Supplementary data - Table 2.  Sequences not deposited in Gene Bank that were used in phylogenetic analysis
	organism
	gene
	source
	accession

	Cyanidioschyzon merolae
	Glutamyl-tRNA synthase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMS289C 

	Cyanidioschyzon merolae
	Glutamyl-tRNA synthase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMC083C

	Cyanidioschyzon merolae
	Glutamyl-tRNA synthase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMS192C

	Cyanidioschyzon merolae
	Glutamyl-tRNA reductase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMJ054C

	Cyanidioschyzon merolae
	GSA
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMP285C

	Cyanidioschyzon merolae
	Porphobilinogen synthase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMD104C

	Cyanidioschyzon merolae
	Porphobilinogen deaminase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CME132C 

	Cyanidioschyzon merolae
	Uroporphyrinogen synthase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CML040C

	Cyanidioschyzon merolae
	Uroporphyrinogen decarboxylase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CME194C

	Cyanidioschyzon merolae
	Uroporphyrinogen decarboxylase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMP083C

	Cyanidioschyzon merolae
	Coproporphyrinogen oxidase, oxygen dependent
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMO136C



	Cyanidioschyzon merolae
	Coproporphyrinogen oxidase, oxygen independent
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMR445C

	Cyanidioschyzon merolae
	Protoporphyrinogen oxidase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMB025C

	Cyanidioschyzon merolae
	Ferrochelatase
	http://merolae.biol.s.u-tokyo.ac.jp/
	CMS035C

	Porphyra yezoensis
	Ferrochelatase (partial)
	http://www.kazusa.or.jp/en/plant/porphyra/EST/
	assemblage of EST fragments

	Galdieria sulfuraria
	Ferrochelatase (partial)
	http://genomics.msu.edu/cgi-bin/galdieria/
	assemblage of EST fragments

	Phytophthora ramorum
	Glutamyl-tRNA synthase
	http://genome.jgi-psf.org/ramorum1/
	gwEuk.34.36.1

	Phytophthora ramorum
	Glutamyl-tRNA synthase
	http://genome.jgi-psf.org/ramorum1/
	fgenesh1_pg.C_scaffold_4000029

	Phytophthora ramorum
	Porphobilinogen synthase
	http://genome.jgi-psf.org/ramorum1/
	gwEuk.20.156.1

	Phytophthora ramorum
	Porphobilinogen deaminase
	http://genome.jgi-psf.org/ramorum1/
	gwEuk.51.56.1

	Phytophthora ramorum
	Uroporphyrinogen decarboxylase
	http://genome.jgi-psf.org/ramorum1/
	gwEuk.1.203.1

	Phytophthora ramorum
	Coproporphyrinogen oxidase, oxygen dependent
	http://genome.jgi-psf.org/ramorum1/
	fgenesh1_pg.C_scaffold_15000130

	Phytophthora ramorum
	Coproporphyrinogen oxidase, oxygen dependent
	http://genome.jgi-psf.org/ramorum1/
	fgenesh1_pg.C_scaffold_15000131

	Phytophthora ramorum
	Protoporphyrinogen oxidase
	http://genome.jgi-psf.org/ramorum1/
	fgenesh1_pg.C_scaffold_66000080

	Phytophthora ramorum
	Ferrochelatase
	http://genome.jgi-psf.org/ramorum1/
	gwEuk.57.75.1

	Phytophthora sojae
	Glutamyl-tRNA synthase
	http://genome.jgi-psf.org/sojae1/
	estExt_Genewise1.C_430038

	Phytophthora sojae
	Glutamyl-tRNA synthase
	http://genome.jgi-psf.org/sojae1/
	estExt_fgenesh1_pg.C_290031

	Phytophthora sojae
	Porphobilinogen synthase
	http://genome.jgi-psf.org/sojae1/
	estExt_fgenesh1_pm.C_110005

	Phytophthora sojae
	Porphobilinogen deaminase
	http://genome.jgi-psf.org/sojae1/
	estExt_fgenesh1_pg.C_160071

	Phytophthora sojae
	Uroporphyrinogen decarboxylase
	http://genome.jgi-psf.org/sojae1/
	estExt_fgenesh1_pg.C_1170053

	Phytophthora sojae
	Coproporphyrinogen oxidase, oxygen dependent
	http://genome.jgi-psf.org/sojae1/
	estExt_fgenesh1_pg.C_210190

	Phytophthora sojae
	Coproporphyrinogen oxidase, oxygen dependent
	http://genome.jgi-psf.org/sojae1/
	estExt_fgenesh1_pg.C_210191

	Phytophthora sojae
	Protoporphyrinogen oxidase
	http://genome.jgi-psf.org/sojae1/
	estExt_fgenesh1_pg.C_20061

	Phytophthora sojae
	Ferrochelatase
	http://genome.jgi-psf.org/sojae1/
	estExt_Genewise1.C_1020023

	Phaeodactylum tricornutum
	Ferrochelatase
	http://avesthagen.sznbowler.com/
	PTMM07616

	Thalassiosira pseudonana
	Glutamyl-tRNA synthase (1)
	http://genome.jgi-psf.org/thaps1/
	grail.91.36.1

	Thalassiosira pseudonana
	Glutamyl-tRNA synthase (2)
	http://genome.jgi-psf.org/thaps1/
	newV2.0.grail.81.5.1

	Thalassiosira pseudonana
	Glutamyl-tRNA reductase
	http://genome.jgi-psf.org/thaps1/
	newV2.0.grail.31.102.1

	Thalassiosira pseudonana
	GSA
	http://genome.jgi-psf.org/thaps1/
	newV2.0.genewise.6.14.1

	Thalassiosira pseudonana
	Porphobilinogen synthase
	http://genome.jgi-psf.org/thaps1/
	newV2.0.genewise.38.321.1

	Thalassiosira pseudonana
	Porphobilinogen deaminase
	http://genome.jgi-psf.org/thaps1/
	newV2.0.genewise.37.9.1

	Thalassiosira pseudonana
	Uroporphyrinogen synthase
	http://genome.jgi-psf.org/thaps1/
	newV2.0.genewise.159.2.1

	Thalassiosira pseudonana
	Uroporphyrinogen decarboxylase
	http://genome.jgi-psf.org/thaps1/
	newV2.0.genewise.8.981.1

	Thalassiosira pseudonana
	Uroporphyrinogen decarboxylase
	http://genome.jgi-psf.org/thaps1/
	newV2.0.genewise.20.4.1

	Thalassiosira pseudonana
	Coproporphyrinogen oxidase, oxygen dependent
	http://genome.jgi-psf.org/thaps1/
	newV2.0.genewise.69.87.1

	Thalassiosira pseudonana
	Coproporphyrinogen oxidase, oxygen dependent
	http://genome.jgi-psf.org/thaps1/
	newV2.0.grail.67.2.1

	Thalassiosira pseudonana
	Coproporphyrinogen oxidase, oxygen independent
	http://genome.jgi-psf.org/thaps1/
	grail.33.65.1



	Thalassiosira pseudonana
	Protoporphyrinogen oxidase
	http://genome.jgi-psf.org/thaps1/
	newV2.0.genewise.64.58.1

	Thalassiosira pseudonana
	Ferrochelatase
	http://genome.jgi-psf.org/thaps1/
	newV2.0.grail.14.169.1 

	Toxoplasma gondii
	Ferrochelatase
	http://www.toxodb.org/
	non-annotated assemblage

	Toxoplasma gondii
	Ferrochelatase
	http://www.toxodb.org/
	non-annotated assemblage


