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	Supplementary Table 1.  Demographic and Disease Characteristics of CCR5 Δ32/Wild-Type and CCR5 Wild-Type Study Populations Prior to and During ART

	
	Total Population (for HIV-1 DNA analysis)
	HIV-1 Cell-associated RNA/2-LTR/Flow Cytometric Subset

	
	CCR5 Δ32 (N=114)
	CCR5 WT (N=177)
	Total (N=291)
	CCR5 Δ32 (N=40)
	CCR5 WT (N=40)
	Total (N=80)

	Male Sex, N (%)
	104 (91%)
	161 (91%)
	265 (91%)
	37 (93%)
	37 (93%)
	74 (93%)

	Sample week after ART, N (%)
	
	
	
	
	
	

	     128
	4 (4%)
	6 (3%)
	10 (3%)
	2 (5%)
	2 (5%)
	4 (5%)

	     144
	56 (49%)
	88 (50%)
	144 (49%)
	18 (45%)
	18 (45%)
	36 (45%)

	     160
	54 (47%)
	83 (47%)
	137 (47%)
	20 (50%)
	20 (50%)
	40 (50%)

	History of IDU, N (%)
	9 (8%)
	17 (10%)
	26 (9%)
	2 (5%)
	3 (8%)
	5(6%)

	Race/ethnicity, N (%)
	
	
	
	
	
	

	     White, non-Hispanic
	88 (77%)
	87 (49%)
	175 (60%)
	29 (73%)
	21 (53%)
	50 (63%)

	     Black, non-Hispanic
	14 (12%)
	54 (31%)
	68 (23%)
	6 (15%)
	9 (23%)
	15 (19%)

	     Hispanic
	10 (9%)
	36 (20%)
	46 (16%)
	4 (10%)
	10 (25%)
	14 (18%)

	     Missing or  > 1 race
	2 (2%)
	0 (0%)
	2 (1%)
	1 (3%)
	0 (0%)
	1 (1%)

	HIV-1 RNA suppression during ART, N (%)
	
	
	
	
	
	

	     All <50 copies/ml at/after week 24
	79 (69%)
	108 (61%)
	187 (64%)
	28 (70%)
	22 (55%)
	50 (63%)

	     Single ≥50 copies/ml
	31 (27%)
	54 (31%)
	85 (29%)
	11 (28%)
	13 (33%)
	24 (30%)

	     Confirmed ≥50 copies/ml
	4 (4%)
	15 (8%)
	19 (7%)
	1 (3%)
	5 (13%)
	6 (8%)

	Pre-ART AIDS event, N (%)
	15 (13%)
	30 (17%)
	45 (15%)
	4 (10%)
	5 (13%)
	9 (11%)

	Pre-ART HIV plasma RNA log10 copies/ml, median( Q1, Q3)
	4.8 (4.3, 5.1)
	4.8 (4.4, 5.2)
	4.8 (4.4, 5.2)
	4.6 (4.2, 4.9)
	4.6 (4.3, 4.9)
	4.6 (4.2, 4.9)

	Pre-ART CD4+ T-cell counts, median (Q1, Q3)
	281 (138, 363)
	244 (83, 345)
	258 (96, 354)
	310 (162, 405)
	289 (194, 351)
	301 (191, 370)

	ART= antiretroviral treatment; WT = wild type; Q1, Q3 = 1st and 3rd quartile; PBMC = peripheral blood mononuclear cell; 2-LTR = 2-long terminal plasmid repeats; IDU = injection drug use
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