


Fig. S1. Sequence alignment of Arabidopsis HHPs, yeast YOL002c, human AdipoRs, 

human mPRs and their representative homologs from Drosophila and C. elegans. 

Identical and similar amino acid residues are shaded in black and gray, respectively. The 

locations of the seven transmembrane domains TM1 to TM7 are indicated with solid 

lines above the sequences. At, Arabidopsis thaliana; Sc, Saccharomyces cerevisiae; Hs, 

Homo sapiens; Dm, Drosophila melanogaster; Ce, Caenorhabditis elegans. 

 


