expected -lag-oP

meta_models : girls patmat Lambda = meta_models : girls.matpat Lambd

Observed -HogioP
Observed -ogiaP

] T 3 1 ]
Expected -0g-P Expected -0g-P




