Legends to Supplementary Figures
Supplemental Fig. 1 
Characterization of Bcl11bF/+ CD4cre mice. (A) Schematic representation of the Bcl11b floxed allele. A pair of loxP sequence was introduced into Bcl11b locus by gene targeting, which allows exon 2 deletion mediated by Cre recombinase. Arrows indicate the sets of primers used to detect deletion of Bcl11b floxed allele mediated by Cre recombinase. (B) Efficient deletion of Bcl11b exon 2 by by Cre recombinase in Bcl11bF/+ CD4cre mice. Panel shows gel electrophoresis of PCR products with three different sets of primers in the vicinity of Bcl11b exon-2 region, F1 in the intron 1, GGAAGGCTGAGGTTTGACTTCC; F2 on the exon 2, CACGAAAGGCATCTGTCCCAAG; R1 in the intron 2, AGAAAAGGGAAGCCCCAGATG. Those primers were design to detect the wild type Bcl11b allele and deleted (lox) and not the deleted (lox) Bcl11b floxed alleles. Hence, the thymus DNA from Bcl11bF/+ mice showed wild-type and lox alleles whereas that from Bcl11bF/+ CD4cre mice showed a wild-type allele and the deleted lox allele due to the Cre recombinase activity. (C) Severe impairment of positive selection in Bcl11bF/F CD4cre mice. Thymocytes were FCM analyzed with FCM that were obtained from Bcl11bF/F CD4cre mice and control Bcl11bF/F mice. Markers used are indicated below FCM panels: CD4 versus CD8 and TCR versus CD24 in total thymocytes, and CD4 versus CD8 in TCRhigh thymocytes. The percentage is shown in quadrants or gates.

Supplemental Fig. 2 
Effect of different Bcl11b genotypes in splenocytes. (A) FCM profile of CD4 and CD8 expression is shown of Bcl11bF/S826G CD4cre, Bcl11bF/+ CD4cre, Bcl11b+/S826G CD4cre, and Bcl11b+/+ CD4cre mice. The percentage is shown in quadrants. (B) The average percentage of cells in quadrants is shown of CD4+ T cells and CD8+ T cells. (C) The ratio of CD4+ T and CD8+ T cells is shown. Bcl11bF/S826G CD4cre (n =5), Bcl11bF/+ CD4cre (n =8), Bcl11b+/S826G CD4cre (n =8), and control Bcl11b+/+ CD4cre (n = 5) mice were analyzed. Error bars indicate the standard deviation (SD). Statistical differences aere tested by the Student’s t test. P values are shown.

Supplemental Fig. 3
The effect of Bcl11bKO/S826G genotype on CD44 expression. FCM analysis of thymocytes from Bcl11bKO/S826G, Bcl11bKO/+ and Bcl11b+/+ mice. Left two panels are of CD4 versus CD8 and of TCR expression in thymocytes, respectively. Right three panels are of CD44 expression in DP, TCRhigh CD4SP and TCRhigh CD8SP thymocytes, respectively.

Supplemental Fig. 4
FCM analysis of thymocytes obtained from Bcl11bF/S826G CD4cre and Bcl11b+/+ mice at two weeks of age. (A) The expression of CD44 and CD122 in TCRβhighCD8SP is shown. The percentage of CD44highCD122high cells in TCRβhighCD8SP is shown in the gates. (B) The average percentage of CD44highCD122high cells in TCRβhighCD8SP thymocytes: Bcl11bF/S826G CD4cre (n=4) and Bcl11b+/+ (n=4). Error bars indicate the SD. Statistical differences are tested by the Student’s t test, and P values are shown.

Supplemental Fig. 5 
The effect of Bcl11bF/S826G CD4cre genotype on CD8 thymocytes. FCM analysis of thymocytes from Bcl11bF/S826G CD4cre and Bcl11b +/+ CD4cre mice. Panels are CD8 and CD8 expressions in TCRhigh thymocytes.

Supplemental Fig. 6 
FCM profile of CD44 and CD62L expressions is shown in CD4+ and CD8+ splenic T cells obtained from Bcl11bF/S826G CD4cre, Bcl11bF/+ CD4cre, Bcl11b+/S826G CD4cre, and Bcl11b+/+ CD4cre mice. The percentage is shown in quadrants.

Supplemental Fig. 7 
Gene ontology (GO) of the innate CD8SP cells in Bcl11bF/S826G CD4cre CD8SP cells. (A) Terms of GO functional categories are shown for more than 2-fold upregulated genes. (B) Terms of GO functional categories are shown for more than 2-fold downregulated genes. Raw data of expressions given by microarray analysis are normalized with the robust multiarray average algorithm. Functional gene-set enrichment analysis is done with software from the DAVID bioinformatics database. 

Supplemental Fig. 8
The effect of Bcl11bF/S826G CD4cre genotype on TCR thymocytes. FCM analysis of thymocytes from Bcl11bF/S826G CD4cre and Bcl11b +/+ CD4cre mice. The left panels are the staining with anti-TCR and anti-TCR in total thymocytes, and the right panels are the staining with anti-CD4 and anti-CD8 in TCR thymocytes. The markers used for staining are indicated below panels.

Supplemental Fig. 9
The effect of Bcl11bF/S826G CD4cre genotype on TCRhigh Tet+ cells. FCM analysis of CD4SP and CD8SP cells using αGalCer-CD1d tetramer (Tet), anti-TCR, and anti-NK1.1. Markers used for staining are indicated below panels. 

Supplemental Figure 10
The effect of Bcl11bF/S826G CD4cre genotype on CD69 expression in TCRhigh thymocytes. FCM analysis of thymocytes from Bcl11bF/S826G CD4cre and Bcl11b+/+ CD4cre mice. The panels are CD69 expression shown in TCRhigh thymocytes.
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