Meta-EWAS results quality checks: birth

We plotted QQ plots (page 3) and a correlation matrix (page 4) showing correlations of EWAS effect estimates for each model.

EWAS models:

Covariates-adjusted: Paternal BMI + Covariates + Cells (model name: covs.pat)
Methylation ~ Paternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Covariates-adjusted: Maternal BMI + Covariates + Cells (model name: covs.mat)
Methylation ~ Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Covariates-adjusted: Paternal adjusted for maternal BMI, covariates and cells (model name: covs.patmat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Covariates-adjusted: Maternal adjusted for paternal BMI, covariates and cells (model name: covs.matpat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Sex-stratified: Paternal adjusted for maternal in males (model name: boys.patmat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Sex-stratified: Maternal adjusted for paternal in males (model name: boys.matpat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Sex-stratified: Paternal adjusted for maternal in males (model name: girls.patmat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Sex-stratified: Maternal adjusted for paternal in females(model name: girls.matpat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Paternal age + Paternal smoking status + Paternal socioeconomic status + Maternal age + Maternal smoking status + Parity + Estimated cell counts

Note: the following “minimally-adjusted” models are included in the plots below for completeness and transparency but were not included in downstream analyses or discussed in the maintext of this study. The decision to omit these models was made before assessment of the results, based on the observation that all participating cohorts had the necessary data to enable them to take part in the covariates-adjusted analyses. We favoured the covariates-adjusted models over the minimally-adjusted models because they adjust for important potential confounders. As the plots below show, results from the minimally-adjusted and covariate-adjusted models were similar and it is very unlikely that our conclusions from this study would be different had we focused on the minimally-adjusted models instead of the covariate-adjusted models.

Minimally-adjusted: Paternal BMI + Cells (model name: min.pat)
Methylation ~ Paternal BMI + SVs for batch + Estimated cell counts

Minimally-adjusted: Maternal BMI + Cells (model name: min.mat)
Methylation ~ Maternal BMI + SVs for batch + Estimated cell counts

Minimally-adjusted: Paternal adjusted for maternal BMI + cells (model name: min.patmat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Estimated cell counts

Minimally-adjusted: Maternal adjusted for paternal + cells (model name: min.matpat)
Methylation ~ Paternal BMI + Maternal BMI + SVs for batch + Estimated cell counts
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