Supplementary table 4

	
	Gp43

Prom-Exon1
	GP43 Exon2
	FKS Exon2
	FKS Exon 3
	ARF Exons 2-3
	CHS2

Prom-Exon1
	CHS2 Exon 2-4
	(-Tubulin Exons 2-4

	Gp43 Prom-Exon1
	-
	-
	-
	-
	-
	-
	-
	-

	GP43 Exon2
	6
	-
	-
	-
	-
	-
	-
	-

	FKS Exon2
	1
	0
	-
	-
	-
	-
	-
	-

	FKS Exon 3
	7
	1
	1
	-
	-
	-
	-
	-

	ARF Exons 2-3
	2
	2
	0
	5
	-
	-
	-
	-

	CHS2 Prom-Exon1
	1
	1
	0
	2
	0
	-
	-
	-

	CHS2 Exon 2-4
	4
	2
	0
	1
	1
	2
	-
	-

	(-Tubulin Exons 2-4
	3
	2
	0
	7
	2
	1
	1
	-


Supplementary Table 4. Partition homogeneity test performed for each possible pair of loci. Each number represents the additional needed steps to explain the most parsimonious tree when the two loci are combined, with respect to the sum of the steps required to explain the most parsimonious trees when the loci are independently analyzed.

