Table S1 PCR-RFLP approach to discriminate S-alleles in wild pear, first, by their fragment lengths and, second, in the case of identical fragment length, by restriction with three enzymes (Bsh1236I, PpuMI or FspBI).
	S-allele
	Length

[bp]
	Restriction

	S1
	334
	

	S2
	338
	

	S3
	344
	

	S4
	345
	No cutting with  Bsh1236I

	S5
	345
	Cutting with  Bsh1236I

	S6
	346
	

	S7
	349
	

	S8
	353
	

	S9
	362
	

	S10
	367
	

	S11
	368
	

	S12
	369
	Cutting with PpuMI

	S13
	369
	No cutting with PpuMI

	S14
	375
	

	S15
	376
	

	S16
	440
	No cutting with FspBI

	S17
	440
	Cutting with FspBI

	S18
	499
	

	S19
	527
	

	S20
	530
	

	S21
	536
	

	S22
	1000
	

	S23
	1350
	

	S24
	1500
	

	S25
	1750
	

	S26
	2000
	


S21 TTTACGCAGCCATATCAGCCGGCGGTCTGCAACTCTAATCCAACTCCTTGTAAGGATCCT
60

S20 TTTACGCAGCCATATCAGCCGGCTGTCTGCAACTCTAATCCAACTCCTTGTAAGGATCCT
60

S19 TTTACGCAGCCATATCAGCCGGCTGTCTGCAACTTTAGTTCTACTCCTTGTAAGGATCCT
60

S18 TTTACGCAGCAATATCAGCCGGCTGTTTGCAACTTTACTCCTACTCCTTGTAAGGATCCT
60

S17 TTTACGCAGCAATATCAGCCGGCTGTCTGCAACTCTAATCCAACTCCTTGTAAGGATCCT
60

S16 TTTACGCAGCAATATCAGCCGGCTGTCTGCAACTCTAATCCAACTCCTTGTAAGGATCCT
60

S15 TTTACGCAGCCATATCAGTTGGCTGTCTGCAACTCTAATCGTGCTCCTTGTAAGGATCCT
60

S14 TTTACGCAGCAATATCAGTTGGCTGTCTGCAACTCTAATCGTGCTCCTTGTAAGGATCCT
60

S13 TTTACGCAGCAATATCAGCCGGCCGTATGCAACTCTAATCCTACTCCTTGTAACGATCCT
60

S12 TTTACGCAGCCATATCAGCCGGCCGTATGCAACTCTAATCCTACTCCTTGTAACGATCGT
60

S11 TTTACGCAGCCATATCAGCCGGCCGTATGCAACTCTAATCCTACTCCTTGTAACGATCCT
60

S10 TTTACGCAGCCATATCAGCCGGCCGTATGCAACTCTAATCCTACTCATTGTAACGATCCT
60

S9  TTTACGCAGCAATATCAGCCAGCTGTCTGCAGATCTAATCCTACTCCTTGTAAGGATCCT
60

S8  TTTACGCAGCAATATCAGCCAGCTGTCTGCTACTTTAATCCTACTCCTTGTAAGGATCCT
60

S7  TTTACGCAGCAATATCAGCTGGCTGCCTGCAACTCTAATCCTATTCCTTGTAAGGATCCT
60

S6  TTTACGCAGCAATATCAGCCGGCTGCCTGCAACTCTAATCCTACTCCTTGTAAGGATCCT
60

S5  TTTACGCAGCAATATCAGCCGGCTGCCTGCAACTCTAATCCTACTCCTTGTAAGGATCCT
60

S4  TTTACGCAGCAATATCAGCCGGCTGTCTGCCACTTTAATCCTACTCCTTGTAAGGATCCT
60

S3  TTTACGCAGCAATATCAGCTGGCTGTCTGCCACTTTAATCCTACTCCTTGTAAGGATCCT
60

S2  TTTACGCAGCAATATCAGCCAGCTGTCTGCAGATCTAATCCTACTCCTTGTAAGGATCCT
60

S1  TTTACGCAGCAATATCAGCCGGCTGTCTGCAACTCTAATCCTACCCCTTGTAGCGATCCT
60

              

C2







S21 CCTGACAAGTTGTTTACTGTTCACGGTTTGTGGCCTTCAAACTCGAATGGAAATGACCCA
120

S20 ACTGACAAGTTGTTTACTGTTCACGGTTTGTGGCCTTCAGACTCAAATGGAAATGACCCA
120

S19 CCTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAACGCGAAGGGAAATGACCCA
120

S18 CCTGACAAGTTATTTACGGTTCACGGTTTGTGGCCTTCAAACGCGAAGGGAAAAGACCCA
120

S17 CCTGACAAGTTGTTTACTGTTCACGGTTTGTGGCCTTCAGACTCGAATGGAAATGACCCA
120

S16 CCTGACAAGTTGTTTACTGTTCACGGTTTGTGGCCTTCAGACTCGAATGGAAATGACCCA
120

S15 CCTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAGCATGGTAGGACCTGACCCA
120

S14 CCTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAGCATGGTAGGACCTGACCCA
120

S13 CCTGACAAGTTGTTTACGGTTCATGGTTTGTGGCCTTCAAACAAGAATGGACCTGACCCA
120

S12 CCTGAAAAATTGTTTACGGTTCACGGTTTGTGGCCTTCAAACAAGAAGGGACCTGACCCA
120

S11 ACTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAACAGGAATGGACCTGACCCA
120

S10 ACTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAACAGAAATGGACCTGACCCA
120

S9  ACTGACAAGTTATTTACGGTTCACGGTTTGTGGCCTTCAAACTTGAATGGACCTCACCCA
120

S8  CCTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAACTTGAATGGACCTCACCCA
120

S7  CCTGACAAGTTGTTTACGATTCACGGTTTGTGGCCTTCAGACTCGAATGGACATGACCCA
120

S6  CCTGAAAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAACTGGATATTACCTGACCCA
120

S5  ACTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAACAAAATAGGAGGCGACCCA
120

S4  CCTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAACAGCACAGGAAATGACCCA
120

S3  CCTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAACAGCACAGGAAATGACCCA
120

S2  ACTGACAAGTTGTTTACGGTTCACGGTTTGTGGCCTTCAAATTTGAATGGACCTCACCCA
120

S1  ACTGACAAGTTGTTTACGGTTCATGGTTTGTGGCCTTCAAAGTCGAGTGGACGTGATCCA
120

                  

S21 GAATATTGCAAGG------CACCGCCATATCATACGGTA-ATATTATTAGCATAATCAGA
173

S20 AAATATTGCAAGG------CGCCGCCATATCAGACGGTA-ATATTATTAGCATAATCAGA
173

S19 GAAGGTTGCAAGA------CACAGAAATATCAGAAGGTA-ATATTATTAG--TAATGAGA
171

S18 GAAGGTTGCAAGA------CACAGAAATATCAGAAGGTGTGCATATCTCATTTAAGTACT
174

S17 AAATATTGCAAGG------CGCCGCCATATCAGACGGTA-ATATTATTAGCATAATCAGA
173

S16 AAATATTGCAAGG------CGCCGCCATATCAGACGGTA-ATATTATTAGCATAATCAGA
173

S15 AGTAATTGCTCGA------TAAGGAATATTCGGAAGGTA-AAATTATTAG--TAATCAGA
171

S14 AGTAATTGCTCGA------TAAGGAATATTCGGAAGGTA-AAATTATTAG--TAATCAGA
171

S13 GAAAAATGCAAGAATATACAAATGAACTCTCGGAAGGTA-ATATTATTAA--TAATGAGA
177

S12 GAAAAATGCAAGAATATACAAATGAATTCTCAGAAGGTA-ATATTATTAA--TAATGAGA
177

S11 GAAAAATGCAAGACTACAACCATGAATTCTCAGAAGGTA-ATATTATTAA--TAATGAGA
177

S10 GAAAAATGTAAGACTACAGCCCTGAATTCTCAGAAGGTA-ATATTATTAA--TAATGAGA
177

S9  GAAAATTGCACGAATGCAACCGTGAATTCTCACAGGGTA-ATATTACTGA--TAATCAGA
177

S8  GAAAATTGCACGAACGCAACCGTGAATTCTCAGAGGGTA-ATATTATTGA--TAATCAGA
177

S7  GTAAATTGCAGTCAATCAACCGTGGATGCTCAGAAGGTA-ATATTATCAA--TAATCTAA
177

S6  ATCTTCTGCAAGAATACAACCATTACTCCTCAGCAGGTA-ATATCATTAA--TAATCCAA
177

S5  GAATATTGCAAGA------TAAGGAATCCTCGGAAGGTA-ATATTATTAG--TAATCGGA
171

S4  ATATACTGCAAGAATACAACCATGAATTCTACTAAGGTA-ATATTATTAA--TAATCAGA
177

S3  ACATACTGCAAGAATACAACCTTGAATTCTACTAAGGTA-ATATTATTAA--TAATTAGA
177

S2  GCAAATTGCACGAATGCAACCGTGAATTCTCACAGGGTA-ATATTACTGA--TAATCAGA
177

S1  AAAAGATGCTCGAAAACACCCGTGCAGTCTCAGACGGTA-ATATTATTAA--TAATCAGC
177

S21 TA-GTCAATATTGTTTATCTCA-TTTATGTACTTGTGT---GTGCGTGTGTATATTTTTG
228

S20 TA-GTCAATATTGTTTATCTCA-TTTATGTACTTGTGTTGTGTGTGTATCTATATTTTTG
231

S19 TA-GTCAATGTTGTTTATCTCA-TTTAAGTACTTGTGT---GTCTATATATATTTTTTAA
226

S18 TGTGTGTCTATTATATATTTTAATATATACGCTCAACACAGATTTTCATGTACGCGTGTA
234

S17 TA-GTCAATATTGTTTATCTCA-TTTATGTACTTGTGT---GTGTATATATATATTTTTG
228

S16 TA-GTCAATATTGTTTATCTCA-TTTATGTACTTGTGT---GTGTATATATATATTTTTG
228

S15 TG-GTCAATATTGTTTATTTCA-TTTATGTCCTTGTGC-GTGTGTTTGTGTATATT----
224

S14 TG-GTCAATATTGTTTATTTCA-TTTATGTCCTTGTGC-GTGTGTTTGTGTATATT----
224

S13 TG-GTCAATATTGTTTATTTCG-TTTATGCATCTGTGT-ATAAAATATATCA--------
226

S12 TA-GTCAATATTGTTTATTTCA-TTTATGCACTTGTGT-ATAAAATATATTA--------
226

S11 TA-GTCAATATTGTTTATTTCA-TTTATGCACGTGTGT-ATATATACATTA---------
225

S10 TG-GTCAATATTGTTTATTTCA-TTTATGCACTCGTGT-ATATATAGATTA---------
225

S9  TA-GTCACTATTGTTTATTTCA-TTTATTTACTTGTGT----------------------
213

S8  TA-GTCACTATTGTTTATTTCA-TTTAGGTACTTGTGT----------------------
213

S7  TA-ATCAATATTGTTTATTTC--TATATA-------------------------------
203

S6  TA-GTCAATATTGTTTATTTCA-TATACA-------------------------------
204

S5  TA-GTCAATATTGTTTATTTCA-TTTATATACTTGTGT-GTGCGCGCGAGTGTGTGT---
225

S4  TG-TTAAATATTGTTTATTTCA-TATATA-------------------------------
204

S3  CG-GTCAATATTGTTTATTTCA-TATATA-------------------------------
204

S2  TA-GTCACTATTGTTTATTTCA-TTTATGTACTT--------------------------
209

S1  TA-GTCGATATTGAATATTTCA-TATATA-------------------------------
204

S21 GATAATGCTAAAGTCATCAAATTTTTAAACCAAATTATGTGTCACAATGGAAAATAAGCA
288

S20 GATAATACTAGAGCCACCAAATTTTTAAATCAAATCATGTGTCATA--------TAAGCA
283

S19 TATATACATATACTCAACACAGATTTTCATGCACGCGTGT-ACAAA--------TATTAC
277

S18 CA-AATATTACAATTAATTAAAAAGTTAATTGTTAGATAGACTA----------------
277

S17 GATAATGCTAGAGCCTCCAAATTTTTAAACCAAATGATGTGTCA----------------
272

S16 GATAATGCTAAAGCCTCCAAATTTTTAAACCAAATGATGTGTCA----------------
272

S15 ------------------------------------------------------------
224

S14 ------------------------------------------------------------
224

S13 ------------------------------------------------------------
226

S12 ------------------------------------------------------------
226

S11 ------------------------------------------------------------
225

S10 ------------------------------------------------------------
225

S9  ------------------------------------------------------------
213

S8  ------------------------------------------------------------
213

S7  ------------------------------------------------------------
203

S6  ------------------------------------------------------------
204

S5  ------------------------------------------------------------
225

S4  ------------------------------------------------------------
204

S3  ------------------------------------------------------------
204

S2  ------------------------------------------------------------
209

S1  ------------------------------------------------------------
204

S21 CGTTAATCAATATTTAAATAAT-----------------------------------AAT
313

S20 CGTTAATTAACACTTAAGTAAT-----------------------------------AAT
308

S19 TATTAATT-----TAAAGTAATTGCTAGATAGACTAAATTTTAAAATCAAATTTGTAAAT
332

S18 ------------------------------------AATTTTAAAACCAAATTTGT----
297

S17 ------------------------------------------------------------
272

S16 ------------------------------------------------------------
272

S15 ------------------------------------------------------------
224

S14 ------------------------------------------------------------
224

S13 ------------------------------------------------------------
226

S12 ------------------------------------------------------------
226

S11 ------------------------------------------------------------
225

S10 ------------------------------------------------------------
225

S9  ------------------------------------------------------------
213

S8  ------------------------------------------------------------
213

S7  ------------------------------------------------------------
203

S6  ------------------------------------------------------------
204

S5  ------------------------------------------------------------
225

S4  ------------------------------------------------------------
204

S3  ------------------------------------------------------------
204

S2  ------------------------------------------------------------
209

S1  ------------------------------------------------------------
204

S21 TCAATCATCAACATCCACATTATTTGGTTACAAGAAAATTTGTCTTCCTAGCATTACTCT
373

S20 TCAATCATCAATATCCACATTATTTGATTACAAAAAATTTAATCTTCCTATCATTATTCT
368

S19 TAAATAATGTGTCATCACATTAATCAACACTTAACTAATAAGTCAATTATCAATAACT--
390

S18 -------TGTGTCACTATATTAATCAACACTTAAATAATAAGCTAATTATCAATAATCAC
350

S17 -----------------CAATA---AGATATAAGAAATTTAGTCTTTCTAACATTACTCT
312

S16 -----------------CAATA---AGATATAAGAAATTTAGTCTTTCTAACATTACTCT
312

S15 ------------------------------------------------------------
224

S14 ------------------------------------------------------------
224

S13 ------------------------------------------------------------
226

S12 ------------------------------------------------------------
226

S11 ------------------------------------------------------------
225

S10 ------------------------------------------------------------
225

S9  ------------------------------------------------------------
213

S8  ------------------------------------------------------------
213

S7  ------------------------------------------------------------
203

S6  ------------------------------------------------------------
204

S5  ------------------------------------------------------------
225

S4  ------------------------------------------------------------
204

S3  ------------------------------------------------------------
204

S2  ------------------------------------------------------------
209

S1  ------------------------------------------------------------
204

S21 ATATTTTTTTTATATATACATGTACT-CAACACAGGTTTTCATGCAGGCGTGTACAAATA
432

S20 ATATTTTTT-GATATATACATATACT-CAACACAGGTTTTCATGCAGGCGTGTACAAATA
426

S19 -----------------------ACA-TCATTTAGTTTAAAATTTTAACCGCT-CTAACA
425

S18 ATTTGGCT--------------TACA-AAATTTAKWTTAAAATTTTAGCCACT-CTAGCA
394

S17 ATATTTTTTTGATATATA------------------------------------CAAATA
336

S16 ATATTTTTTTGATATATA------------------------------------CAAATA
336

S15 -----------CAATATATACGTCCTCAAACATAGATTTTCATTCACGTGTGTACAAATA
273

S14 -----------CAATATATACGTCCTCAAACATAGATTTTCATTCACGTGTGTACAAATA
273

S13 ------------------CATATACT-CAACATAGATTTTCATGCACGCCTGTGCAAATA
267

S12 ------------------CATATACT-CAACATAGATTTTCATGCACACCTGTGCAAATA
267

S11 ------------------CATATGCT-CAGCATAGATTTTCATGCACGCCTGTGCAAATA
266

S10 ------------------CA-ATACT-TAACATAGATTTTCATGCACGCCTGTGCAAATA
265

S9  -----------ATACATACATATACT-CAACATAGATTTTCATGCACGCGTGTGCAAATA
261

S8  -----------ATATATACATATACT-CAACATAGATTTTCATGCAC-------------
248

S7  ------------------CATATACC-CAACACAGATTTTCATACAAGGG----CAAATA
244

S6  ------------------CATATACT-TGACATAGATTTTCATGCACGCGTGTGCAAATA
245

S5  -------------------------------ATAATTTTTC---------------TTAA
239

S4  ------------------CATATACTCCAACATAAATTTTCATGCATGCGTGTGAGAATA
246

S3  ------------------CATATACT-CAACATAGATTTTCATGCATGCGTGTGGAAATA
245

S2  ------------------------CT-CAACATAGATTTTCATGCACGCGTGTGCAAATA
244

S1  ------------------CAT-TGCT-AAATATATATTTCCATGTACACGTGTGCAAATA
244

S21 TTACAATTAATTTAAAATTTAATCATAAATTATTT-----CTGTT-ATATATT---AT--
482

S20 TTACAATTAATTTAAAATTTAATCATAAATTATTT-----CTATT-ATATATT---AT--
476

S19 TTAC-GCTAATTTAAA-CTTAATCATAATTTTTAT-----CTGTT-GTATATT---AT--
473

S18 TTAC-GCTAATTTAAAACTTAATCATAATTTTTTTTT---CTGTT-GTATATT---AT--
445

S17 TTACACTTAATTTAAAATTTTATCATAAATTATTT-----CTATT-ATATATT---AT--
386

S16 TTACACTTAATTTAAAATTTTATCATAAATTATTT-----CTATT-ATATATT---AT--
386

S15 TTACAATTAGTTTAAAATATAATCATAATTTTTTTTTTTTCT-TTTGT------------
321

S14 TTACAATTAGTTTAAAATATAATCATAATTTTTTTTTTT-CT-TTTGT------------
320

S13 TTACAATTAATTTAAAATTTAATCATGTATTGTTT-----CTATT-ATATA-----AT--
315

S12 TTAGAATTAATTTAAAATTTAATCATGAATTGTTT-----CTATT-ATATA-----AT--
315

S11 TTACAATTAATTTAAAATTTAATCATGAATTGTTT-----CTATT-ATATA-----AT--
314

S10 TTACAATTAATTTAAAATTTAATCATGAATTGTTT-----CTATT-ACATA-----AT--
313

S9  TTGCAATAAATTTAAA-TTTAATCATAAATT------TACCTATA-TTATAT----AT--
308

S8  TTACAATAAATTTAAA-TCTAATCATAAATT--TACCTAGCTATA-TTATAT----AT--
299

S7  TTACAGTTAATTTAAA-TTTAATCATAAATGTTTT-----CTATTTATATATTTTTATTT
298

S6  TTACAATAATAAAACA-TTTAATCATGATTTTTTT-----CTATT-ATATA-----AT--
291

S5  TACCAATTAATTTAAATTTTAATCATAAATTTTTTAAATTGTACATAT------------
287

S4  TTACAATTAATTTAAAATTTAATCATAAATTTTTT-----CTATT-ATAT----------
290

S3  TTACAATTAATTTAAAATTTAATCATAAATTTTTTTT---ATTAT-AT------------
289

S2  TTACAATAAATTTAAA-TTTAATCATAAATT------TACCT-AT-AT------------
283

S1  TTACAATT------------AATCATAGAGTTTTTCC---ATTATAATGT----------
279


S21 TATATTGTCAGAT-AAAAAT--ACTCGAACCCCAGTTGGGAATTATTTGGCCGAACGT
536

S20 TATATTGTCAGAT-AAAAAT--ACTCGAACCCCAGTTGGTAATTATTTGGCCGAACGT
530

S19 TATATTGTCAGAT-GCAAAC--ACTGGAACCCCAGTTGGAAATTATTTGGCCGAACGT
527

S18 TATATTGTCAGAT-GCAAAT--ACTCGAACCCCAGTTGGAAATTATTTGGCCGAACGT
499

S17 TATATTGTCAGAT-GAAAAT--ACTCGAACCCCACTTGGTAATTATTTGGCCGAACGT
440

S16 TATATTGCCAGAT-GAAAAT--ACTCGAACCCCACTTGGTAATTATTTGGCCGAACGT
440

S15 -GCAT-ACCAGAGAGAAAAATTACTCGAACCCCAGCTGGCAATTATTTGGCCGAACGT
376

S14 -GCAT-ACCAGAGAGAAAAATTACTCGAACCCCAGCTGGCAATTATTTGGCCGAACGT
375

S13 TATATTGCCAGATAGGAAAT---ATGACAGCCCAGTTGGAAATTATTTGGCCGAACGT
369

S12 TATATTGTCAGATAGGAAAT---ATGGCAGCCCAGTTGGAAATTATTTGGCCGAACGT
369

S11 TATATTGTCAGATAGGAAAT---ATGACAGCCCAGTTGGAAATTATTTGGCCGAACGT
368

S10 TATATTGTCAGATAGGAAAT---ATGACAGCCCAATTGGAAATTATTTGGCCGAACGT
367

S9  TATATTGTCAGATAAAAAAT---ATCCAAGCCCAGTTGAAAATTATTTGGCCGAACGT
362

S8  TATATTGTCAGATAACAAAT---ATCCAAGCCCAGTTGAAAATTATTTGGCCGAACGT
353

S7  TATATTGGCAGTTAGGGAAT---CTGACAACTCAGTTGGAAATTATTTGGCCGAACGT
349

S6  TATATTGTCAGATAGGACAT---ATCGAAGCCCAGTTGGAAATTATTTGGCCGAACGT
346

S5  TCTATTGTCAGAGAGCAAAAAAACTCGAACCCCAGTTGGAAATTATTTGGCCGAACGT
345

S4  TATATTGTCAGATAGCAAAT---CTGACAGCCCGGTTGGAAATTATTTGGCCGAACGT
345

S3  TATATTGTCAGATAGCAAAT---CTGACAGCCCAGTTGGAAATTATTTGGCCGAACGT
344

S2  TATATTGTCAGATAAAAAAT---ATCGAAGCCCAGTTGAAAATTATTTGGCCGAACGT
338

S1  TACATTGTCAGATAACAAAT---CTCAAAGCCCAGTTGGAAATTATTTGGCCGAACGT
334

Figure S1. Alignment of S-RNase nucleotide sequences (S1-S21) in wild pear. Primer sequences are given in dark blue, and nucleotide differences and indels are highlighted by different colours. Restriction enzyme sites for the discrimination of S-alleles with identical fragment length are indicated by underlined bold letters. Nucleotide residues corresponding to the previously reported intron and the conserved region (C2) of solanaecous and rosaceous S-RNases are boxed or bounded by thick blue lines, respectively (Ishimizu et al. 1998; Zuccherelli et al. 2002). Note that for S-allele fragments longer than 550 bp in length only partial sequences were obtained (data not shown).
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Figure S2. S-allele frequencies in three wild pear populations studied (filled: Effingen; open: Tannbüel; grey: Mösli).
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