Supplemenary Figure 2
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Figure 2: Exonization scenario for C-rel-2.

(a) Structure of the C-rel proto-oncogene gene in the human genome (Brownell, Mittereder, and Rice 1989) and a magnified
view of the exonization of the Alu Sx element in Catarrhini excluding Colobinae.

(b) Phylogenetic mapping of the important molecular events affecting the exonized Alu Sx element in different primate lineages
(topology same as fig. 1). The time-point of generation of a new 5i splice site is indicated. 9 nt del: deletion of 9 nt;

TGA: TCA to TGA transversion probably resulting in a loss of exonization.

(c) Sequence region of the potential 3i and 5i alternative splice sites. In Colobinae a premature stop codon within the alternative
exon would lead to a truncated protein. All other symbols are the same as in Figure 1.
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