Supplementary data – Table 1

Sequences available in the NCBI GeneBank used in phylogenetic analysis of the heme biosynthesis pathway:

Glutamyl-tRNA synthase: (Plants and green algae: NP201210, NP850874, Q43768, Q43794, BAB03361, AAM08833,); (Apicomplexa: NP705377); (Animals: NP492711, CAA30354); (Fungi and microspiridia: NP596745, NP584646); (Cyanobacteria: NP487245, NP442359, NP681296, ZP00073521); (α-proteobacteria: NP771478, NP539754, NP698152, NP102397, ZP00012438, ZP00015123, NP360603, NP220990, EAA25930); (γ-proteobacteria: NP416899, NP438443, Q8Z4X1, NP708262, NP231845, NP797141, Q8DFH5, NP406478); (Firmicutes: NP240975, P22250, Q8YAB3, NP073123, NP758418, NP110367, NP326513, Q8EU02, NP373738, NP763845); (Actinobacteria: NP737999, NP600515, NP302160, NP217508, NP629681); (Spirochaetes: NP212506, NP219110); (Chlamydias: NP297104, NP219958, NP444741); (Archea: NP148534, NP069098, NP280054, NP248380, NP614041, Q8TT52, NP633773, NP275194, NP560393, NP126175, NP579482, NP143530, NP341660, Q9HJM5, Q979Q0); (Thermotogae: NP229152); Glutamyl-tRNA reductase: (Plants and green algae: NP176125, P49294, NP180683, P93111, P49295, AAD16897, T05732, AAG13620, AAG41962, NP043163); (Cyanobacteria: NP485085, AAB58164, ZP00107734, NP875233, NP441058, P28463, NP682528, ZP00071378); (α-proteobacteria: ZP00055450, ZP00016604); (γ-proteobacteria: ZP00091962, P47846, NP719367, NP231811, NP797121); (Firmicutes: NP658497, NP243914, CAD48144, NP390695, Q9ZGG6, NP465082, O69108); GSA: (Plants and green algae: NP190442, NP201162, AAO63783, P45621, P18492, Q40147, S21455, P31593, Q39566, AAN74531); (Chlorarachniphyte: AAP79194); (Animal: EAA01982); (Fungi: EAA29214, NP588288); (Cyanobacteria: Q8YS26, NP487305, NP874875, Q55665, NP442115, S13326, 2GSA_A, P24630, NP681269, ZP00074406); (α-proteobacteria: NP356940, NP541812, NP699622, NP435764); (γ-proteobacteria: NP414696, NP706102, NP230275); (Firmicutes: NP846906, NP834180, CAD48149, NP390690); Porphobilinogen synthase: (Plants and green algae: NP177132, NP175085, P43210, Q42836, 2114378A, P30124, Q43058, AAK15323, P24493, A50000, P45623, Q42682, CAC36153, CAC36141); (Chlorarachniphyte: AAP79191); (Stramenopiles: CAC36186, CAC36148, CAC36154); (Dinoflagellates: CAC36151); (Apicomplexa: NP702270, EAA16144); (Fungi: EAA32389, NP011475, NP593917); (Cyanobacteria: NP488765, ZP00113821, ZP00116126, NP681212, ZP00072476); (α-proteobacteria: P45622, NP540114, ZP00012248, BAA35069, ZP00007380); (β-proteobacteria: NP842448); (γ-proteobacteria: ZP00092311, NP229764, NP759877, NP407220, NP644339, NP639295, NP779529); (Firmicutes: NP658493, NP834181, AAN87515, NP692987); Porphobilinogen deaminase:  (Plants and green algae: NP196445, Q43082, AAL12220); (Apicomplexa: NP701461, EAA21199); (Animals: NP000181, NP038579, AAA39890, NP037300); (Fungi: O94048, NP010076); (Cyanobacteria: NP485918, Q8YVU6, ZP00104489, ZP00115992, NP682436, ZP00072465); (α-proteobacteria: NP355589, NP539094, ZP00055316, NP105145, ZP0001335, AAG50298, ZP00008164, EAA26475, ZP00143066, NP387185); (γ-proteobacteria: ZP00092295, CAA27813, Q59684, NP457813, NP709607, Q9KVM1, NP760071); (Firmicutes: NP243912, CAD48146, NP470927, NP465081, O69110, NP646431, NP764900); (Chlorobia: NP662313); Uroporphyrinogen synthase: (Plants: AAM64811, CAC85287); (Animals: AAO49476, AAH02573, NP033505, A56838); (Fungi: CAA22001, CAD60725, CAB11692); (Cyanobacteria: NP487490, NP874528, NP441993, NP682945); (α-proteobacteria: BAC45831, NP539095, NP698865, NP102986); (γ-proteobacteria: AAO91561, NP418248, AAP96498, ZP00085051, NP462823, NP709606, NP229778, NP760070, NP407298);  (Firmicutes: NP658494, NP834182, NP243911, CAD48147, NP390692, NP346743, Q59294, T43859, NP781393, NP764899); (Actinobacteria: NP737060, AAN38292, NP599676, NP627527, NP825918); Uroporpyrinogen decarboxylase: (Plants: NP181581, AAL15294, BAA97056, Q42855, Q42967, BAB21078, O81220); (Apicomplexa: NP703735, EAA21978); (Animals: XP320631, NP571422, NP610501); (Fungi: EAA35030, NP010332, NP588085); (Cyanobacteria: NP487949, ZP00112297, NP875471, ZP00112906, NP442753, ZP00115750, P16891, NP681530, ZP00072844); (α-proteobacteria: NP355761, NP538919, NP699041, NP105348, ZP00011088, NP221231); (γ-proteobacteria: NP819319, NP312947, NP457907, NP716072, NP709791, NP229986, NP799295, NP760150, NP407184); (Firmicutes: NP388893, NP471647, NP465736, NP372358, NP765068); Coproporphyrinogen oxidase, oxygen-dependent: (Plants and green algae: Q9LR75, S39523, Q42840, Q42946, AAO72663, AAD28474); (Apicomplexa: NP701294, EAA17535); (Animals: NP524777, CAA84292, AAH17680, XP221545); (Fungi: CAD21231, NP010329, NP593150); (Cyanobacteria: NP484694, NP485400, NP440183, NP681473); (α-proteobacteria: NP769121, NP539384, NP698542, NP41932, NP38593); Coproporphyrinogen oxidase, oxygen-independent: (Plant: NP201134); (Animal: AAH50538); (Cyanobacteria: NP488996, ZP00109434, ZP00112788, NP440592, ZP00115872, NP681982, ZP00073170); (α-proteobacteria: NP353357, ZP00007990, NP359856, NP220565, EAA25717); (γ-proteobacteria: ZP00089132, NP289527, NP438624, NP249077, ZP00083607, NP462020, NP708720, NP670631, NP638600); (Firmicutes: P54304, NP347910, NP562952, NP782600, NP815027, NP465001, NP345867, NP622604); Protoporphyrinogen oxidase: (Plants and green algae: NP192078, BAB08301, AAF00194, BAA76348, BAA34713, O24164, BAB3974480, BAB39998, BAA96808, BAB60710, T07116, T07121, AAF26417, AAG00946, AAC79685, AAK16730); (Apicomplexa: NP700748, EAA22471); (Animals: XP313497, NP000300, AAH02047); (Fungi: NP592866); (Cyanobacteria: NP681164, ZP00072232); (α-proteobacteria: NP767181, NP104729, ZP00010613, ZP00004390); (Firmicutes: NP843566, NP844795, NP830856, NP470224, NP464410); Ferrochelatase: (Plants and green algae: NP180598, AAL16301, CAA73614, O04921, NP197975, BAB20760, P42044, T04373, CAC50871, O22101, T07739, AAK16728, AAK16729); (Apicomplexa: NP705532, EAA22264); (Animals: NP776479, AAK52337, NP571706, Q9V9S8, O42479, NP000131, AAA37615, O57478); (Fungi: XP328997, NP014819, NP587720); (Cyanobacteria: NP487791, ZP00106496, ZP00113557, NP442453, NP683006, ZP00072045); (α-proteobacteria: NP540995, NP42255, ZP00054542, ZP00013310, Q92FV4 , NP221230); (γ-proteobacteria: NP819097, NP439318, NP45948, NP718902, NP230633, Q8DFM2, P43413, NP406595).  

