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KIT markers associated with the Alpaca BEW phenotype JHered.


Table S1 Primers used to amplify flanking and intragenic markers employed for the association analysis with KIT, their annealing temperatures, and their position in KIT or in relation to KIT.

	Marker
	Forward primer (5’- 3’)
	Reverse primer (5’- 3’)
	Annealing temperature
	Scaffold
	Position relative to KIT
	Genome position
	Repeat structure

	PDGFRA1
	GGAAAATGCATGGGGTAGAA


	TGGTGAACAAGGGGTGATATT


	60⁰C
	809
	149Kb upstream of PDGFRA
	106215-106514
	CA13

	PDGFRA3
	GAAGCGCCTGTTTCCTGTAG


	CACGCAGCATATAAGCCGTA


	60⁰C
	809
	Intron 23 of PDGFRA
	290961-291195
	GT18

	55270241
	TGTTCCCTCTTCAGCATT
	CTTTGGTGGAAAGCAGGCTA
	55⁰C
	2179
	Intron 1 KIT
	119816-120041
	GTTT6

	49774 
	AGCTGGGGCTCTGTCACT
	CAACAAGGCCCTGCTGTAT
	55⁰C
	2179
	Intron 10 KIT
	160668-160884
	AC12

	KIT10
	GGTCACAAGCGGTTTCTTTC
	AAAGCAGCCCTGAGAAACG
	60⁰C
	2179
	Intron 10 KIT
	161951-162170
	TTA8

	KIT3
	TTGCACATTTGACTGTCACC


	TTTCCCCCATCTTCTTTCTC


	61⁰C
	2179
	Intron 17 KIT
	180215- 180450
	GT5//TA13

	KKDR3
	GCTCTTGGCAAACACCAACT


	GAGGGTGAGGAAGGAAGAGG


	60⁰C
	2179
	263Kb downstream of KIT
	455053-455196
	GT18

	KKDR4
	AATCCTTCTGCCCAACACAC
	GACCACTTAAATGCCCATCAA
	60⁰C
	2179
	355Kb downstream of KIT
	547071-547366
	CA6/T/AC13

	KKDR5
	GACCCCAAAGTGCTGTGTCT
	TGCTTTGACTGAAATGCAACA
	60⁰C
	2179
	514Kb downstream of KIT
	706632-706886
	CA16



