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Supplementary Figure 1 Scenarios of protein evolution and how they can affect our analyses. Protein A (RpsG) has a slow evolutionary rate and is not expected to be missed in our analysis (in fact, it is ubiquitous). Protein B (GlyS) evolves faster and is absent in Clostridia. However, an extrapolation of its evolution would lead us to expect a percentage of similarity among these species that would be detectable by our analysis. Protein C (TagG) is absent in some genomes. However, in spite of its fast rate of substitutions it is found in Clostridium. Hence, its absence elsewhere is not due to fast sequence evolution. Protein D (DnaB) is essential in B. subtilis but its extremely fast evolutionary rate renders it undetectable among the most distant genomes. 

