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FPA——— oo AENHRFDGRASTNQVLT————— NAAASSGFSPHHHNQIFNSTSTPHONWLOTNGFQPPLMRPS - — = —— = — = —— oo
------------------------- ACHRQRSIWARPSLAPAM-——-——PDGGAVIRPDQHQHHPSSRNMLLMWCSY IDLPE I TGPE —— — — = — = — - — oo
QSGWTWQL—————————— e HASGPTTPVFTTN-——————— RSPASGFSPQIHTAFVPSTHGCHKMGVHWAAQSTDPCMVQTPSPHLATRLTSGPDSGDHPVGLTLDLPGKK
PPGWVWQL——————————— o m o PTNRPAP-—PSPMIE—————— SAASSGFSPQI--FSSTTSPSSEWLQKRGFHFLFQPALMOTKNILHSTTAPALINTYG-——————— KKTGD
SPGWVWQL——————————— e — o PTNRPAAPHPPPMIE—————— SAASSGFSPQI--YSSTTSPSPEWLQKRGFHFLFQPALMOTKNILHSPTAPALINTYG-——————— KKPSD
KRSEAEGMMSNW—————— GWQRPGQTSAVRPQPPGPQPPPLFS————— VAAASSGFSHFRPQPPNDNATRGYFYPHP — - — o — oo
YPPIELRAKDKM-—-SMVGSAALPNWTWQLH-——-GPMPSPMF—————— TAASSGFATTHATSS ITPPASHHLQFPPPPNTNYYSR———— - ——— — oo
NLKERAVERAEL-————— HPPPLPNWAWQLQ--—--GSTAMPLF————— PSAASSGFSTTTAT-——————— TAAFPPLHPQ-—SNGHFPTYCYR——————————— oo
TFKGTAIG-KGM—————— EVDSAPNWTWQDQNLYGGSSSVPLF————— STAASSGFANSTTADVHQHYFSTGPLPYHHSPSLANMNFAQYYCRS ——————————— oo
LERAERMGIDPS-—————— KGVPN--WAWQTNGQVNAT-PVPPF————— STAASSGFSISATFPSTAIFPTKSMNPIPQSFCFTS-HSTPGSNAP-QFYYEVKSSQAPSQPLSCNTSINGS
LERAERMGTDPS—————— KGVPNPNWAWQTHGQVTDT-PVPPF————— STAASSGFSISATFPSTAIFPTKSINSVPHSLCFTS-PSTPGSNAP-QFYNYYE———————— oo
QERAERIGIDPS-—————— KGHPN--WGWQGHNQGTVS—-PVPQF————— SSAASSGFSISATFPPNAIFQTQPINSIPQSLCFT-———— PGSNASSQYYYQVKSSQAPP————————————
EGRAYDKRKDTV-————— SSQGPPNWALQMASQVDTTNPLTMF - ———— CTAASSGFFIPSTTSITSSASALATSTNASQCFYQINPRIPPP— - ———— o —— oo
EERVSGKRIDVG-————— TSHGHPNWAMQMHSQVGTT-PMSMF ————— SAAASSGFSTPATT———ASASQMS — —— — o o
TEEATSAANNCI—————— QQSPMSGWGWPATTSPVPA-PL-—F—--PSSAAASSGFSTQTPQPIAASAFPLPTNLRFSFPSS - ———— = —— oo
DAARDHSRRPEV—————— ATGGVPTWAWRVSHPPP-TQPMPLF-SSSSSAAASSGFSKTAAAAAPAAPSASFRFDPMAPSSSSSNQHHHHHPR-—— = ———— - —— -
DAARDHSRRPEV—————— ATGGVPTWAWRVSHPPP-TQPMPLF-SSSSSAAASSGFSKTAAAAAPAAPSASFRFDPMAPSSSSSNQHHHHHPR-—— = ———— - — oo
EAARDHSRRPEV-————— ATGAVPTWAWRVSHPPP-TQPMPLF-SSSSSAAASSGFSKTAAAAAPGAPSASFRFDPMAPSSSSSNQHHHH-PR———————— - — oo
EAARDHSRRPEV-————— ATGAVPTWAWRVSHPPP-TQPMPLF-SSSSSAAASSGFSKTAAAAAPGAPSASFRFDPMAPSSSSSNQHQH ——— ———— o —— oo
TSSRDLNRRPE————————— GGAPSWAWKVTAAPPHTLPLPLFSSSSSSAAASSGFSNTATTAA-—-PSASLRFDAPPSSSSS———HHHRR—————————— oo
TSSRDLNRRPE————————— GGAPSWAWKVTAAPPHTLPLPLFSSSSSSAAASSGFSNTATTAA——-PSASLRFDAPPSSSSS———Ho——— oo oo
~—LKTREVLFEKAVTPSDVG-—————— KLNRLVIPKQHAEKHFPLPSPSPAVTKGVLINFEDVNGKVWRFRYSYWNSSQS YVLTKG————— = ———— = ———— o m oo
—~—FRSAEALFEKAVTPSDVG-—————— KLNRLVIPKHHAEKHFPLPS-SNVSVKGVLLNFEDVNGKVWRFRY S YWNS — = —— = — — — — o o
-—EIVELPSLGSSYDGLTQLG-——————— NEFIFSDSADL-———— WPYPPQWSEGDYQMIPASLSQDWDLOGLYNY — - — - — e
-———IELPELMMSGGGWSP—————————— EPFVAGDDAT——————————— WLVDGDLYQYQFMAC L — = — o e e
----- TVANFQSPAQTLES-—————————SPLHSSPSSS = ———— DM 8 — = — = — o o

----- TPPVIKPDLNQIPE——————— - S G T — o o
SDQAPITPDISSAVINNNNSALFFEEANPAKKLKSMDFETPYNNTEWDASLDFLNEDAVTTQDNGANPMDLWS IDETHSMI GGVE —— = — = —— = — oo
————— TSTSFLSQSSGRS ———— === === QS — o
----- ENHFFEKPWTEYDQYN— ——— = — o ¥ S S F G m o o
----- ENAFYMHDEAMFEMP———————————SLLANMAEG--MLLPLPSVQWNHNHEVDGDDDDVSLWS Y — = — = — — = — o o
—~QPPPVTSAFRSPVVHVAT——————————— KMACGAQSDS————— DSSSVVDFEGGMERRSQTVRSRS — = — = = — = — o



'A3 gil8405311 ABI4 At2g40220 '
'A6_gi2281632 RAP2.4 '
"Bl_gi42562651 AtERF3 At1g50640
'B5_gi42566428 AF080120 '

[

[

'Atl1gl6060 '

059925600

0s6g05340
'wmiOl_10ms3_e03_Welwitschia '
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica '
'gi|21069053_Brassica
'gi|18346002_Physcomitrella '
'ecall_6csl_a05_ecall_13cs2_a02
'At2g41710

'At1g79700

0s8g34360

0512903290

0s12g03290_1

'At3g54320 '

0s1g59780

0s11g19060

0s2g40070

0s6g944750

0s1g67410

0s3g56050

0s7g03250

053912950

0s3g07940

'At1g72570

'At59g57390 '

'At5g17430 '

'At1g51190 '

'At3g20840 '

'At5g10510 '

'At5g65510
'1tu0l_l6ms3_h06_Liriodendron '
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '
0s7g13170
'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '
054955560
'LEtuc02_10_21.9228_Lycopersico
'gi|5081555_Petunia '
'LEtuc02_10_21.11399_Lycopersic
'gi|28894444 Antirrhinum LIPLES
'gi|28894442 Antirrhinum LIPLES
'gi|21717332_Malus '
'gi|13173164_Pisum

'At5g67180 '
'At4g36920_APETALA2 '

0s7g39110

056943220

'gi|2098818_Zea_mays '

CNNNSSMEDLNSLAGSVGSSLS ITHPPPLVDPVCSMGLDPGYMVGDGSSTIWPFGGEEEY SHNWGS IWDF IDPILGEF
----- PVTEFEESTAGSSP--———-——-LSDLTFADPEEP-—-——-PQWNET--FSLEKYPSYEIDWDSILA-——————
—-——YPRTPPVVPEDCHSDCDS———————— SSSVIDDDDDIASSSRRRNPP---FQFDLNFPPLDCVDLFNGADDLHCT
—-——VFGFSTSMSESFGGDLFG-——————— DNLFADMSFGSGFGFGSGSG----FSSWHVEDHFQDIGDLFGSDPVLTV
841 851 861 871 881 ]

| | | | | ]

LSVGHLPMFALWNE - — = — =~ — - — oo



'gi|11181612_Picea ' TKRSSVORDKVD = — == — e
'gi|46395276_Pinus_PtAP2L1 ' HSLNLSLG=————— = ———mm e
'gi|11181610_Picea_abies ' HSLNLSLG=m——mmmmm e e
'GMtuc03_04 25.877_Glycine ' = = —commm
"GMtuc03_04_25.876_Glycine ' mmmmmmm e
"At2939250 '
"At3g54990 '
"At5g60120 '
"At2928550 '
'gi|5360996_Hyacinthus ' = = —omm e~
'pam01_2msl c06_Persea ' = = @@ e
'gi|5081557_Petunia ' = e~
'GMtuc03_04_25.28779_Glycine ' PPHKF - — e
'GMtuc02 10 21.14413 Glycine ' — me—e e
'MTtuc03 04 26.7790 Medicago ' = == —m—mm e
'STtuc02 10 23.1438 Solanum ' = == —e e
'STtuc021023.12365_Solanum '  see e e
'nad03_31ms3_d04 Nuphar ' = @ —e e
'Barleyl 08369 Hordeum ' = = s
"HVtuc02 11 10.2029 Hordeum ' = == e
'TAtuc03_04_26.3851 Triticum ' = —————mmm
"TAtuc03 04 26.3852 Triticum ' = == ——— e
'SBtuc02 10 21.6764 Sorghum ' = =
'SPtuc02 10 22.3366_S0lanum ' = = memm e
"RAV2_gi30697755 At1g68840 ' oo
"RAV1 gid42562037 At1gl3260 ' oo
'A4 gi30690008 TINY At5g25810 ' @ ——
'A4 _gi7212005AC023628 ' = @ mmmmm
'gi[19789524 Physcomitrella ' ——mmmmmm oo
'gi|18348070_Physcomitrella ' ———mmmmmm o
'A2 gi30680919 DREB2A At5g05410 ' ——— o
'A5 gid2562576 RAP2.1 At1g46768 ' ——m e
'B2_gi30695605 RAP2.12 At1g5391 ' ———mmm
'gi|18351137_Physcomitrella ' =  ———mmmmmm oo
'B4_gid2562554 RAP2.6 At1g43160 ' ——m e
'Al gil8416558 DREBIA At4g25480 ' ————— o
"Bl_gi2281634 RAP2.5 ' e
'A3 gil8405311 ABI4 At2g40220 ' @ memm e
"A6_gi2281632 RAP2.4 ' e
"Bl _gid2562651 AtERF3 At1g50640 ' ——— e
'B5_gi42566428 AF080120 ' = 0@ —emmmmm

7
End;



#NEXUS

Begin DATA;

Dimensions ntax=99 nchar=2664;

Format datatype=NUCLEOTIDE interleave gap=-;

Matrix

[

[

'Atlgl6060 '

059925600

0s6g05340
'wmiOl_10ms3_e03_Welwitschia '
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana '
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica
'gi|21069053_Brassica
'gi|18346002_Physcomitrella '
'ecall_6csl_a05_ecall_13cs2_a02 '
'At2g41710 '

'At1g79700 '

0s8g34360

0512903290

0s12g03290_1

'At3g54320 '

051959780

0s11g19060

0s2g40070

0s6g944750

0s1g67410

0s3g56050

0s7g03250

053912950

0s3g07940

'At1g72570 '

'At59g57390 '

'At5g17430 '

'Atl1g51190 '

'At3g20840 '

'At5g10510 '

'At5g65510
'1tu0l_l16ms3_h06_Liriodendron '
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '
0s7g13170
'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum '
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '
054955560
'LEtuc02_10_21.9228_Lycopersico '
'gi|5081555_Petunia '
'LEtuc02_10_21.11399_Lycopersic '
'gi|28894444 Antirrhinum LIPLES '
'gi|28894442 Antirrhinum LIPLES '
'gi|21717332_Malus '
'gi|13173164_Pisum

'At5g67180 '

'At4g36920_ APETALA2 '

0s7g39110

056943220

ATGARG— = = = = = e TCTTTTTGTGATAATGATGATAATAATCATAGCAACACGACTAATTTGTTAGGGTTC
TG C A G = = — = = e
BTG A T — — o e AATAACTGGTTAGGCTTT
BTG A T — — o e AATAACTGGTTAGGCTTT
AT GGG = — o e TCCATCACCAACTGGCTCGGCTTC
T TCTGCAAACAACTGGCTGGGCTTC
TG G A C = = = = = ATGGACATGAGCTCGGCTTATCCTCACCATTGGCTCTCCTTC
AT GG G = — o e ACCATGAACAACTGGCTGGCCTTC
ATGGCC——— == ———m - — o AGTGGCAACAGCAGCAGCAGCAGCGGCAGCATGGCTGCCACCGCCGGAGGTGTCGGCGGCTGGCTGGGATTC
ATGACG === == = = —— AACAGCAACAATGGCAATGGCGGCACGAACGCGGCGGCGAGT ————————— GGATGGCTGGGCTTC
AT G T Gm — = — = o e e TCTCCT
AT GG AC — = = — = — ATGAACAGTGGTTGGCTTGGCTTC
BTG A G — = = = = e AAATGGTTGGGATTT
ATGAAG———————————m—mmmmm e AACAATAACAACAAATCTTCTTCTTCTTCTAGCTATGATTCTTCTTTGTCTCCTTCTTCTTCATCCTCCTCCCACCAGAACTGGCTCTCTTTC
TG A C = — e e TCGATGAATAACTGGTTAGGCTTC
BTG A T — o e e e TCT---AACAACTGGCTCGCGTTC
ATGGAG = — = = = = o ATGTTGAGGTCATCTGATCAGTCTCAGTTTGTCTCCTATGACGCTTCT



'gi|2098818_Zea_mays '
'gi|11181612_Picea '
'gi|46395276_Pinus_PtAP2L1 '
'gi|11181610_Picea_abies '
'GMtuc03_04_25.877_Glycine '
'GMtuc03_04_25.876_Glycine '
'At2g39250 '

'At3g54990 '

'At5g60120 '

'At2g28550

'gi|5360996 Hyacinthus '
'pam01_2msl_c06_Persea
'gi|5081557_Petunia '
'GMtuc03_04_25.28779_Glycine '
'GMtuc02_10_21.14413_Glycine
'MTtuc03_04_26.7790_Medicago '
'STtuc02_10_23.1438_Solanum '
'STtuc021023.12365_Solanum '
'nad03_31ms3_d04_Nuphar '
'Barleyl_08369_Hordeum '
'HVtuc02_11_10.2029_Hordeum '
'TAtuc03_04_26.3851_Triticum
'TAtuc03_04_26.3852_Triticum
'SBtuc02_10_21.6764_Sorghum '
'SPtuc02_10_22.3366_Solanum '
'RAV2_gi30697755_At1g68840 '
'RAV1_gi42562037_Atlgl3260 '
'A4_gi30690008_TINY At5g25810 '
'A4_gi7212005AC023628 '
'gi|19789524_ Physcomitrella '
'gi|18348070_Physcomitrella '
'A2_gi30680919 DREB2A_ At5g05410
"A5_gi42562576 RAP2.1 At1g46768
"B2_gi30695605 RAP2.12 Atlg5391
'gi|18351137_Physcomitrella '
"B4_gi42562554 RAP2.6 Atlg43160
'Al gil8416558 DREB1A At4g25480
"Bl_gi2281634 RAP2.5

"'A3 gil8405311 ABI4 At2g40220 '
'A6_gi2281632 RAP2.4 '
"Bl_gi42562651 AtERF3 At1g50640
'B5_gi42566428_AF080120 '

[

[

'Atl1gl6060 '

059925600

0s6g05340
'wmiOl_10ms3_e03_Welwitschia '
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana '
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica
'gi|21069053_Brassica
'gi|18346002_Physcomitrella '
'ecall_6csl_al05_ecall_13cs2_a02
'At2g41710

'At1g79700

0s8g34360

0512903290

0s12g03290_1

'At3g54320 '

121 131 141 151 161 171 181 191 201 211 221 231

| | | | | | | | | | | |
PCTCTCTCA- === —————————m e CCCCACATGAAAATGGAGGTTACTTCTTCTGAACCTCAACACCAACATCATCAGTTCAATAATCAGAGCTCTGCTCTT
TCATTGTCTTCAAATATGATGAAAATGGGAGGTAGAGGAGGT ——— == == = = — — m oo e AGAGAAGCTATTTACTCATCTTCAACTTCTTCAGCTGCAACT
------------------------------------------------------------------------------------------------------------------ GCAGAG
TCTCTCTCTCCTTATGARACAARAT — = — = = o e e e e e e CACCATCGTAAGGACGTCTACTCTTCCACCACC
TCTCTCTCTCCTTATGARACARARAT — — — = = o e e e e e e CACCATCGTAAGGACGTCTGCTCTTCCACCACC



0s1g59780

0s11g19060

0s2g40070

0s6g944750

0s1g67410

0s3g56050

0s7g03250

053912950

0s3g07940

'At1g72570 '

'At59g57390 '

'At5g17430 '

'Atl1g51190 '

'At3g20840 '

'At5g10510 '

'At5g65510
'1tu0l_l6ms3_h06_Liriodendron
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '
0s7g13170
'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '
054955560

'LEtuc02_10_21.9228_Lycopersico

'gi|5081555_Petunia

'LEtuc02_10_21.11399_Lycopersic
'gi|28894444 Antirrhinum LIPLES
'gi|28894442 Antirrhinum LIPLES

'gi|21717332_Malus '
'gi|13173164_Pisum '
'At5g67180 '

'At4g36920_ APETALA2 '
0s7g39110

056943220
'gi|2098818_Zea_mays '
'gi|11181612_Picea '
'gi|46395276_Pinus_PtAP2L1 '
'gi|11181610_Picea_abies '
'GMtuc03_04_25.877_Glycine '
'GMtuc03_04_25.876_Glycine '
'At2g39250 '

'At3g54990 '

'At5g60120 '

'At2g28550

'gi|5360996 Hyacinthus '
'pam01_2msl_c06_Persea
'gi|5081557_Petunia '
'GMtuc03_04_25.28779_Glycine
'GMtuc02_10_21.14413_Glycine
'MTtuc03_04_26.7790_Medicago
'STtuc02_10_23.1438_Solanum '
'STtuc021023.12365_Solanum '
'nad03_31ms3_d04_Nuphar '
'Barleyl_08369_Hordeum '
'HVtuc02_11_10.2029_Hordeum '
'TAtuc03_04_26.3851_Triticum
'TAtuc03_04_26.3852_Triticum
'SBtuc02_10_21.6764_Sorghum '
'SPtuc02_10_22.3366_Solanum '
'RAV2_gi30697755_At1g68840 '
'RAV1_gi42562037_Atlgl3260 '
'A4_gi30690008_TINY At5g25810

TCCTCCTCCmm = m = m = e TCCTTCTCCGGCGCCGGCGCCGACCCCGTCCTGCCCCACCCGCCGCTGCAAGGE
TCGCTCTCCGGCCAAGAGAATCCGCAGCCTCACCAGGAT—————— AGCTCGCCTCCGGCAGCCATCGACGTCTCCGGCGCCGGCGACTTCTATGGCCTGCCGACGTCGCAGCCGACGGCG
PO C T C T C T m = = = — — — m e
PO C T C T C Cm = = = — — m m
TCGCTGTCGCCGCACATGGCGACGTACTGCGCCGGCGGCGTCGACGATGTCGGCCACCACCACCACCACCACGTGCACCAGCATCAGCAGCAGCATGGAGGT —— —————————— GGGCTG
TCGCTGTCGCCTCACATGGCCTCCTCCACCATGGACGAACACCACCACGTGCACCACCACCAACAGCAACAGCAGCAGCAGCAGCAGCAGCAGCATCACCAGCAGCAGCAACATGGTTTG
CCCGACAGCGCCACGACCTGCAACTTCCTCTTCTCCCCTCC T m— m m — oo o GCAGCACAGATGGTCGCTCCT
TCCTTGTCTTCTTCCTCGGCGAGGGGTTATGGAGACGGC — == = = = = = — o o o o
TCATTGACACCTCCTTTGAGAATCTGCAATAGTGAAGAAGAA ~ — - — = = = — — o o
PO T T C T C Cm = = = = — — m e
TCTCTCTCTCCTCATGATCARAAT — — — — — — oo o CATCACCGTACGGATGTTGACTCCTCCACCACC
O T AT C A — = — — — — o o CCAACTCACTCTTCTTTG

TCCGCCGCTTCCTCCTCTCCTTATCTCCTCGATAATTTCTATGGTTGGTCAAACCAAAAACCTCAGGAGTTTTTCAAAGAAGAAGCTCAGTTAGCAGCAGCAGCTTCAATGGCGGATTCA
———————————————————————————————————————————————————————————————————————————————————————————————————————————— ATGGCGGATTCA



'A4 _gi7212005AC023628 '
'gi|19789524_ Physcomitrella '
'gi|18348070_Physcomitrella '
'A2_gi30680919 DREB2A_ At5g05410 '
'A5_gi42562576 RAP2.1 At1g46768 '
'B2_gi30695605 RAP2.12 At1g5391 '
'gi|18351137_Physcomitrella '
'B4_gi42562554 RAP2.6 At1gd3160 '
'Al gil8416558 DREBIA At4g25480 '
'B1_gi2281634 RAP2.5 '

‘A3 gil18405311 ABI4 At2g40220 '
'A6_gi2281632 RAP2.4 '

"Bl _gi42562651 AtERF3 At1g50640 '
'B5_gi42566428_AF080120 '

[

[
'Atlgl6060 '

059925600

0s6g05340
'wmiOl_10ms3_e03_Welwitschia '
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica
'gi|21069053_Brassica '
'gi|18346002_Physcomitrella '
'ecall_6csl_a05_ecall_13cs2_a02 '
'At2g41710 '

'At1g79700 '

0s8g34360

0512903290

0s12g03290_1

'At3g54320 '

051959780

0s11g19060

0s2g40070

0s6g944750

0s1g67410

0s3g56050

0s7g03250

053912950

0s3g07940

'At1g72570 '

'At59g57390 '

'At5g17430 '

'Atl1g51190 '

'At3g20840 '

'At5g10510 '

'At5g65510
'1tu0l_l16ms3_h06_Liriodendron '
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '
0s7g13170
'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '
054955560
'LEtuc02_10_21.9228_Lycopersico '
'gi|5081555_Petunia '

TCTTCTTCTTCTGTTCCACCTCAACTTGTTGTTGGTGACAACACTAGCAACTTTGGTGTTTGCTATGGATCTAACCCAAATGGAGGA--~-ATCTATTCTCACATGTCTGTGATGCCACTC
GAGGTCCCTAGCCCTTGGATCGATTCTCAATCTTATGAAGCCCAACCGAGGTCTCTGCAGATGCAGCAGGAGCACCATGATCTTTGCGAGTTTGTCCAAGAGTCCCAACAGATGCCTTTT
ACAACCGTCGTAGATGTCGCCGGAGAGTACTGTTACGATCCGACCGCTGCCTCCGATGAGTCTTCAGCCATCCAAACATCGTTTCCTTCTCCCTTTGGTGTCGTCGTCGATGCTTTCACC
ACAACCGCCGTAGATGTCGCCGGAGAGTACTGTTACGATCCGACCGCTGCCTCCGATGAGTCTTCAGCCATCCAAACATCGTTTCCTTCTCCCTTTGGTGTCGTCCTCGATGCTTTCACC

AAGACCAGCCATCTC = = — = = o o e e e e e ATGCACCAGTGGGGGAGCGCTTATGAG
GCCGACGCGCACCTCGGCGTGGCGGGGCATCATCACAACGCCTCGTATGGCATCATGGAGGCCTTCAATAGGGGAGCTCAAGAGGCACAAGATTGGAACATGAGGGGGCTGGACTACAAC
--------------------------------------------------------- AACAACTACCACCATGGCCTCCTTGAGGCCCTCTCTACCACATCTGCACCTCCACTTGGA-——
——————————————————————————— CCGCAGGATCAGCTCCCGCCGTCTCAGACCAACTCCACTCTCATCTCCGCCGCCGCCACCACCACCACCGCCGGCGACTCCTCCACCGGCGAC
TTCTACAACCCTGCCGCCGTCGCCTCCTCCTTCTACTACGGCGGCGGGCATGACGCCGTCGTCACCTCCGCGGCCGECGGCGGATCGTACTATGGCGCCGGGTTCTCCTCCATGCCGCTC
TTCTTCCCTTCGGTGACCACCGCCGCCGCCGCCGCCGCGTATGGGCTCGCCGGCGACGTCGTGGCCGCCACCAATGGG-———————— TACTAC---TCCCAGCTCGCCTCCATGCCGCTC
TCACCTGGCTACTACTACGTCGGCGGCGCCTACGGAGACGGGACCAGCACCGCCGGCGTC———mmmmmmmmmm e e TACTAC---TCGCACCTCCCTGTCATGCCTATC
—————— TGTGGTGAGGGAAATGGAGGTGGAGATGGAGATGGCTCGTGCTCGTCGCCTGTTGCAGCTTCA- —————————————————————————————CCTCTCGTGGCTATGCCGTTG
-——GAACTTAGGCATGACGGTTCCGATGGTACTCTCTTCTTCACACATCATCCCCCTGTTTGGAGA — = —— == ——m—mm e TATGATATTAACTTTGATCATCAT
------------------ AACAATAACAACAACTTCAATTCTTCCTCAAACCCTAATCTCACTTCCTCCACATCAGATCATCATCATCCTCACCCTTCTCACCTCTCTCTCTTTCAAGCT
AGAACCGCCGTAGATGTTGCCGGAGGGTACTGTTTTGATCTGGCCGCTCCCTCCGATGAATCTTCTGCCGTTCAAACATCTTTTCTTTCTCCTTTCGGTGTCACCCTCGAAGCTTTCACC
CCGCCTCACATTCACTCTTCACAAAATTCTCATTTCAATCTAGGTTTGGTCAACGACAATATCGACAACCCTTTTCAAAACCAAGGATGGAATATGATCAATCCACATGGTGGAGGCGGC
--------------------------------------------------------------------------------------------- ATGATCAATCCACACGGTGGAGGAGGA
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'gi|28894442 Antirrhinum LIPLES
'gi|21717332_Malus '
'gi|13173164_Pisum
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'gi|38492172_Nicotiana
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica

AGATCTGATGGTTCTCTTTGCTTAATGGAAGCTCTCAACAGATCTTCTCACTCGAATCACCATCAA—————— GATTCATCTCCAAAGGTGGAGGATTTCTTTGGG
CAGGTTCAGCTTGACCCAAATTCTAATGATACTATGTTTGCG ———— === ——m — ———m — e



'gi|21069053_Brassica ' AGAGACAACAATAGTCACTCCCGAGATTGGGACATCAATGGTAGTGCATGTAATAACATCCACAATGATGAGCAAGATGGACCAAAACTTGAGAATTTCCTTGGC———————————————

'gi|18346002_Physcomitrella '  —omm oo
'ecall _6csl _al05 ecall 13C82 @02 ' —— oo
TAt2g41710 ' e
TAt1g79700 '
088934360 e
0512903290 e
0512903290 1
CAt3g54320 '
081959780
0s11g19060 GGCGGCGGC————mm——————————————— ACGGTGGCGGCCGCCGGCGGGGAG——————————————— GAGACGGCGGCGCCGAAGCTGGAGGACTTCCTCGGC—————————————
0s2g40070 GGCGGCGCCTCG-————— GAGCTGTCGATGCTCGTCGGCTCCAGCGGCGGCAAGAGGGCGGCGGCGGTGGAGGAGACCGAGCCGAAGCTGGAGGACTTCCTCGGCGGC————————————
056944750 e o GAGGAGGGGCCAGCGGAGGGCGCTCCGAAGATGGAGGATTTCCTCGGCGGCCTA-————————
0s1g67410 GTCTGCTTCAACATCCCCCAAGATTGG=————m—m—————— AGCATGAGGGGATCGGAGCTCTCGGCGCTCGTCGCCGAGCCGAAGCTGGAGGACTTCCTCGGCGGCATCTCCTTCTCG
0s3956050 AAGTCCGACGGCTCGCTCTGCATCATGGAGGCACTCCGGGGAGGCGACCAAGAACAGCAAGGGGTGGTGGTGTCGGCGTCGCCCAAGCTGGAGGATTTCCTAGGC ———————————— e —
0s7903250 AAGTCCGACGGCTCGCTCTGCATCATGGAGGCTCTCCGGAGAACCGATCAAGATCATCACGGG-———=——m—m—m—mmmmm CCCAAGCTTGAGGACTTCCTCGG - ——mm—m e
0s39g12950 AAGTCCGATGGCTCCCTCTGCATCATGGAAGGCATGATGCCG-——————————m e TCGTCATCGCCAAAGCTCGAGGACTTCTTGGGG-mm———mmmm e
053907940 CACTCTGATGGATCTGTGCACTATGATGCTCCAGATTGGAGGCATGCAGAGGCCAAA-———————————————————— GACCCCAAGCTTGAGGACTTCATGAGC———————————————
'At1g72570 ' CATCATGATGAAGACG T T == — = = = e e CCAAAGGTGGAAGATCTCCTCTCA-——————————————
'At59g57390 ' TTCTCCACTTCTCCAGTCGAACGGCAAGATGGGTCACCGGGA —— == — e e e e e e e
'At5g17430 ' AGAGACAATAATAGTCACTCCCGAGATTGGGACATCAATGGTGGTGCATGCAATAACATTAACAATAACGAACAAAATGGACCAAAGCTTGAGAATTTCCTCGGC———————————— e —
'At1g51190 ' —==GAAGGTGGAGAGG T T m e e e CCAAAAGTGGCTGATTTCTTAGGA-——————————————
'At3g20840 ' GATGARAGGAGGAGAGG T T — = — = = = = e e e e e CCAAAAGTGGCCGATTTTCTCGGT———————————————
CAt5g10510 ' e CCAAAGCTCGAAGATTTTCTCGGT———————————————
"At5g65510 ' o CCAAAGCTGGAAGATTTCCTCGGT———————————————
'1tu0l_16ms3_h06 Liriodendron ' ——— e
"ZMtuc03 08 11.12253 Zea ' @ e
'ZMtuc02_12 23.7359 Zea ' @ s
0S7g13170 e
'Barleyl 18652 Hordeum ' = = —eee e GCGCAGGGCCCTCTCCTCGTCCTCCTCCAGTCCTCATCCCCATGGCCACCACCACCGCCTCCACCCCCCACCACTACTTCTACTCCT
'gi|18476518 Hordeum '
"TAtuc03 04 26.7877 Triticum ' @ oo
'atr0l_4msl dl10_Amborella ' = @@ —mm e
"gi|46395278 Pinus PtAP2L2 ' momm oo
084955560 ACTGCCAAGAGTCCAAGACCCAACAAGGGGGAGGACGGAGGAGGCGAGGCAGAGGCATCTCACCGAAGGGGGAAGGGCGACGCCATGTGGGACCTCAATGACTCGCCGGCG=——mm—m——
'LEtuc02_10_21.9228_Lycopersico ' —————————————mm e ATTGTTTTCTGTTTTTATAATTTGGATTGGGTATTTTTTGTAGAGAGAAAAATGTGGGATCTAAATGAATCAGAAGAA—————————
'gi|5081555_Petunia ' o ATGTGGGATCTAAATGATTCTCCAGAT —————————
'LEtuc02_10_21.11399_Lycopersic ' —————————————————— GTCACTTGCAACCAAATATCGAAAAATACACTCATTTTAATTCTATCGACAAAAGAAATGTGGAATTTARAATGATTCCCCTGAT—————————
'gi|28894444 Antirrhinum LIPLES ' = oo oo e ATGTGGGATCTCAACGATTCGCCGGAT—————————
'gi|28894442 Antirrhinum LIPLES ' = oo oo e ATGTGGGATCTGAACGATTCACCGGAT—————————
'gi|21717332_Malus ' e ATGTGGGATCTCAATGACTCGCCTGAT—————————
'gi| 13173164 Pisum ' e ATGTGGGATCTTAATGGTTCGCCGTCT—————————
"At5g67180 ' ATGTGGAACCTTAACGACTCACCCGAT—————————
'At4g36920_APETALA2 ' o ATGTGGGATCTAAACGACGCACCACAC-————————
087939110
0S6g43220
'gi|2098818_Zea MAyS ' 0 e
'gi|11181612 Picea ' = @ e ATGATGACTGTAGACACTTCTAGTATTGAGCCGGTCGGGAAAATCGCCCCC
'gi|46395276_Pinus PtAP2L1 ' oo ATGCCGGAGACTAACAAG
'gi|11181610_Picea_abies ' e ATGTGGGATCTGAATCATATCCCGGAGGCTACCAAG
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'GMtuc03 04 25.876_Glycine ' @ —mmm e
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'GMtuc03 04 25.28779 GlyCine ' @ e
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'MTtuc03 04 26.7790 Medicago ' o mmm e
'STtuc02 10 23.1438 SOLlanum ' e
'STtuc021023.12365 SOLanUM ' — e
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'gi|18351137_Physcomitrella '
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'A3_gil8405311_ABI4_At2g40220 '
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'Bl_gi42562651_AtERF3_Atl1g50640 '
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'At4g37750_AINTEGUMENTA '
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'gi|18356869_Physcomitrella '
'gi|21069051_Brassica
'gi|21069053_Brassica
'gi|18346002_Physcomitrella '
'ecall_6csl_a05_ecall_13cs2_a02 '
'At2g41710
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0s8g34360
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'At3g54320 '

051959780

0s11g19060
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'Atl1g72570
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'At3g20840
'At5g10510
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'1tu0l_l6ms3
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '

_h06_Liriodendron

GAGCAGCAGCATCATCACGGCGGCAAGGGCGGCGTGATCCCGAGCAGCGCCGCCGCTTGCTACGCGAGCTCCGGCAGCAGCGTCGGCTACCTGTACCCTCCTCCAAGCTCATCCTCGCTC
GCGGGC---CCCGCCATGGCGCTGAGCCTGGACAAC---TCCGCCTTCTACTACGGCGGCCACGGTCACCAC
GCGGCGCAGCCGGCGATGGCGCTGAGCCTGGACAACACCTCCAGCTTCTACTACGGCGGAGGCGGCGCCGCC

CATGAC

GTCAGCTACAGCAACAAAAGCAGCAGCAACCTGTACGGCAGCAGCAGCAGCAGCAGCTGCGGCCACGCCGAC
AACTCTCATCAAACCGAGTATCCTATAAACCATAACCAAACCAATGTCAACTGCACCACTGTGGTTAACAGG



0S7g13170 e
'Barleyl 18652 Hordeum ' CCCGCCTCGCCCTCGCAGCCCGCGGCCACCGCGCTCCCATGCCATAGACGCCACCCAGCTGATCGGTCGACCTCGCTCGGACGCGGCACGGCGAGCGAGGCGGGCATACCTGCGTTTCAT
'gi|18476518 Hordeum '
"TAtuc03 04 26.7877 Triticum ' @ e
'atr0l_4msl dl10_Amborella ' = @ @ —mm e
'gi|46395278 Pinus PtAP2L2 ' oo ATGACGGTTAAT - ——— ————————— e ——
0S4g55560 e
'LEtuc02_10_21.9228 LycoOpersico ' ——————— GGTm———— e
'gi|5081555_Petunia ' 0000000 mmmmme CAAAGAAGAGAAATCAATATTGATGAATCCGAAGAAGGT ————————————mm e
'"LEtuc02_ 10 21.11399 LyCOPersSicC ' ———mm o
'gi|28894444 Antirrhinum LIPLES ' ———m—— oo oo oo
'gi|28894442 Antirrhinum LIPLES ' ———m—m oo oo
'gi|21717332_Malus ' o CAGCGGCCACGTGGCGAGGAA
'gi| 13173164 Pisum | e AAGAGA---AAAGACCAAGAG
AE5GE7180 ' e
'At4936920 APETALA2 ' e CAAACACAA—————— e
087939110
086943220 e
'gi|2098818_Zea MAyS ' 0 e
'gi|11181612_Picea ' CGGAGTTCCGAGGAGACTGAATCTGTTTGTGTTGAAGCGGCCGCGGCCACGGTCACTCATATTCAAAGCAATAACGAAACAAGACGTAGGGCGCCATTTCGGTCTGAGATGACCGAGTCT
'gi | 46395276_Pinus_PtAP2L1 ' GAACCTCAGGTTGTGGTACCCATGGAGGCTGAT-————=——~— CAGGGGAATTTGTGTTTAGGAAATGGTAATTTTCGCGATGAGAACGTCTCGGGTTCGAGTTCGAGTTCG-=———===—
'gi|11181610_Picea_abies ' GAGCCACAGGTTGTTGTGCCCATGGAGGCAGCTTGTTCAGCTGAAGGAAATCTGTCTGTAGGAAATGCTAATTTTCGCGATGAGAACGTCTCGGGTTCGAGTTCCAGTTCATCGGTGGCG
'GMtuc03 04 25.877 Glycine ' @ @ c e
'GMtuc03 04 25.876_Glycine ' @ @ cemm e
CAE2g39250 1 TCGACACACAACGAA——————
"At3g54990 ' TCTTCTTATAACGAA——————
"At5g60120 ' e e TCGACCGAGTCTACTCAG--—
TAE2g28550 ' e e TCCGCCGGGAATCGA——————
"gi|5360996 Hyacinthus ' — comm oo
'pam01_2msl c06_Persea ' = @@ @@ —em
'gi|5081557_Petunia ' e GATGAAGAAGAATTACAATTC
'GMtuc03 04 25.28779 GlyCine ' @ e
'GMtuc02_10_21.14413 GlycCine ' @ —ommm
'MTtuc03 04 26.7790 Medicago ' o mmm
'STtuc02 10 23.1438 SOLlanum ' e
'STtuc021023.12365 SOLanUM ' — e
'nad03_31ms3_d04 NUPhar ' s
'Barleyl 08369 HoOrdeum ' s
"HVtuc02 11 10.2029 HOrdeum ' oo
'"TAtuc03 04 26.3851 Triticum ' @ e
"TAtuc03 04 26.3852 Triticum ' @ ———mm oo
'SBtuc02 10 21.6764 SOrghum ' —  —— o
'SPtuc02 10 22.3366 SOLlanum ' e
'RAV2_gi30697755 At1g68840 ' @ @ mmmmm e
'RAV1 gid2562037 Atlgl3260 ' @ cmmmm
'A4_gi30690008 TINY AE5g25810 '  —mmmmmm oo oo
‘A4 gi7212005AC023628 '
'gi[19789524 PhyScOmMitrella '  —omm oo
'gi|18348070 Physcomitrella ' —ommm oo
"'A2 gi30680919 DREB2A At5G0S4L10 ' mmm oo oo oo oo oo o e e
"'A5_gid2562576 RAP2.1 At1GABT68 ' —mmmmm oo e
"'B2_gi30695605 RAP2.12 At1g5391 ' momm oo oo
"gi[18351137_PhyScOomitrella ' —omm oo
"Bd_gid2562554 RAP2.6 At1gA3160 ' —mmmm oo oo
‘Al gil8416558 DREBIA AtAG25480 ' — o —m oo oo oo
"Bl _gi2281634 RAP2.5 '
'A3gil8405311 ABI4 At2g40220 '  mmmmmmm e
CRA6_gi2281632 RAP2.4 '
"Bl gid2562651 AtERF3 At1g50640 ' —mmmm oo oo o
'B5_gid2566428 AF080120 ' @ e
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'gi|18356869_Physcomitrella '
'gi|21069051_Brassica
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'gi|18346002_Physcomitrella '
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"At2g41710
'At1g79700
058934360

0512903290

0s12g03290_1

'At3g54320
0s1g59780
0s11g19060
0s2g40070
0s6g944750
0s1g67410
0s3g56050
0s7g03250
0s3g12950
0s3g07940
'Atl1g72570
'At5g57390
'At5gl17430
'Atl1g51190
'At3g20840
'At5g10510
'At5g65510

'1tu0l_l6ms3
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '

0s7g13170

_h06_Liriodendron

'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '

0s4g55560

'LEtuc02_10_21.9228_Lycopersico
'gi|5081555_Petunia
'LEtuc02_10_21.11399_Lycopersic
'gi|28894444 Antirrhinum LIPLES
'gi|28894442 Antirrhinum LIPLES
'gi|21717332_Malus '
'gi|13173164_Pisum '

'At5g67180

'At4g36920_ APETALA2 '

0s7g39110
056943220

'gi|2098818_Zea_mays '
'gi|11181612_Picea '
'gi|46395276_Pinus_PtAP2L1 '
'gi|11181610_Picea_abies '
'GMtuc03_04_25.877_Glycine '
'GMtuc03_04_25.876_Glycine '

'At2g39250
"At3g54990
'At5g60120
'At2g28550

AATGAAGGCTATTATTCTATGCATTGTCATGGCATGTATCAAGAATCATTATTAGATGAAACAAAACCAACTCAAATT---TCACATTGTGATGCCCAAATGACTGCAGTGTCTGGAAAT

------------------------------------------------------------------------------------------------------ GATGGAATACCAGGG—-—
CATGAGCCCAACACGACTACAAACTTTCAAGAGTTCTTTAGCTTCCCT = —— = = = = m e CAAACCAGAAACCATGAGGAAGAAACTAGA
------------------------------------------------------------------------------------------------------ GATTGTAGCCTTCAGCTT
------------------------------------------------------------------------------------------------ CGCACCACCACGATTTACAACACC
------------------------------------------------------------------------------------------------ CGCACCACCACGATTTACAACACC
--------------------------------------------------------------------------------------------- CTCAATATAATGGGCACTAACGAAATA
--------------------- ATGCAGGTGCAGCAGGAGACGGCCGCCGCG-—————————————————————————————GCGGCGGGGCACGGCCGTGGAGGCAGCTCGTCGGTCGTT
--------------- AACTCGTTCGTCTCCGAGCAAGATCATCACGCGGCGGGGGGCTTCCTCTTCTCCGGCGTCCCGATGGCCAGCAGCACCAACAGCAACAGCGGGAGCAACACTATG
--------------------------------------------------- GATCAGCTCAGCTGCGGCGAGCTTGGTAGCATCGCCGCCGGG————————————————m o —— e m
CAGTTCGCCGACTCCGTCATGGTGGCCACCTCCTCGCCCGTCGTCGCCCACGACGGCGTCAGCGGCGGCGGCATGGTGAGCGCCGCCGCCGCCGCGGCGGCCAGTGGCAACGGCGGCATT
CAGGGA---CACGCCCAGGACGGCGGCGCCGTCGGTGGCGACCCGCACCACGGCGGCGGCGGC—————— TTCCTGCAG---TGCGCTGTCATCCCCGGCGCCGGCGCCGGCCACGACGCG
GCCGCCGGGCACGGCCAACACGGCTACCTCCAGGCGTGCGACCTGTACGGCGGC - === = m o e CCGGCCGCGCCGTCGCTCGTGACCGCC
CCGGCCACCTACTATAGCCAGGGCCARAGAR ~ = — — — — o e e e e GCAGAGGATGCAAGCAGGGCGGCCTACCAGCACCAC
CAGATCAAATACCATCATGTCCATGACGTCCAAGCTTTCTCGACGCCGTACTTCTACGGCCATGGCGGCAGCGGCGTTGGCATCGACATCAACATGAATGCGCCACCGGCAGGCTGCACA
TTAAACCCACCCGGTTACCTTCTCCACGACCAAACCGTAGTTACACCACATTACCCGAACCTAGATCCGAAC————————m——mmmmm— CTTAGCAATGATTATGGAGGTTTTGAGAGG
------------------------------------------------------------------------------------------------------ GTTTCACCCAGCGATGCC
------------------------------------------------------------------------------------------------ CGCACCACCACGATTTACAATACC
--------------------------------------------------------------------------------------------------- GTGAGCAAATCGGGGGATCAT
--------------------------------------------------------------------------------------------------- GTGAGCAAACCGGACGAAAAC
ATCTACGATCCACGTCAC— === === mmm e o CACCATAACCAAACCGGCTTTTACTCCGATCACCAC——————=——=—— GATTTCAAAACCATGGCCGGTTTT
TTCTACGATCCACGTCACCGC-——————mm—mmmmmmmm ACCGTTGCCGAAGGAGTTACAGGGTTCTTCTCTGATCATCATCAGCCA-————— GATTTCAAGACGATAAACTCGGGA
TTGCGAGTTCCCGGCGCGCGGGCCTCGGATCGGAGGACGGAGATGGTGCTGGATCTCAATGTCGAGTCTCCGGCCGACTCCGGCACGTCCAGCTCGTCCGTGCTCAAC————————————
------------------------------------------ ATGGTGCTGGATCTCAATGTCGAGTCTCCGGCCGACTCCGGCACGTCCAGCTCGTCCGTGCTCAAC-————————— = —
------------------------ ACTTCGGCTGCCTCAGAGATTAAT —————————=—— == —————————————————— - ACACATAGTAAAGGCGAGCAGGACACCTGCATTACGCAT
------------ TGTTCTTCACCGATAGAGTTTGAAGGCGATGATGAGAAAGGTAAACGGGTC——~~———--—-GGATCCGTTTCGAATTCAAGTTCATCAGCTGTAGCTGTT-~~GATGAT
------------ TGTTCTTCACATATTGAACTAGAACCCGATGATGAAAAGGGTAAACGAGTC——-~—————=GGATCTTTTTCGACTTCAAGTTCATCCGCAATAGCTATA-—~GATGAA
------------------ CAGACAATGGAGTATGAATCCGATGAAGGTATAACGGTTAGATCG-~—————--GAATCAAATTCAATTTCATCCGCTCTACTTGTTGTAGAA-—~GACGGT
--------------------------- CAAATTAGAACATTCGACGATTTATCATCAGAGGGC——————--—-AGAAGGGTCGATTACTCGAGCTCATCTGCTGTTGTAATC-~~GAAGAT
--------------------------- CAGAGAAAACCCGAGGAACCGGAGGGCAAATGGGTC——————--—-GGATCCGTGTCGAATTCAAGCTCATCGGCGGTGGTTGTC - ~~GAGGAT
TCTGAAGGCTGCTCCTCCCAGAAGACCTCCGCCGACGGAGACGAGGAAAAGAGGAAACGGGTC————m———— GGATCCGTGTCCAATTCAAGCTCGTCGGCGGTGGTCATCGAGGAGGAC
TCAGAAGGATGTTCTTCTCCCAAAACATCATTAGACGGAGATGAAGATAAAGCAAAAAGGGTCGGTGTTGGGGGATCTGTTTCAAATTC TAGCTCTTCTGCTATCGTAATCGAAGAAGAT
--------------------------- CATCACGAAGAATCCGACAGTAGAGGGAATCCGGTC———-———--—-GGACACGTGTCAAACGGGATGAGTCAATCTGCAACGTGG-————————
------------ AGAGAAGAAGAATCTGAAGAGTTTTGTTATTCTTCACCAAGTAAACGGGTT - ~——-——--GGATCTTTCTCTAATTCAAGCTCTTCAGCTGTTGTTATCGAAGATGGA
------------------------------------------------------------------------------ ATGGCGGCAACCTTCTACGGCGTCGGCAGCATTGCACTCGCC
------------------------------------------------------------------------------ ATGGCGGCAACCTTCTACGGCGTCGGCAGCATTGCACTCGCC

GGAACCTCCATCTCATCTGTAGTGAACTCTATCGCCTGTAATGAAAATATCAATTCCCTTGAACACGAGGCCTCCAGCAAGGCTGTGGAATTAGATGGCGATGTTCTCTCGTCAAATTCC
————————————————————————————————————————————— AGTGCAGCTTGTGCGTCTGAACTGGCAGAGATGGATGCAAGATCTTCGCAGGAGACTGGCAATGGCAATGGCCCG
ATTGCCAATACTGCGATGTCTGTTGATTGTGAGGAGCACTCCATGAGCCGTGCTTGTCCGTCTGAACAGGCGGAGATGAATGCAAGATCTTCACAGGAG———-——— AATGGCAATGGCCTG
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'At1g72570

GATAAT———————————— CATAATAATTCTACAGAAACATCAAATAATTCTTCATCAATTATTAATAACATTGAAACAACAACAACTAGTTCAACTTGTGATGATCATGAATACATTTCA
--------------------------------------------------------- ATGTGTGGAGGAGCTATAATATCCGATTTCATTCCACCGCCGAGGTCTCGCCGTGTTACTAGC
721 731 741 751 761 771 781 791 801 811 821 831

| | | | | | |
--------------------------------------------------------------- ATGTTCATCGCCGTCGAAGTTTCTCCGGTAATGGAAGACATCACACGGCAGAGCAAA
--------------------------------------------------------------------------------------------- ATGGCGAAGCCTCGCAAGAAC-————~—
———————————————————————————————————————————————————————————— ATGGAGACGTACGGTTTGGTGAAGGATGAGCTGCTTCACGGCATCGGAGGAGGGCAGGGG
GAACTGAAAAGTTGGGGG—————— CATTATGCT————————————————————— ATTGACCAACATATAAATGAAACTTGTAGTAGTATGGTTGGTGCAGGTGGTGGTGGAGGTACT ———
-——CTGAAGAGCTGGGTAGCCAGGCATTACAGT ——————————————— GCTGACCATGCAACGGGTGAGAAGATGGGTGAACGTTTGGATGGTGAAGGAGGTGGG-————————
AATTACGGGAATGACCCTAGTTTGACACATGGA ————————mmmmmm e GGGTCTTTTAATGTAGGGGTATATGGGGAATTTCAACAGTCACTGAGCTTATCCATGAGCCCTGGG
CCGCCAGGGTCGGGAATGGTGGGCTTATCGGCA- —————————— CTCAAGACGTGGTTGAGACAGAACCCATCTAATGCGGATCATCATAAGGTTGTTCCTTCGGGGTCT
AACGAAAACGTTGGAGATGGAAGTGGAAGTGGC————————mmmmmmm e TGTTATGGAGGAGGAGACGGTGGTGGTGGCTCACTAGGACTTTCGATGATAAAGACATGGCTGAGA
AACGAAAACGTTGGAGATATCGATGGAAGTGGG—————————mmmmmm e TGTTATGGAGGAGGAGACGGTGGTGGTGGCTCACTAGGACTTTCGATGATAAAGACATGGCTGAGA
ACTTCACAGAGTGAGTTATCTCTTACAAACCARA ~——— ==~ ————m e GCTTTCGTAGAGGGAAAC———————— ==~ ———mm e
—————————————————————————————————————————————————————— ATGGCGTCGGTGTCGTCGTCGGATCAAGGACCTAAGACAGAAGCAGGATGTAGCGGCGGAGGAGGA
————————————————————————————————————————————————————————————————————————————————————————————— ATGGCAAAAGTCTCTGGGAGGAGCAAG
--------------------------------------------------------------------------------------------- ATGGCCAAGCGACGCAGCAACGGCGAG
--------------------------------------------------------------- ATGGCGAAGAGATCGTCTCCTGATCCTGCATCATCTTCTCCATCTGCATCATCCTCG
--------------------------------------------------------------- ATGGCGAAGAGATCGTCTCCTGATCCTGCATCATCTTCTCCATCTGCATCATCCTCG
--------------------------------------------------------------- ATGAAGAAGCGCTTAACCACTTCCACTTGTTCTTCTTCTCCATCTTCCTCTGTTTCT
------------------------------------------------------ ATGGTCTCCATGAGGAAGAAGAAGAAGGCCTTTGCTGTTGCAGCTGCAACCACCTTGCTTTCCCCT
GGGCTGTCCATGATCAAGAACTGGCTACGCAGC———————————mm o CAGCCGCCGCCCGCGETGGTTGGGGGAGAAGACGCTATGATGGCGCTCGCGGTGTCGACGTCG
GAGCTCTCCATGATCAAGACCTGGCTCCGGAACAACGGCCAGGTGCCCGCCGGCCACCAGCCGCAGCAGCAGCAGCCGGCGECCGCGECCGCCGCCGCGCAGCAGCAGGCGCACGAGGCG
————————————————————— TTCTTGCGCCGG————————————————————————TACCCAGCGCCTGAGAACGCCGGCGGGGTGACCATCGCAATG—————————————————————
GGCCTGTCCATGATCAAGAACTGGCTCCGGAGC - ——————————mm e CAGCCGGCGCCGCAGCCGGCGCAGGCGCTGTCTCTGTCCATGAACATGGCGGGGACGACGACG
GCGCTGGTGCACGACCAGTCCGCCGCGGCAGT G- —————————————————m GCGGCCGGCTGGGCGGCGATGCACGGCGGCGGCTACGACATCGCCAACGCCGCCGCCGACGACGTC
GCCGACGAGGAGGCGGCCGCEGCCGCEGCCGCCm———mmmmmm— e mmmm ATGGCGAGCTGGGTGGCCGCGCGCGGCGCCGCCACCGCGTACGCCACGGGCGCCGCCGACGCGAAC
CAGCTAGTCCCCTACAACTACCAGCCATTGACG-———————————————————— GAAGCAGAGATGCTGCAAGAGGCCGCAGCGGCGCCAATGGAGGACGCAATGGCGGCGGCCAAGAAC
GGCGTCCTGCCGGACCACCGACCACCTCCGCCG - —————————— e CAGCAAGACCATATCTTCCTGCCTCCCCATGGCCAGTACTTCCTGGGCCCACCGAACCCAATGGCG
GTCGGTTCGGTCTCGGTTTTCARATCTTGGTTA ———————————————————— GAGCAAGGCACTCCAGCATTCCCACTCTCGAGTCATTACGTTACTGAAGAGGCTGGTACGAGCAAT
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'LEtuc02_10_21.11399 Lycopersic ' AATTCATCAGAAGAA---GACGGTGAAAAAGGTAAAAAAAAGAAAAGTAATAATACA--—-—————— CCAGGTAAAATATTCGGATTTTCGATTAAAGACCACAAT ———————————————
'gi|28894444 Antirrhinum LIPLES ' GGTAATTCTGAAGAAGAATTAGATGCTGCTGGTAAGAAAAGGAACAGCAGC————mm—mm—————mm e AAGATATTTGGGTTCTCTGTCCACAGTTGCTGCGATCATGACACGTGT
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"Al_gil8416558 DREBIA At4g25480 ' —— oo ATG
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'At1g72570 '

'At59g57390 '
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'At1g51190 '
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'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '
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'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '
054955560
'LEtuc02_10_21.9228_Lycopersico
'gi|5081555_Petunia '
'LEtuc02_10_21.11399_Lycopersic
'gi|28894444 Antirrhinum LIPLES
'gi|28894442 Antirrhinum LIPLES
'gi|21717332_Malus '
'gi|13173164_Pisum

'At5g67180 '
'At4g36920_APETALA2 '

0s7g39110

056943220

'gi|2098818_Zea_mays '

841 851 861 871 881 891 901 911 921 931 941 951

| | | | | | | | | |
AAAACTTCGGTTGAGAATGAAACCGGCGATGATCAGTCA————— === ——— GCAACATCAGTAGTCCTTARAGCT-——————————— ARACGCAAA-———————————— o
—————— TCCACCACTACCAACACCAGCAGCAGCGGTGTCGCCGCCGCCGCCGCCGCGGCGGCGGTG——~AAGCCG-———————————AAGCGCACG-———————————

AATCAACCCGTGGATAATGTTGATAATCAAGAAAATGGCAATGCTGCAAAAGGCCTGTCCCTCTCAATGAACTCATCTACTTCTTGT—-—
AATCAACCCGTGGATAATGTTGATAATCAAGAAAATGGCAATGGTGCAAAAGGCCTGTCCCTCTCAATGAACTCATCTACTTCTTGT—-—

------------ TGTCAAAGATTACCTTCGGATAAT ~ —— ——— — = —— e _TCTATTATAGTGCCTCCACCATCAACT ———————————————
GGAGAGAGCTCGGAGACAGTGGCGGCGAGTGATCAGATGTTGT TGTATAGAGGTTTTAAGAAGGCGAAGAAGGAGAGAGGT TGTACAGCTAAGGAGCGTATTAGTAAAATGCCT——————
AAAACAATCGTTGACGATGAAATCAGCGATAAAACAGCGTCTGCGTCTGAGTCTGCGTCCATTGCCTTAACATCC - ——————————— AAACGCAAA——————— e

TCTTCTACTACTACTTCCTCTCCT---ATTCAGTCGGAGGCTCCA-—————————————m o —— AGGCCTAAACGAGCCAAAAGGGCTAAGAAATCTTCT——=======———
CCTCGGTCCTCCTCCTCCTCCTCCTCCACGGCGTCCTCCTGCATTGTGCCG——————=——=————— CCGCGCACTGAGAGCGGCAAGAAGAAGAGTAAGCACAGGAAG-————=——————
GCGTCGCCGCCGGTGGACGCGACGGTGCCGGCCTGC---ATTTCGCCGGATGGGATGGGG-———— === === === —————————— TCGAAGGCGGCCGAC—————————m——m - ———

TTCCTCGTCACCAGCTACGGCGCCTGCTACGGCAACCAGGAGATGCCGCAGCCGCTCAGCCTCTCCATGAGCCCAGGGTCCCAGTCCAGCAGCTGCGTCAGTGCAGCTCCCCAGCAGCAT
CCGGCGCCGATGTACAACGCCGGCGGCGGCGGCGGCGGCGTCGTCGACGGATCCATGTCGATCTCCGGCATCAAGTCGTGGCTCCGGCAGGCAATGTACGTGCCGGAA————————————
AATATTAGTCATTTTAGTAACGAAGAGACTGGTTATAACACCAATGGCTCAATGCTATCATTGGCTTTGAGCCATGGGGCTTGTTCTGATTTGATCAACGAATCGAAT ————————————
TCTCTTGGCGGCGTTGTCTTCTCTTCCGACCTACAGCCACCGCTTCATCCTCCGTCCGCCGCCGAGATCTACGACTCTGAGCTCAAGTCAATAGCCGCTAGCTTCCTAGGA—————————

TCCGGCGAGCTGGCGCCGGCCGCCECGTCCGGG == = = = = —
TCCGGCGAGCTGGCGCCGGCCGCCECGTCCGGG———— = = = — — m



'gi|11181612_Picea '
'gi|46395276_Pinus_PtAP2L1 '
'gi|11181610_Picea_abies '
'GMtuc03_04_25.877_Glycine '
'GMtuc03_04_25.876_Glycine '
'At2g39250 '

'At3g54990 '

'At5g60120 '

'At2g28550

'gi|5360996 Hyacinthus '
'pam01_2msl_c06_Persea
'gi|5081557_Petunia
'GMtuc03_04_25.28779_Glycine
'GMtuc02_10_21.14413_Glycine '
'MTtuc03_04_26.7790_Medicago '
'STtuc02_10_23.1438_Solanum '
'STtuc021023.12365_Solanum '
'nad03_31ms3_d04_Nuphar '
'Barleyl_08369_Hordeum '
'HVtuc02_11_10.2029_Hordeum '
'TAtuc03_04_26.3851_ Triticum '
'TAtuc03_04_26.3852_Triticum
'SBtuc02_10_21.6764_Sorghum '
'SPtuc02_10_22.3366_Solanum '
'RAV2_gi30697755_At1g68840 '
'RAV1_gi42562037_Atlgl3260 '
'A4_gi30690008_TINY At5g25810 '
'A4_gi7212005AC023628 '
'gi|19789524_ Physcomitrella '
'gi|18348070_Physcomitrella '
'A2_gi30680919 DREB2A_ At5g05410
"A5_gi42562576 RAP2.1 At1g46768
"B2_gi30695605 RAP2.12 Atlg5391
'gi|18351137_Physcomitrella '
"B4 gi42562554 RAP2.6 Atlg43160
'Al gil8416558 DREB1A At4g25480
"Bl_gi2281634 RAP2.5

'A3 gil8405311 ABI4 At2g40220 '
'A6_gi2281632 RAP2.4 '
"Bl_gi42562651 AtERF3 At1g50640
'B5_gi42566428_AF080120 '

[

[

'Atl1gl6060 '

059925600

0s6g05340
'wmiOl_10ms3_e03_Welwitschia '
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica '
'gi|21069053_Brassica
'gi|18346002_Physcomitrella '
'ecall_6csl_al05_ecall_13cs2_a02
'At2g41710

'At1g79700

0s8g34360

0512903290

0s12g03290_1

'At3g54320 '

051959780

--------------------------- ATGGATTCTAGTTGCATAGACGAGATAAGTTCCTCCAC T = = — = = m e e e e e
--------------------------- ATGGAATCGAGTAGCGTTGATGAGAGTACTACARGTACA = — = = m e e e e e e
--------------------------- ATGATAGCTTCA-————====~GAGAGTACCAAGAGCT GG == = — = m e e e e
--------------------------- ATGAAGCTATCATCA=-———==CCACCAGTTACCARACARC == = = m e e o e e e e e
--------- GTAGTGGTGTCGTCTTTGCGTGTCAAGCGAGGA————==GGCAATCTCTTGGCGCCA = — = o e e e e e
TGCTTTACAATTATGGTAGACAGGAATAGGACCCAGAGAGGT - ————— GCGTTGAGCGTCATGACA = = = o e e e e e
GTGGCTGAGAGATTAAAGAGATGGAAAGAGTATAACGAGACCGTAGAAGAAGTTTC T~ — = —— — m o o e e e e e e
------------------------------ ATGGAAAGAGAACAAGAAGAGTCTAC G —— = = — = m o e e e e e e e
GATTCGTCTATCGATTGCGATGATGATTTCGACGTCGGTGAT—————— GTTTTCGCCGATGTGAAACCATTCGTTTTCACTTCGACTCCAAAACCCGCCGTCTCC———mmmmmmmmmm—
GGCAATTTGGAGAAGTTGGATCAAGCAGGGAAAGTGGGCGAC—————— GGAAGTAGTCATCAGCAR —— = = = o e e e e e e
TCTGCGACATGGACGATGGGTCATAAG-———————~— AGAGAAAGAGAAGAGTTTTCTTTGCCTCCTCAR = — = = — — m m e e e
AACTCATTTTCTGCTTTTTCTGAAATGTTTGGCTCCGATTAC—————— GAGTCTTCGGTTTCCTCA—— = e e e e e e e
------------------------ ATGGCCAAGATGGGCTTG————=—~AAACCCGACCCGGCTAC T = = —— = = e e e e e
CAACACAACCATCTGGAAGATAATAACCAAACCCTAACCCAT-————— AATAATCCTCAATCCGAT = = — o o e e e e e
CTTCCTCCGACGCATCACAACAACAACAACTCTTTCTCGAAT—————— CTTCTCAGCCCARRGCC G = — = e e e e e e
--------------------- ATGAGGAGAGGAAGAGGCTCT——~——=TCCGCCGTCGCCGGACC T = — = = e e e e e e e
GATTTTGATGCATTATCTACAAAACGACGTCGTGTTAAGAAG-————— TACGTGAAGGAAGTGGTGCTTGATTC G ——— = = = — = = e
961 971 981 991 1001 1011 1021 1031 1041 1051 1061 1071

| | | | | | | | | | | |
--------------------------------------------------------------------------------------------------------------------- cGC
--------------------------------------------------------------------------------------------------------------------- CGG
——————————————————————————————————————————————————————————————————————————————————————— ATGTCGGCTGTGACAGTGGCCGGCAATGGCAAA
--------------------------------- AGACAAATTTCTCCTAATGAGCTGGAATGTGTTGCCATTGAAACAAAGAAAAGG-————-——-GCTTCTGGAAAAGTTGTTCAAAAA
————————————————————————————————— CAGCAGCTATCACATGGTGGGGCTGATTTTGTGGCCATGGATACAAAGAAGAGA - - ——— - ——GGGGGTGGGAAGGTGGGCCAGAAG
------------------------------------------ GTTGGGTTTGAGACGACGACAATGGCGGCTGCGAAGAAGAAGAGGGGACAAGAGGATGTTGTAGTTGTTGGTCAGAAA
------------------------------------------ CCAACCATCATCGATCAGTGTACTCCGGTTGAAACCAAAAAGAGA-————-——--GGCGCAGGAAAAGCGGGCACCAAG
------------------------------------------------------------------------------------------------------------ TCTGACAACAAA
--------------------------------------------------------- GATAACAACAACGACAGCAATAACAACGTTGTTGCCCAAGGGAAGACTATTGATGATAGCGTT
--------------------------------------------------------- GATAACAACAACTACAGCAGTAACAACCTTGTTGCCCAAGGGAAGACTATTGATGATAGCGTT
--------------------------------------------------------------------------- TCTGACAACAAAGAT —— = —— == — - m oo e
------------------------------------------------------------------------ GATGTTGTAGTTCCTGCAAGTAGTAGCTCTGGAAACGACCCA-—————
--------------------------------------------------------------------------------------------------------------------- CGT
--------------------------------------------------------------------------------------------------------------------- CGG
———————————————————————————————————————————————————————————————————————— AGGCCCAAGAAG-———-————-——--——-GAGAGCAAGGAGGTGGCTGAT
———————————————————————————————————————————————————————————————————————— AGGCCCAAGAAG-———-——————-———-GAGAGCAAGGAGGTGGCTGAT
--------------------------------------------------------------------------------------- CCTTCTGGTGATAAATCTCATAACCCGACAAGC
——————————————————————————————————————————————————————————————————————————————————————— AGGGCCAAGGATGGCACCGGCGGTGACGACGAC



0s11gl19060 e e GGCGGCGGCGCGGCCGAGGCGGCGGCGGCGGCGGCEGLE——=—mmmmm == CAGAGGATGAAGGCGGCC

0s2g40070 GCGCTCTCGATGAGCACGGGCTCGCACTCGCACCTGCCTATCGTCGTCGCCGGCGGCGGGAACGCCAGCGGCGGAGCGGCCGAGAGCACATCGTCGGAGAACAAGCGGGCCAGCGGCGCC
086944750 e e GCGACCGACGCGGCGGCGGAGCTGGCCGATCCGGCGAGG
0s1lg67410 GGTCGCAAGGAGATTAACGAGGAAGGCAGCGGCAGCGCCGGCGCCGTGGTTGCCGTCGGCTCGGAGTCAGGCGGCAGCGGCGCCGTGGTGGAGGCCGGCGCGGCGGCGGCGGCGGCGAGG
0s3g56050 e e GCCGCCGCCGCCGGCGAGCCGTACATGGCCATGGACGCCGTGAGCAAGAAGCGCGGCGGCGCGGACCGCGCCGGGCAGAAG
0s7g03250 e e GCCGGCGAGTACGGCATGGCGGCCGTGGCAGCCGCCGACGGTGGCCGCAAGCGCGGCGGCGCCGGCGGCGGCGGGCAGAAG
0s3g12950 CAGCAGATGGCGGTGGTCGCTGCAGCTGCTGCTGCTGGTGATGGCCAGGGAAGCAACAGTAATGACGGTGGCGAGCAGCGTGTCGGGAAGAAGAGGGGCACCGGGAAAGGGGGCCAAAAG
083907940 e e CGGTCAGCGGCGGCGCTGTCGCTCTCCGTGCCGGCCGCTCCCCCGAGCGAGGCGCCGCTGCCGCCGGCGGCG
'At1g72570 ' e GTATCCGCACGGGTCGAAGAACCGGTTAAGGTAGATGAGAAGCGGAAGAGATTGGTTGTTAAACCTCAGGTAAAG
'At59g57390 ' e AACTACTCCGGTGGACACTCGTCGGAGGTCTCTAGCGTACATAAACAACAACCGAATCCTCTAGCTGTCTCAGAGGCT
'At59g17430 ' GATAGCAACAACTACAACAACAATGATGATGTCGTCCAAGAGAAGACTATTGTTGATGTCGTA
'At1g51190 ' - GCCGCTGCAGAAGTCGCCACTGTGAAAGCCTCGCCGGCTGAGACTAGTGCCGATAATAGTAGCAGCACT
'At3g20840 ' - GCTGGTAATAATGTTGTAGACAAAGCTTCACCATCCGAGACCACCGGGGATAACGCTAGC——————
'At59g10510 ' - AATCATTACCGAGGCAATAACAATGGTGAGAGAATCAACAACAACAACAACAATGACAACGAGAAGACAGATTCTGAGAAGGAG
'At59g65510 ' - GATCAACCTTTGAGCTGTAACAATGGCGAGAGAGGTGGAAACAGTAAC————————————— o ——— AAGAAG
'ltu0l_16ms3_h06_Liriodendron ' @ —————-—mmmmmm
'ZMtuc03_08_11.12253 Zea ' = @ —ommm e
'ZMtuc02_12 23.7359 _Zea ' =0 e
0s7g13170 e e e ATGCCGATGCCGGCGGCGGCTGGGGAGGGGCCGTGGCCGCGCCGCGCGGCGGAT
'Barleyl 18652 Hordeum ' = = ——————————— TTCGTGACGAGGCAGCTGTTCCCCGCGCCGCCGCCCGCGCCCGGGGTCATGATGGGGCAGGCGCCGGCGCCTCCGCCCACGGCGCCGGTGTGGCAACCTCGGCGL
'gi|18476518 Hordeum ' 000 ———e—emmme o TTCGTGACGAGGCAGCTGTTCCCCGCGCCGCCGCCCGCGCCCGGGGTCATGATGGGGCAGGCGCCGGCGCCTCCGCCCACGGCGCCGGTGTGGCAACCTCGGCGL
'TAtuc03_04_26.7877_Triticum ' @ ————mmmm o
'atr0l_4msl dl10_Amborella ' = @ —ommm e
'gi|46395278_Pinus PtAP2L2 ' = ——————————mmm o CTTTGGGGTGATCATCTCGCGTCTTCTCAAACGGATTCCTCTGGGACGCCARATCCGm — = — = — = = o e
Os4g55560 e GTCGTCACGCGCCAGTTCTTCCCTCCGGCCGTCCCGGGCGGCGGCGGCGACCCCGCCCCCGGGAACGCGCGCGCCGGGTGGCTCCGCCTGGCCGGAGCCGCCCCGCCG
'LEtuc02_10_21.9228 Lycopersico ' ------ GCTGCTGAAAATGGATGCCCGAATTTTCCCAGAGCTCACTGGGTTGGAGTTAAATTTTACCAAACGGAGACACTTGGCAACACGGGAT TG~ —————————————— Gee
'gi|5081555 Petunia ' =0 —————n GTTGTAACTAATGGATCCCTGAATTTTCCAAGAGCTCATTGGGTTGGTGTTAAATTTTACCAAAATGAGCCACTTGGCATCACCGGTGTG-———————————————————— GTT
"LEtuc02_10 21.11399 Lycopersic ' ———————————o——n AACGAGTCTACCAATTTTCCAAGGGCACAATGGGCTGGAATTAAATTTTGTGAATCGGAACCGCCACTTGTCAATGGATTA ——————————— e — GTG
'gi|28894444 Antirrhinum LIPLES ' ———————-———o——n GCACCTGATAATTTCCCAAGAGCGGCTCACTGGGTTGGGGTTAAGTTTTGCCCAAACGACAACGGT — = — === === — o e e TTG
'gi|28894442 Antirrhinum LIPLES ' -——-—- GAGATTATGTTGGGAGGTGGGGGACCACCCAGGGCGCACTGGGTCGGAGTTAAGTTCTGCCAGTCTGACCCA - - — m o o o AAC
'gi|21717332_Malus ' ATCCCACCACCTCCTTCTACATCGTCGTCGTTTCCCCGAGCCCACTGGGTTGGGGTCAATTTCGGGCAGTCGGATTCGGGC————————— AGCCCCm———mmmmmm e GGA
'gi|13173164 Pisum ' ———AATGGAACATCTTCTTGTTCTTCTACTTTTCCTCGTGCTCATTGGGTAGGTGTGAAATTTTGTCAATCAGAAACACTTGGA ————————————————— o — AGT
"At5g67180 ' e~ AGCATGGAACCGGGAGTTCGTTGGTCCGGTTTCAATAGTGTCGGTAAGTCGGATCCAAGC — —— = — = ————m oo GGA
'At4g36920 APETALA2 ' ——mmmm—mmmm—m e GGTGTTGCTTCTGGCTTTCCTCGGGCTCACTGGTTTGGTGTTAAGTTTTGTCAGTCGGATCTAGCCACCGGATCGTCCGCGGGTAAAGCT———————————— ACC
0S7g39110
0S6g43220 e
'gi|2098818 Zea Mays ' e o
'gi|11181612 Picea ' —-—CCAACGGAATGTACTGGTGGAAATCCGTTTACAGAATCACATTGGACAACAGTAACTTCCCGTCTACCAGAGAGTACAGAA ——— — = — — m o e
'gi|46395276_Pinus PtAP2L1 ' = o ——————m——mm——m— GGGCGACCTCAGCTCCCCAGGGCTCATTGGGTGGGGCTTACATTTCGTCAAGCGGAGTCATTCAGA— —— = — = — = — — — o oo
'gi|11181610 Picea abies ' = = ———m——mm—mmm—mmo GGGCGACCTCAGCTCCCAAGGGCTCATTGGGTGGGGCTTACATTTCGTCAAGCGGAGTCATTCAGA— —— = — = — = — —— o oo
'GMtuc03_04_25.877_Glycine ' = @ —ommmmmmm
'GMtuc03_04_25.876_Glycine ' = —ommmmmmm
'At2g39250 ' e GAACTCTCCGGCCCCGGAAATGAGTGGTTGGATCTTTCGTCGATGCAAAGAAATAAACAAGAAACG- —— —— = — = ——m — oo oo
"At3g54990 ' e GAATTCTCCGTGGAAGACAGTCACTGGTTGAATCTTTCTTCTTTACAAAGAAATACACAGAAR ~— — = = — — o e
'At5g60120 ' GATTCGAGCGCTCAAAGTTCAAGGAGCACCGTTGATATTTCCTTCCAGAGGGGGAAACAAGGTGGAGACTTTATAGGTAGCGGGAGCGGTGGT---GGC
'At2g28550 ' e GAAGGATCATCAAGCTCTAGAAACTGGATAGATCTTTCTTTTGACCGTATTGGTGACGGAGAAACGAAATTGGTAACTCCG——————————————————
'gi|5360996 Hyacinthus ' = = —eeee e GGAGCGCCGCGGGGCCACTGGGCGGAGGTGAAGTTTGTTGAGAAGGAGGCGGAC —— === — = = — e e
'pam0l_2msl c06_Persea ' = @ oo
'gi|5081557 Petunia ' =00 —m—mm—mm———— GTGTATGGTAATTACGGTGGTACAATGGAGCAGAGGATTATTATTCCAGTACAGCAACAGCAACAGCAACAG- ——— — = — o o e
'GMtuc03_04_25.28779_Glycine ' @ —o—mmmm
'GMtuc02_10_21.14413 Glycine ' @ —o—m o
'MTtuc03_04_26.7790_Medicago ' @ ———————m
'STtuc02_10_23.1438_Solanum ' = ——o—m e
'STtuc021023.12365_Solanum ' @ —commm e
'nad03_31ms3_d04_Nuphar ' = —ommmmmmm
'Barleyl 08369 Hordeum ' = @@ oo
'HVtuc02_11 10.2029 Hordeum ' = ———m oo
'TAtuc03_04_26.3851 Triticum ' @ ————mmmmmm
'TAtuc03_04_26.3852_ Triticum ' GGTCCGCCGCCGATGTCCGTGCCGCAGCATTGGGCCGAGCTCGGCTTCTTCCGCCCCGCGGCGCCGCCTCCGGACATGAGGATCCTGCAGATGCAGCAGCAGCAGCTGCAGGTGCACGCG
'SBtuc02_10_21.6764_Sorghum ' =  ———mmmmmm
'SPtuc02_10_ 22.3366_Solanum ' = @ —ommm e
'RAV2_gi30697755_At1g68840 ' W @ ———mmmmmmmmm TCAGAATCTTTC--—-—— TCCGCC---ACCACCGCCAAGAAGCTCTCTCCTCCTCCCGCGGCGGCGTTACGCCTCTACCGGATG
'RAV1_gi42562037_At1gl3260 ' W @ ———mmmmmmmmm GGTTCCATCTGTGAAACCCCGGCGATAACTCCGGCGAAAAAGTCGTCGGTAGGT——————————————— AACTTATACAGG---
'A4 gi30690008_TINY At5g25810 ' @ ————mm—mmmmmm GAAGCTAGCGCAGTCAGACAAGAGAATGAAGAAGAGAAGAAGA A A - —— ————

'A4 gi7212005AC023628 ' e GAACCAACCGCCACCGCTTCTGCCGTT————————— AAATCTTGCGGCGGA——— == === —mm e e



'gi|19789524_ Physcomitrella '
'gi|18348070_Physcomitrella '
'A2_gi30680919 DREB2A_ At5g05410
'A5_gi42562576 RAP2.1 At1g46768
'B2_gi30695605 RAP2.12 At1g5391
'gi|18351137_Physcomitrella '
'B4_gi42562554 RAP2.6 At1gd3160
'Al gil8416558 DREBIA At4g25480
'B1_gi2281634 RAP2.5 '
'A3_gil18405311 ABI4 At2g40220 '
'A6_gi2281632 RAP2.4 '
'B1_gi42562651 AtERF3 At1g50640
'B5_gi42566428_AF080120 '

[

[

'Atlgl6060 '

059925600

0s6g05340
'wmiOl_10ms3_e03_Welwitschia
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica
'gi|21069053_Brassica
'gi|18346002_Physcomitrella '
'ecall_6csl_a05_ecall_13cs2_a02
'At2g41710 '

'At1g79700 '

0s8g34360

0512903290

0s12g03290_1

'At3g54320 '

0s1g59780

0s11g19060

0s2g40070

0s6g944750

0s1g67410

0s3g56050

0s7g03250

053912950

0s3g07940

'At1g72570 '

'At59g57390 '

'At5g17430 '

'At1g51190 '

'At3g20840 '

'At5g10510 '

'At5g65510
'1tu0l_l6ms3_h06_Liriodendron '
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '
0s7g13170
'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum '
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '
054955560
'LEtuc02_10_21.9228_Lycopersico
'gi|5081555_Petunia '
'LEtuc02_10_21.11399_Lycopersic

------------------------------------------------------------------ ATGAGAAAG-————————————————mm—mm——m—————————————~AGAAGG
--------------------------------------------- GCCGCTGCGGAAGGTTCAGTTTTTGGTAAGAAAGTTACTGGCTTGGAT - —— == —— == ——mmm e e
------------------ GAATCTAGTGAGGCCGGGCCATTAGTGACTCAACAAGTACTAGCCCCGCCTCCARAGAAA ~—————————m——mm e~ = CGA———

———————————————————————————————————— TCCACCACCGACTCATCAACTTCCTCCGCTCAACGCAAA-———————————— - —m e —mm———————————————CGCAAA
——————————————————————————————————————————————————— TTACTGATGAAGCAATCTGGAGTCGCTGGATCTTGT--———-—=—==—=——=—————-TTCGCTTACGGT
—————————————————————————————————————————— GTGGTTTCTGATAAAGAGAAGCCGATGAAGAAGAAGAGAAAGAAG---—=——=—==——=——=———————————CGCGTT
1081 1091 1101 1111 1121 1131 1141 1151 1161 1171 1181 1191
| | | | |

CGATCGCAACCA-—————————— e CGA-———————— GACGCTCCACCCCAACGTAGCTCCGTCCATAGAGGCGTCACAAGGCATCGATGGACTGGAAGGTACGAA
AAGAGCGTCCCC——————m—mm e e CGC-——mm GAGTCCCCCTCCCAGCGCAGCTCCGTCTACCGCGGCGTCACCCGGCACCGGTGGACGGGGCGGTTCGAG
GAGGCCGGCGGT—————==———— AGC————————— AATGCGGCTAACAAGAGAAGCTCAAGGTTTAGGGGTGTGAGCAGGCACCGTTGGACAGGCAGATTTGAG
GCTTTGGATGGA-——————————————— o ——— TCT--——————— CAAAATCCC---CTGAGGACTTCAAAGTTCAAAGGAGTTACCAGGCACAGAATAACAGGCCGGTTTGAG
CAGCCTATGCAT-————=————————————————————— AGGAAGTCCATTGACACCTTTGGACAGAGAACATCTCAGTATAGAGGGGTTACAAGACACAGATGGACTGGTAGATATGAA
CAACCTGTTCAT-——————————————————————— ——— AGGAAATCTATTGATACATTTGGTCAGAGAACTTCTCAGTATAGAGGTGTCACTAGGCATAGGTGGACAGGTAGGTATGAG
CAGCCAGTTCAT-—————————————————————————— AGGAAGTCCATTGATACATTTGGGCAGAGAACATCACAGTATAGAGGTGTTACAAGGCATAGGTGGACTGGTAGATATGAA
CAGATTGTTCAT-—————————————————————————— AGAAAATCTATCGATACTTTTGGACAACGAACTTCTCAATACCGAGGCGTTACAAGACATAGATGGACTGGTAGATATGAA
GAACCCGTTCCT—————=————————————m CGCAAGTCAATTGACACTTTCGGCCAACGGACTTCTCAGTACCGCGGTGTGACTAGGCATCGCTGGACGGGACGTTATGAA
GATCCGTCCCCC—=mm——mm e e e CGCAAGTCCATCGATACCTTCGGCCAGAGAACATCTGTGTACAGAGGCGTCACTAGGCATCGTTGGACTGGACGGTACGAG
GAAGCTACACCG-—====—=——————————————————— AAGAAAACTATTGAGAGTTTTGGACAGAGGACGTCTATATACCGCGGTGTTACAAGGCATCGGTGGACAGGAAGATATGAG
GAAGCTACACCG-—==—=—=——————————————————— AAGAAAACTATTGAGAGTTTTGGACAGAGGACGTCTATATACCGCGGTGTTACAAGGCATCGGTGGACAGGAAGATATGAG
—==CCGTCCCCC-=—mmmmm e e CGCAAGTCCATCGATACCTTCGGCCAGAGAACATCTGTGTACAGAGGCGTCACTAGGCATCGTTGGACTGGACGGTACGAG
———————————————————————————————————— GTGAAGAAGGCGCTTTATAAGTTTGGTCAAAGAACTTCAAATTATCGTGGAGTGACTAGACATAGATGGACTGGGAAATTTGAA
———————————————————————————————————————————————— CCGTGCACTGCTGGGAAAAGGAGTTCCATATACCGGGGAGTCACCAGACATAGATGGACAGGTCGTTATGAA
AAGTCGCCGCCT—————————m—m e e CGA-————— AACGCTCCTCTTCAACGCAGCTCCCCTTACAGAGGCGTCACA-————- AGATGGACTGGGAGATACGAA
AGGAGCGCCCCG—=—=—————m—m e CGG—————- GATTGCCCCTCCCAGCGCAGCTCCGCGTTCCGCGGCGTCACACGGCACCGGTGGACGGGGCGGTTCGAG
CCTTCTTCCAA T~~~ == — e m e GGCGGCGGCGGCGGCAAGAGGAGTTCTATCTACAGGGGAGTCACCAGGCATCGGTGGACTGGCAGATTTGAG
CCTTCTTCCAA T~~~ == — e m e GGCGGCGGCGGCGGCAAGAGGAGTTCTATCTACAGGGGAGTCACCAGGCATCGGTGGACTGGCAGATTTGAG
CCTGCTTCTACC == — e e CGACGCAGCTCTATCTACAGAGGAGTCACTAGACATAGATGGACTGGGAGATTCGAG
GACGCCGCCGTT———=—=—————— - m e e — GCTGCTGCGCCGAGGAAGGGATCCTCCATCTACAAGGGCGTGGCAAGGCACAGGGGTTCAGGGAAGTACGAG
APGGAC-—— === ACGTTCGGGCAGCGGACGTCCATCTACCGGGGTGTCACCAAGCACAGGTGGACAGGAAGGTATGAA
ATGGATTCGCCGGGCGGTGGCGCGATAGAGGCCGTGCCGAGGAAGTCCATCGACACGTTCGGGCAAAGGACCTCGATATATCGAGGTGTAACAAGGCATAGATGGACAGGGCGATATGAG
AGGACC———mm e e e e e GCCGAGACGTTCGGGCAACGGACGTCCATCTACCGTGGTGTCACTAGGCACCGGTGGACGGGGAGGTACGAG
AAGTCC— = GTCGACACGTTCGGCCAGAGAACATCGATCTACCGCGGCGTGACAAGGCATAGATGGACAGGGAGGTATGAG
CAGCCGGTGCAC—————=———————m—m CGCAAGTCCATTGACACGTTCGGCCAGAGGACGTCGCAGTACAGAGGCGTCACCAGGCATAGGTGGACTGGGAGATATGAG
CAGCCGGTGCACCAC-—=—=——————————————————— CGCAAGTCCATCGACACGTTCGGTCAGAGGACGTCGCAGTACAGAGGCGTCACCAGGCATAGGTGGACTGGGCGATATGAG
CAGCCTGTTCAC-——————————————— - CGGAAGTCCATTGACACGTTTGGGCAGAGGACATCGCAGTATAGGGGCGTCACCAGGCACAGGTGGACTGGAAGATATGAA
ATGCCGGTGGTC———=——————————m o —— CGCAAGCCCGCTCAGACGTTCGGGCAGAGGACGTCACAGTTCCGTGGCGTCACCAGACATAGATGGACTGGAAGATACGAG
GAATCCGTTCCT-——————————————— - ——— CGGAAGTCGGTTGATAGTTATGGACAAAGAACTTCTCAGTATCGTGGAGTTACAAGGCATAGATGGACAGGGAGATATGAA
TCGCCTACTCCG——=—=—————————————————————— AAGAAGAACGTAGAGAGTTTTGGACAACGTACCTCGATTTATAGAGGAGTCACAAGACATAGATGGACTGGAAGATACGAA
GAAACTACACCG-—==—=————————————————————— AAGAAAACTATTGAGAGTTTTGGACAAAGGACGTCTATATACCGCGGTGTTACAAGGCATCGGTGGACAGGTAGATACGAG

ACCAACACAAGTGGAGGAGCCATCGTTGAGGCTACACCGAGACGGACTTTGGAAACTTTTGGACAACGAACCTCTATCTATCGTGGAGTTACAAGACATAGATGGACCGGTAGATATGAA
—-—-GGTGGAGCACTAGCCGTTGTTGAGACGGCCACGCCAAGACGTGCATTGGACACTTTCGGACAACGAACCTCGATCTATCGTGGTGTCACAAGACATCGATGGACTGGTCGATATGAG
AAGGCTGTTGTGGCTGTGGAAACATCAGATTGTTCTAATAAGAAGATTGCTGATACGTTTGGTCAAAGGACTTCGATTTACAGAGGTGTTACTCGACATAGATGGACGGGAAGATATGAA
AAAACAGTTTCTAAGAAGGAAACATCAGATGATTCAAAGAAGAAGATTGTCGAAACATTGGGACAAAGAACTTCAATTTATCGTGGAGTCACCCGACATAGATGGACTGGAAGATACGAA

CTCGGGGTGGCGCAGAGCCAGAGGTCCCCCGCCGGCGGGAAGAAGAGCCGCCGCGGCCCGAGGTCTCGGAGCTCCCAGTACAGGGGCGTCACCTTCTACAGGAGGACCGGGCGATGGGAG
GCCGAGGAGCTGGTCGTGGCGCAGCGGGTGGCCCCCAAGAAGAAGACGCGGCGGGGGCCGAGGTCGCGCAGCTCGCAGTACCGGGGCGTCACCTTCTACCGCAGGACCGGCCGCTGGGAG
GCCGAGGAGCTGGTCGTGGCGCAGCGGGTGGCCCCCAAGAAGAAGACGCGGCGGGGGCCGAGGTCGCGCAGCTCGCAGTACCGGGGCGTCACCTTCTACCGCAGGACCGGCCGCTGGGAG
——————————————————————————————————————— GCACGAGGTAGGCGTGGTCCTCGGTCAAGAAGTTCTCAATATCGTGGAGTGACCTTTTACAGGAGGACTGGGCGATGGGAG
——————————————— CCGACGGTTCCCATCCAACCAGTAAAGAAGAGCAGACGGGGGCCAAGATCAAGAAGTTCTCAATACCGTGGCGTGACATTCTACAGACGCACAGGTCGATGGGAA
GTCGCTGCAACGGGGCCGGCGGCGTCGGCGGCGGTGTCCAAGAAGAGCCGGCGCGGGCCGCGGTCGCGCAGCTCGCAGTACCGCGGCGTCACGTTCTACCGCCGCACCGGGCGATGGGAA
AGGCCTGTAGATATGGTTCAGCAGCAACAGCAGCCTATTAAGAAGAGCCGCCGTGGGACAAGGTCTAGAAGCTCACAGTACCGTGGGGTTACCTTCTACCGGAGAACTGGGCCGTGGGAA
GATGTAACTCAACAGCAGCAGCAACAACAACAACCTATGAAAAAAAGCCGTCGTGGACCAAGGTCTAGAAGTTCACAATATCGTGGAGTTACCTTTTACCGGAGAACTGGCCGGTGGGAA
GGGAACAAAATTGACGTGTTGCAACAACAG---CCAATTAAAAAAAGCCGTCGTGGACCACGTTCAAGAAGTTCACAGTACCGTGGTGTTACCTTTTACCGGAGGACTGGCCGGTGGGAA



'gi|28894444 Antirrhinum LIPLES '
'gi|28894442 Antirrhinum LIPLES '
'gi|21717332_Malus '
'gi|13173164_Pisum

'At5g67180 '

'At4g36920_ APETALA2 '

0s7g39110

056943220

'gi|2098818_Zea_mays '
'gi|11181612_Picea '
'gi|46395276_Pinus_PtAP2L1 '
'gi|11181610_Picea_abies '
'GMtuc03_04_25.877_Glycine '
'GMtuc03_04_25.876_Glycine '
'At2g39250 '

'At3g54990 '

'At5g60120 '

'At2g28550

'gi|5360996 Hyacinthus '
'pam01_2msl_c06_Persea
'gi|5081557_Petunia
'GMtuc03_04_25.28779_Glycine
'GMtuc02_10_21.14413_Glycine
'MTtuc03_04_26.7790_Medicago '
'STtuc02_10_23.1438_Solanum '
'STtuc021023.12365_Solanum '
'nad03_31ms3_d04_Nuphar '
'Barleyl_08369_Hordeum '
'HVtuc02_11_10.2029_Hordeum '
'TAtuc03_04_26.3851_Triticum
'TAtuc03_04_26.3852_Triticum
'SBtuc02_10_21.6764_Sorghum '
'SPtuc02_10_22.3366_Solanum '
'RAV2_gi30697755_At1g68840 '
'RAV1_gi42562037_Atlgl3260 '
'A4_gi30690008_TINY At5g25810 '
'A4_gi7212005AC023628 '
'gi|19789524_ Physcomitrella '
'gi|18348070_Physcomitrella '
'A2_gi30680919_DREB2A_ At5g05410 '
"A5_gi42562576 RAP2.1 Atlg46768 '
"B2 gi30695605 RAP2.12 Atlg5391 '
'gi|18351137_Physcomitrella '
"B4_gi42562554 RAP2.6 Atlg43160 '
'Al gil8416558 DREBIA At4g25480 '
"Bl_gi2281634 RAP2.5

'A3 gil8405311 ABI4 At2g40220 '
'A6_gi2281632 RAP2.4
"Bl_gi42562651 AtERF3 At1g50640 '
'B5_gi42566428_AF080120 '

[

[

'At1gl16060 '

059925600

0s6g05340
'wmiOl_10ms3_e03_Welwitschia
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana '
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica
'gi|21069053_Brassica

GGCAAAGCTGCTATTGCTGCTGACGTGGCGCAACCGATGAAGAAGAGCCGACGTGGGCCCCGCTCGAGAAGCTCGCAGTATCGAGGCGTCACGTTTTACCGGCGAACCGGCCGTTGGGAA
GGTGCCGTTTTGGGAAAGGCCGTGGCGGCGCATCCGCTCAAGAAGAGCCGTCGAGGACCGAGGTCGCGAAGCTCGCAGTATCGGGGCGTCACGTTTTACCGCCGAACTGGCCGCTGGGAG
AATCCGCCGCCCGCCGGGGAGGCCTCCCACCAGCCCATGAAGAAGAGCCGGCGTGGGCCCCGCTCCAGGAACTCCCAGTACCGGGGTGTTACGTTTTACCGGAGGACTGGCCGTTGGGAG
GGAAAATCAATGGAAGTTTCATCATCTTCGCAACCTATGAAGAAGAGTCGTAGAGGACCAAGGTCAAGAAGTTCACAGTATAGAGGAGTTACTTTTTACAGAAGAACAGGTCGATGGGAA
TCGGGTCGACCAGAAGAGCCGGAGATATCACCGCCGATAAAGAAGAGCCGACGTGGTCCTCGCTCACGTAGCTCTCAGTATCGAGGAGTTACGTTTTACCGACGAACCGGAAGATGGGAG
AACGTTGCCGCTGCCGTAGTGGAGCCGGCACAGCCGTTGAAAAAGAGTCGGCGTGGACCAAGATCAAGAAGTTCTCAGTATAGAGGTGTTACGTTTTACCGGCGTACCGGAAGATGGGAA
———————————————————————————————————————————————————————————————————————————————————— GCGGCGGTCTTCGTCGTTTTTGTAGTGCTGCTTTTT

-—-CCTCGGAAAAAGCAGGCGGAAAATAACAAGCCTATCAAGAAAAGTAGACGAGGACCGCGATCCAGAAGCTCGCAGTATCGTGGGGTGACATTCTACAGGCGTACTGGACGTTGGGAA
—————— TCACCAACGCCGAAGGAGAGTGCGCAGCCCATCAAGAAGAGCAGGCGCGGCCCACGCTCTAGGAGTTCACAGTATCGTGGTGTTACATTCTACAGGCGCACTGGAAGATGGGAA
—————— TCACCAACGCCAAAGGAGGCTACGCAGCCCATCAAGAAGAGCAGGCGCGGCCCACGTTCTAGGAGTTCACAGTATCGTGGTGTTACATTCTACAGGCGCACTGGAAGATGGGAA
______________________________ CCTCATGTGAGGAAAAATAGGAGAGGACCAAGGTCTCGCAGCTCGCAGTACCGGGGTGTCACCTTCTACCGCAGGACTGGTAGATGGGAG

_________________________________ ATGGTGAAGAAGAGCAGAAGAGGACCAAGGTCTCGTAGCTCCCAATATCGTGGCGTCACTTTTTACCGTCGCACCGGTCGTTGGGAA
GATGCTTCACGGGTGATGCAGCCACCATCACAGCCGGTGAAGAAAAGCAGGAGAGGTCCTAGGTCTAAGAGTTCTCAGTATAGAGGCGTCACTTTCTATCGGAGGACAGGCAGATGGGAA
—————— GTTCCGACTCCGGCTCCGGTTCCGGCTCAGGTTAAAAAGAGTCGGAGAGGACCAAGGTCTAGAAGTTCACAGTATAGAGGAGTTACTTTTTATAGAAGAACTGGTCGATGGGAG
________________________ GTGTCGCCGGCGATCAAGAAGAGCCGGCGGGGGCCGAGGTCTAGGAGCTCGCAGTACAGGGGAGTGACTTTCTACAGGAGGACTGGGAGATGGGAG

GGAAGCGGCGGGAGCAGCGTCGTGTTGGATCCCGAGAACGGCCTAGAGACGGAGTCACGAAAGCTACCATCTTCAAAATACAAAGGTGTTGTTCCTCAG-~--CCTAACGGAAGATGGGGA
ATGGGAAGCGGATCAAGCGTTGTGTTAGATTCAGAGAACGGCGTAGAAGCTGAATCTAGGAAGCTTCCGTCGTCAAAATACAAAGGTGTGGTGCCACAA--~-CCAAACGGAAGATGGGGA

——————————————————————————————————————— CCGGTTAAAGATTCCGGTAAGCAT--—--—---—-CCGGTTTATCGGGGTGTCCGAAAGAGG---AACTGGGGAAAATGGGTG
———————————————————————— GGAGGTAAAGAA---ACCAGCTCATCGACCACGAGGCAT-~-——--—--—-—CCAGTGTACCACGGAGTTCGCAAACGC---CGATGGGGAAAATGGGTT
——————————————————————————————————————— ACGCCAAAGAGTGGGAAACCGGTAGGGAGCCCCAAAGTGTACAAAGGAGTGCGCATGCGG---ACTTGGGGGAAGTGGGTG
—————————————————— TTCTCTTTGAAAAGGGAAGAG------AACCTT---—--——-——--—--GCGAGTCCGAAG---TATAGAGGAGTTCGCATGCGG---CAATGGGGAAAATGGGTT
————————— TGTATGAAAGGTAAAGGAGGACCAGAGAATAGCCGA--———=——=—————————————————-TGTAGTTTCAGAGGAGTTAGGCAAAGG---ATTTGGGGTAAATGGGTT
CAGCCACCTCAA-———————————————————— GAAGAAGTGCCTAACCACGTGGCTACAAGG-——-—————— AAGCCGTACAGAGGGATACGGAGGAGG---AAGTGGGGCAAGTGGGTG
———————————————————————— GGGGACGCTGAGAAATCTGCAAATAGGAAGAGGAAG-—--——-——-——-—-AATCAGTACCGAGGGATTAGGCAACGT---CCTTGGGGAAAATGGGCT
——————————————————————————————————————————————————————————————————————————— AGATACCGCGGAGTGAGACAGCGG---CCCTGGGGGAAATGGGCG
——————————————————————————— GAATGTGAAAGCTCAATGTCCTTGGAGAGGCCA-—-——-———-———-AAAAAATATAGAGGAGTAAGGCAACGA---CCATGGGGAAAATGGGCG
————————— CCGGCGGGTCGTAAGAAGTTTCGTGAGACTCGTCAC--—-—==—=——=——=—————————————-CCAATATACAGAGGAGTTCGTCGGAGA---AACTCCGGTAAGTGGGTT
—————— ACTAACCAGACCCACAATAATGCCAAGGAG--—=-—===—=—==—————————————— e — e ——— ————ATTCGTTACAGAGGCGTTAGGAAGCGT~---CCTTGGGGCCGTTATGCC
GGCAAAGGTGGTCCGGACAACTCCAAG-—— == === == — e e e e e e TTCCGTTACCGTGGCGTTCGACAAAGA---AGCTGGGGCAAATGGGTC
TCAGGTGTTCCTTCGAAGCCGACG=— === === == — e e e e e e e e e AAGCTTTACAGAGGTGTGAGGCAACGT---CACTGGGGAAAATGGGTG
ACCGTCGTTGCCGCCATCAACGGATCTGTAAAAGAA - ————————— e e e ATCAGATTCAGAGGCGTAAGGAAGAGA---CCTTGGGGACGATTCGCA
GTTACTGTTCCAGTGGTTGTTACGACGGCGACG——=—=— === == — e e e e e AGGAAGTTTCGTGGAGTGAGGCAAAGA---CCGTGGGGAAAATGGGCG
1201 1211 1221 1231 1241 1251 1261 1271 1281 1291 1301 1311

GCACATTTGTGGGATAAGAATAGTTGGAACGAAACTCAGACCAAGAAA---GGAAGACAAGTATATTTAGGGGCATATGACGAGGAAGATGCAGCAGCACGTGCCTACGACTTAGCAGCA
GCGCACCTGTGGGACAAGAACAGCTGGAACGAGTCCCAGAACAAGAAG---GGCAAGCAAGTTTACCTCGGGGCGTATGACGACGAGGAGGCAGCGGCGAGGGCGTACGATCTGGCGGCA
GCACACCTGTGGGACAAAGGGACATGGAACCCAACGCAGAAGAAGAAA---GGGAAACAAGTTTATCTCGGGGCGTACAACGAGGAAGATGCGGCAGCGAGAGCTTACGATCTGGCGGCG
GCTCATCTGTGGGACAAGGGTGGTTGGAAT-———————— ACTAACCTT---GGAAAAAAAGTCTACTTAGGGGCTTATGATGATGAAAAGGCTGCAGCAAGAGCTCATGATTTGGCCGCA
GCCCATCTTTGGGACAATAGCTGTAAGAAGGAAGGGCAAACCAGAAAA---GGAAGACAAGTCTATCTGGGTGGCTATGACATGGAAGAGAAAGCAGCTAGGGCTTATGACTTAGCAGCA
GCGCATTTGTGGGATAATAGTTGCAAGAAGGAAGGGCAGACTAGAAAA---GGAAGGCAAGTTTATCTTGGGGGCTATGATATGGAAGAGAAAGCTGCAAGAGCATATGATTTAGCTGCA
GCCCATCTATGGGACAACAGCTGCAAAAAGGGAAGACAGACTAGAAAA---GGAAGGCAAGTGTATTTGGGGGGGTATGAT == === === — e e e e e e
GCTCATCTATGGGACAATAGTTTCAAGAAGGAAGGTCACAGTAGAAAA---GGAAGACAAGTTTATCTGGGAGGTTATGATATGGAGGAGAAAGCTGCTCGAGCATATGATCTTGCTGCA
GCGCACTTGTGGGACAACAGTTGCAGAAAGGAAGGGCAAACTCGCAAA---GGGAGACAAGTTTATTTGGGAGGTTATGACAAAGAAGAAAAAGCAGCAAGGGCATATGATTTGGCAGCT
GCACATCTGTGGGACAATACTTGTAGAAAGGAAGGTCAAACTCGCAAA---GGTCGACAAGTATACTTAGGAGGATATGATAAAGAAGACAAGGCAGCCAGAGCCTATGACTTGGCAGCG
GCACATTTATGGGATAATAGTTGTAAAAGAGAAGGCCAAACGCGCAAA---GGAAGACAAGTTTATTTGGGAGGTTATGACAAAGAAGAAAAAGCAGCTAGGGCTTATGATTTAGCCGCA
GCACATTTATGGGATAATAGTTGTAAACGAGAAGGCCAAACGCGCAAA---GGAAGACAAGTTTATTTGGGAGGTTATGACAAAGAAGAAAAAGCAGCTAGGGCTTATGATTTAGCCGCA
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GCACATCTGTGGGACAATACTTGTAGAAAGGAAGGTCAAACTCGCAAA---GGTCGACAAGTATACTTAGGAGGATATGATAAAGAAGACAAGGCAGCCAGAGCCTATGACTTGGCAGCG
GCACATCTTTGGGATAATACTACCGTCAGTGAAAACCGGAAACGGAAA---GGAAAACAAGTATATTTAGGTGGATATGAGACTGAAGAGAAAGCAGCAGTGTCATACGATCTTGCAGCT
GCTCACCTTTGGGATAAGAGTACCTGGAACCAAAACCAGAACAAGAAG---GGAAAACAAGTTTATCTAGGAGCATATGATGATGAAGAGGCTGCTGCTAGAGCTTACGACCTTGCTGCC

GCGCATTTGTGGGATAAGAACAGCTGGAACGATACACAGACCAAGAAA---GGACGTCAA-———————— GGGGCTTACGACGAAGAAGAAGCAGCAGCACGTGCCTACGACTTAGCAGCA
GCGCATCTCTGGGACAAGAACACCTGGAACGAGTCGCAGAGCAAGAAG---GGCAGACAA-———————— GGGGCTTACGACGGCGAGGAAGCGGCGGCGCGCGCCTACGACCTCGCCGCA
GCCCATCTGTGGGACAAGAATTGCTCCACTTCACTTCAGAACAAGAAGAAAGGGAGGCAA-———————— GGGGCTTATGATAGTGAGGAAGCAGCTGCTCGTGCATATGACCTTGCAGCT
GCCCATCTGTGGGCCAAGAATTGCTCCCCTTCTCTTCAGACCAAGAAGAAAGGGAGGCAA-———————— GGGGCTTATGATAGTGAGGAAGCAGCTGCTCGTGCATATGACCTTGCAGCT
GCTCATCTTTGGGACAAAAGCTCTTGGAATTCGATTCAGAACAAGAAA---GGCAAACAA-———————— GGAGCATATGACAGTGAAGAAGCAGCAGCACATACGTACGATCTGGCTGCT
GCGCACCTGTGGGACAAGCAAGGCTGGAACCCAAACCAGACAAGGAAGAGAGGCAGGCAA-———————— GGAGCTTATGACACAGAGGAGGCTGCAGCTCGCACTTATGATCTTGCGGCA
GCCCATCTTTGGGATAACAGCTGCAGAAGAGAAGGTCAGACTCGCAAA---GGCAGACAA-———————— GGAGGATATGATAAGGAAGAAAAAGCTGCTAGGGCTTATGATTTGGCTGCC
GCTCATCTCTGGGATAATAGCTGTAGAAGAGAAGGGCAGAGTCGCAAG---GGTAGGCAA-———————— GGTGGCTATGACAAGGAGGATAAAGCAGCGAGAGCTTATGATTTGGCAGCT
GCGCACCTGTGGGACAATAGCTGCCGCCGGGAAGGCCAAAGCCGCAAA--~-GGCCGCCAA-———————— GGAGGTTATGATAAGGAGGAGAAGGCCGCAAGAGCTTACGACCTCGCCGCC
GCTCATCTTTGGGACAACAGCTGCAGAAGAGAGGGCCAAACTCGCAAG---GGTCGTCAA-———————— GGTGGTTATGACAAAGAGGAAAAAGCTGCTAGAGCTTATGATTTGGCTGCT
GCACACCTCTGGGACAACAGCTGCAAGAAGGAAGGCCAGACCAGAAAA---GGACGCCAA-———————— GGTGGGTATGACATGGAGGAGAAGGCTGCCAGGGCGTATGATCTTGCTGCG
GCGCACCTGTGGGACAACAGCTGCAAGAAGGAAGGCCAGACCAGGAAA---GGGAGGCAA-———————— GGTGGGTATGACATGGAGGAGAAAGCGGCGAGAGCGTATGACCTGGCGGCG
GCCCACCTCTGGGATAACAGTTGCAAAAAGGATGGACAGACAAGGAAG---GGAAGGCAA-———————— GGTGGTTATGACACTGAAGATAAAGCTGCGAGGGCTTATGATCTGGCTGCG
GCTCACTTGTGGGACAACACTTGCAGGAAGGAAGGCCAGACCAGGAAA---GGAAGGCAA-———————— GGTGGCTATGACAAGGAGGAGAAGGCTGCAAGGGCTTATGATTTGGCAGCA
GCTCACTTATGGGATAATAGCTGTAAGAAGGAGGGACAGACAAGGAGA---GGAAGACAAGCTAAAATAGGAGGGTATGATGAGGAGGAGAAAGCAGCGAGGGCATATGATTTAGCGGCT
GCTCATCTATGGGATAATAGTTGCCGAAGAGAAGGCCAAAGCAGAAAA---GGAAGACAA-———————— GGTGGTTATGATAAGGAAGATAAAGCAGCTAGAGCTTACGACCTTGCAGCT
GCACATTTATGGGACAATAGTTGCAAAAGAGAAGGCCAGACTCGCAAA---GGAAGACAA-———————— GGAGGTTATGACAAAGAAGAAAAAGCAGCTAGGGCTTACGATTTAGCCGCA
GCTCATCTTTGGGATAATAGCTGTAGAAGAGAAGGACAATCAAGGAAA---GGAAGACAA-———————— GGTGGGTATGACAAAGAAGAGAAAGCAGCCAGAGCATATGATCTAGCTGCA
GCTCATCTATGGGATAATAGTTGTAGAAGGGAAGGCCAGTCTAGGAAA---GGAAGACAA-———————— GGTGGATATGACAAAGAAGATAAAGCAGCAAGATCATATGATCTAGCTGCA
GCACATCTATGGGATAATAGCTGTAGGAGAGAAGGTCAGGCCAGGAAG---GGACGTCAA-———————— GGTGGATATGACAAAGAAGATAAGGCAGCTCGAGCTTACGATTTAGCAGCT
GCGCATCTATGGGATAACAGCTGTAGGAGGGAAGGTCAAGCCAGAAAA---GGACGTCAA-———————— GGTGGATATGACAAGGAAGATAGAGCAGCTAGAGCCTATGACTTGGCAGCT
TCGCACATCTGGGAC——==— == m e e e TGC---GGGAAGCAGGTGTACCTGGGTGGTTTCGATACAGCTCATGCCGCAGCGAGGGCCTATGATCGCGCGGCG
TCGCACATCTGGGAT —— === === —mm e m e TGC---GGGAAGCAGGTCTACTTGGGTGGTTTCGACACCGCGCACGCGGCCGCAAGGGCCTACGATCGCGCGGCG
TCGCACATCTGGGAT —— === === = —mm e m e TGC---GGGAAGCAGGTCTACTTGGGTGGTTTCGACACCGCGCACGCGGCCGCAAGGGCCTACGATCGCGCGGCG
————————————————————————————————————————————————————————————————————— GGTGGTTTCGACACTGCGCACGCGGCCGCAAGGGCCTACGATCGCGCGGCG
TCACATATCTGGGAC-——==— === m e e e TGT---GGGAAGCAAGTCTACCTAGGAGGGTTTGACACTGCACATGCTGCTGCCAGGGCCTATGATCGAGCTGCA
TCCCATATCTGGGAC——==— == m e e e TGT---GGAAAACAAGTTTATCTGGGTGGATTCGACACGGCTCATGCAGCTGCCAGGGCATACGATAGGGCGGCC
TCGCACATATGGGAT ——=== === == ——m e m e TGT---GGCAAGCAGGTCTATTTGGGCGGATTTGACACTGCTCATGCGGCGGCTCGGGCGTACGATCGGGCGGCG
TCT C AT AT AT GG === === = e e e e e e e e e e e e e e e e e e e e e e e e
TCTCACATATGGGAT ——==— === == ——m e m e TGT---GGAAAACAAGTTTATCTAGGTGGATTTGACACGGCACATGCAGCAGCTCGGGCATATGATAGGGCAGCT
TCTCATATATGGGAT - == === === ——m e m TGT---GGGAAACAAGTGTATTTAGGTGGATTTGATACAGCACATGCAGCAGCTCGTGCATATGATAGGGCAGCA
TCACATATATGGGAT —— === === == ——m e TGT---GGAAAACAGGTTTATTTAGGTGGATTTGACACAGCACATGCTGCAGCACGGGCGTACGATAGGGCTGCA
TCGCACATATGGGAT ——=== === —mm e m e TGT---GGGAAGCAAGTTTACTTAGGTGGATTTGACACAGCACATGCGGCAGCACGTGCATATGATAGGGCAGCA
TCTCATATTTGGGAT - == === === ——m e mm e m TGT---GGGAAGCAAGTTTATCTTGGTGGATTTGACACAGCGCATGCAGCTGCTCGGGCGTACGACAGGGCGGCG
TCTCATATATGGGAT —— === === == ——m e m TGT---GGAAAACAAGTGTATCTGGGTGGATTTGACACAGCACATGCAGCTGCTCGTGCATATGATAGAGCAGCT
TCACATATTTGGGAC-——==—— = m e e e TGT---GGGAAGCAAGTGTACTTAGGTGGATTTGACACTGCACATGCTGCTGCTCGAGCCTATGATCGAGCGGCG
TCTCATATTTGGGAC——==— == m e e e e TGT---GGGAAACAAGTTTACTTAGGTGGATTTGACACTGCTCATGCAGCAGCTCGAGCATATGATAGAGCTGCT
GTCCCCGTTTGGGAT —— === === —————mm e mm TGT---GGGAAGCAGGTGTACTTGGGTGGATTCGATACGGCACAGGCTGCTGCAAGGGCTTATGACCAGGCTGCA
———————————— GAT---———————————— e — === = ———TGT---GGGAAGCAGGTGTACTTGGGTGGATTCGATACGGCACAGGCTGCTGCAAGGGCTTATGACCAGGCTGCA
———————————— GAC---——————— - ——— ——TGT---GGGAAACAGGTGTACTTGGGTGGATTCGACACGGCGCAGGCCGCTGCGAGGGCCTACGACCAAGCCGCG
TCACACATATGGGAT ——===—=——————m e m e TGT---GGAAAACAAGTCTATCTGGGTGGATTTGATACTGCTCATGCTGCTGCTAGAGCGTACGACAGGGCAGCT
TCTCACATATGGGAT —— === === ——m e m e TGT---GGGAAACAGGTCTATCTTGGTGGATTTGACACTGCCCATGCAGCTGCAAGGGCATATGATAGGGCAGCT
TCTCACATATGGGAT ——==— === = ——m e m e TGT---GGGAAACAGGTCTATCTTGGTGGATTTGACACTGCCCATGCAGCTGCAAGGGCATATGACAGGGCAGCC
TCTCATATTTGGGAT ——==— === == ——m e mm e m TGT---GGGAAGCAGGTCTATTTGGGTGGATTTGACACTGCTCAAGCTGCTGCAAGAGCATATGATAGGGCTGCA
—————— TGCAGGGAT----===—=—————— e ——— = = — = —TGT---GGGAAGCAGGTTTATTTGGGTGGATTTGACACTGCTCAAGCTGCTGCAAGAGCATATGATAGGGCTGCT
TCTCATATTTGGGAC— === == m e e e TGT---GGAAAACAAGTTTATTTGGGTGGTTTCGACACAGCCTACACAGCCGCAAGAGCGTACGACCGAGCTGCT
TCTCATATTTGGGAT - == === === ——m e mm e m TGT---GGAAAGCAAGTTTATTTGGGCGGGTTTGATACTGCTTACGCAGCAGCAAGGGCTTACGACCGAGCTGCT
TCGCATATCTGGGAT —— === === == ——m e mm TGC---GGTAAACAAGTTTATTTAGGTGGATTTGATACTGCCCATGCTGCAGCTAGGGCGTATGATCGAGCTGCT
TCACATATTTGGGAT ——=== === == ——m e m TGT---GGGAAACAAGTTTATTTAGGTGGTTTCGACACTGCTCATGCTGCAGCTAGAGCTTATGATCGAGCTGCT
TCGCATATTTGGGAT - == === === ——m e m TGC---GGCAAACAGGTCTATTTGGGAGGATTTGACACTGCTCATGCTGCTGCAAGAGCTTACGATCGAGCTGCG
—————————————————————————————————————————————————————— AAGCAGGTGTATTTGGGTGGATTCGACACTGCTCATGCCGCAGCACGGGCATATGATCGAGCTGCA
TCTCACATCTGGGAT ——=== === —mm e m e TGT---GGAAAACAAGTTTATCTAGGGGGATTTGATACTGCACATGCTGCTGCTAGGGCGTATGATCGTGCTGCG
—==CGTTTTTTTAT T-=== === —— e AGA---TTGGTATTGGGCATTGTAGGTGGATTTGACACCGCTCATATTGCTGCTAGGGCCTATGATCGAGCTGCT
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TCCCATATCTGGGAT ——=== === ——m e m e e TGC---GGCAAGCAGGTGTACTTGGGTGGATTTGACACTGCACATGCTGCTGCAAGGGCGTACGATCGAGCGGCG
GCTCAGATCTACGAG-—=——==—=—————————— o ———— AAG---CACCAACGAGTATGGCTCGGGACTTTCAACGAGCAAGAAGAAGCTGCTCGTTCCTACGACATCGCAGCT
GCTCAGATTTACGAG-===—==— == —m e e AAA---CACCAGCGCGTGTGGCTCGGGACATTCAACGAAGAAGACGAAGCCGCTCGTGCCTACGACGTCGCGGTT
TCCGAGATACGTGAACCTAGG-——=—==————————————————— AAA---AAATCCCGAATATGGCTAGGAACGTTTCCTTCCCCGGAGATGGCGGCGCGTGCACACGACGTAGCCGCT
TCTGAGATCAGAGAGCCCCGG========————————m—————— AAA---AAGTCTCGGATTTGGCTCGGATCTTTTCCGGTGCCGGAGATGGCTGCTAAGGCCTACGACGTGGCAGCG
TCGGAAATTCGAGAGCCGAAC-————=————————————————— —— AAG---AGGTCACGAATCTGGTTGGGCTCATTCCCCACTGCAGAAATGGCAGCCAAAGCGTACGATGCCGCTGCG
TCTGAGATTAGGGAGCCGAAC-——————————————————————— AAG---AGGTCGAGGATTTGGTTAGGGTCATTTCCGACTGCGGAGATGGCAGCGCGGGCGTATGATATTGCCATG
GCTGAGATCAGAGAGCCTAAT———————————————————————— CGA---GGTAGCAGGCTTTGGCTTGGTACTTTCCCTACTGCTCAAGAAGCTGCTTCTGCTTATGATGAGGCTGCT
GCTGAGATTCGTGAGCCTAAC-———————————m——m——— - ——— AAA---CGCTCACGGCTTTGGCTTGGCTCTTACACAACCGATATCGCCGCCGCTAGAGCCTACGACGTGGCCGTC
GCTGAGATACGTGATCCAAGG-——==——=————————————————— GAA---GGTGCTAGAATCTGGCTTGGAACGTTCAAGACAGCTGAGGAAGCTGCTAGAGCTTACGATGCTGCAGCG
GCGGAGATTCGTGATCCTCAG-——=——=————————————————— AAA---GCAGCACGAGTATGGCTAGGGACCTTCGACACAGCTGAACAAGCAGCAATGGCTTACGACACTGCCGCA
GCGGAGATTCGAGACCCACAC-———————————m - ———— AAG---GCGACACGTGTATGGCTTGGGACATTCGAGACAGCCGAGGCCGCCGCAAGAGCCTATGATGCGGCAGCA
TGTGAGGTTAGAGAACCAAAC-————=——————————————————— AAG---AAAACAAGGATTTGGCTCGGAACATTTCAAACCGCTGAGATGGCAGCTCGAGCTCACGACGTTGCCGCT
GCCGAGATCCGAGATCCGGGC———==—=——m—mm o —— AAG---AAAACCCGCGTCTGGCTTGGCACTTTCGATACGGCTGAAGAGGCGGCGCGTGCTTACGATACGGCGGCG
GCCGAGATCCGAGAGCCACGT———==—=—=——————————————— AAG---CGCACTCGCAAGTGGCTTGGTACTTTCGCAACCGCCGAAGACGCCGCACGTGCCTACGACCGGGCTGCC
GCTGAGATCCGTTTGCCGAGA-——————————————————————— AAT---CGGACTCGTCTCTGGCTTGGGACTTTTGACACGGCGGAGGAAGCTGCGTTGGCCTATGATAAGGCGGCG
GCTGAGATCCGTGATCCATGG———==——=—=——————————————— AAA---AAAGCTCGTGTTTGGTTAGGTACTTTCGATTCCGCCGAAGAAGCTGCTCGCGCTTACGACTCCGCCGCT
GCGGAGATTAGAGATCCGAGT ————=—=————————————————— AGA---CGTGTTAGGGTTTGGTTAGGTACTTTTGACACGGCGGAGGAAGCTGCCATTGTTTACGATAACGCAGCT
1321 1331 1341 1351 1361 1371 1381 1391 1401 1411 1421 1431 ]

| | | | | | | | | ]
TTGAAATATTGGGGACGAGAC—--—-—- ACCATCTTGAACTTCCCTTTGTGTAATTATGAAGAAGACATCAAAGAAATGGAAAGCCAGTCAAAGGAAGAGTATATTGGATCTTTGAGAAGA
TTGAAGTACTGGGGACCCGAC—————— ACCATCCTCAACTTCCCGTTGTCTGCATATGAAGGTGAGTTGAAAGAAATGGAGGGGCAATCAAGGGAAGAGTATATTGGATCCCTAAGGAGG
CTCAAGTACTGGGGACCTACC—————- ACCTACACAAACTTCCCTGTCGCTGACTATGAAAAAGAGCTGAAACTGATGCAGGGTGTATCCAAGGAGGAGTACCTAGCCTCAATAAGAAGG
CTCAAATTCTGGGGCTCATCCGGA---GCAATTCTTAATTTCCCTCTTCATAGTTACAAAAAGGAATTGGCTGAGATGGAGGGTTTTTCTAAGGAAGAATTCCTAGCCTGGCTCAGAAGA
CTCAAATATTGGGGGCTGTCT—————- ACTCACATCAATTTTCCATTGAGCAATTACCAGGAAGAACTTGAAGGGATGAAGAACATGAGCAGACAAGAGTATGTTGCTCACTTAAGGAGG
CTAAAGTATTGGGGACCTTCA-————-— ACTCACATTAACTTTCCGTTAGAGAACTACCAGAAAGAGCTTGAGGATATGAAGAATATGACCCGGCAAGAATATGTTGCACACTTAAGAAGG
CTCAAGTACTGGGGTCCCTCT—————- ACTCACACCAATTTCTCTGCGGAGAATTATCAGAAAGAGATTGAAGACATGAAGAACATGACTAGACAAGAATATGTTGCACATTTGAGAAGG
CTTAAGTATTGGGGACCATCA-————-— ACACACATCAACTTTCCGCTGGAAACATATGAGAAAGAAATCGAGGAAATGAAAAACATGACCAGGCAAGAGTATGTGGCAAATTTAAGGAGG
CTCAAATATTGGGGTGTCAGC—-———-- ACCACCATCAACTTCACGCTTGATACATACGAACAAGAGCTGGAGGAGATGAAGAACATGTCTCGGCAGGAGTATGTTGCCTCGTTGAGAAGG
CTCAAGTATTGGGGAACCACC—————- ACTACTACTAACTTCCCCATGAGCGAATATGAAAAAGAGGTAGAAGAGATGAAGCACATGACAAGGCAAGAGTATGTTGCCTCACTGCGCAGG
CTCAAGTATTGGGGAACCACC————-- ACTACTACTAACTTCCCCATGAGCGAATATGAGAAAGAGATAGAAGAGATGAAGCACATGACAAGGCAAGAGTATGTTGCCTCACTTCGCAGG
CTCAAATATTGGGGTGTCAGC-———-- ACCACCATCAACTTCACGCTTGATACATACGAACAAGAGCTGGAGGAGATGAAGAACATGTCTCGGCAGGAGTATGTTGCCTCGTTGAGAAGG
CTGAAATTTTGGGGTACAGGAGCGCATAATAAAATAAACTTCCCCATTTCCAAGTATGAAAAAGAAATTGAGGAAATGAAGGACATGTCACGGGAAGAATACGTTAATGCTCTTAGAAGG
TTAAAATATTGGGGTCCTGGG—————— ACACTTATAAATTTTCCGGTGACTGATTATACCAGGGATTTAGAAGAAATGCAAAATCTCTCAAGGGAAGAATACCTTGCATCTTTACGTAGA
TTGAAGTACTGGGGACGAGAC—-————- ACACTCTTGAACTTCCCTTTGCCGAGTTATGACGAAGACGTCAAAGAAATGGAAGGCCAATCCAAGGAAGAGTATATTGGATCATTGAGAAGA
TTGAAGTACTGGGGCCACGAC—————- ACCGTCCTCAACTTCCCTCTGTCAACATATGACGAGGAATTGAAGGAAATGGAGGGGCAGTCCAGGGAAGAGTACATCGGATCGCTCCGGAGG
CTTAAGTACTGGGGTCCTGAG——-——--- ACAGTGCTCAATTTCCCACTGGAGGAATATGAGAAGGAGAGGTCGGAGATGGAGGGTGTGTCGAGGGAGGAGTACCTGGCCTCCCTCCGCCGC
CTTAAGTACTGGGGTCCTGAG——-——-- ACAGTGCTCAATTTCCCACTGGAGGAATATGAGAAGGAGAGGTCGGAGATGGAGGGTGTGTCGAGGGAGGAGTACCTGGCCTCCCTCCGCCGC
CTCAAGTACTGGGGACCCGAC—-————- ACCATCTTGAATTTTCCGGCAGAGACGTACACAAAGGAATTGGAAGAAATGCAGAGAGTGACAAAGGAAGAATATTTGGCTTCTCTCCGCCGC
CTCAAGATCTGGGGCTCAGAC-————- CATGTCCTAAACTTCCCGATTGACACGTACAGGAAGGAGCTTGAGAGGATGCAGCGAATGACAAGGGAGGAGTACCTGGCTACTCTGAGGCGC
CTTAAATACTGGGGCACTACA-————-— ACGACGACGAATTTTCCGGTAAGCAACTACGAAAAAGAGTTGGATGAAATGAAGCACATGAATAGGCAGGAATTTGTTGCATCCCTTAGAAGA
CTGAAGTATTGGGGCACAACA-————-— ACAACAACAAATTTCCCAATAAGTAACTATGAAAAAGAGCTAGATGAAATGAAACATATGACCAGGCAGGAGTATATTGCATACCTAAGAAGG
CTAAAGTACTGGGGTCCAACC—————- ACCACGACGAACTTCCCTGTTGCCAACTACGAGACGGAGCTGGAGGAGATGAAGTCCATGACGCGGCAGGAGTTCATCGCGTCGCTGCGCAGG
CTCAAATACTGGGGCCCGACG————-- ACGACGACAAATTTTCCGGTAAATAACTATGAAAAGGAGCTGGAGGAGATGAAGCACATGACAAGGCAGGAGTTCGTAGCCTCTTTGAGAAGG
CTCAAGTACTGGGGCCCTTCC—————- ACGCACATCAACTTCCCGTTGGAGGACTACCAGGAGGAGCTGGAGGAGATGAAGAACATGAGCAGGCAGGAGTATGTGGCTCACCTCAGAAGG
CTCAAGTATTGGGGCCCTTCC—————- ACACACATCAACTTCCCGCTGGAGGACTACCAGGAGGAGCTGGAGGAGATGAAGAACATGACAAGGCAGGAGTATGTGGCTCACTTAAGGAGG
CTGAAATACTGGGGGCTATCT————-- ACGCATATAAATTTCCCGTTAGAAAACTACCGAGATGAGATCGAGGAGATGGAAAGGATGACAAGGCAAGAATATGTTGCGCACTTGAGAAGG
CTCAAGTACTGGGGTCCAACA-————- ACTCACATAAATTTTCCATTGAGCACTTATGAGAAGGAGCTGGAGGAGATGAAGCACATGACAAGGCAGGAGTTCATTGCCCACTTAAGAAGG
CTGAAGTATTGGGGTCCTACC—————- ACTCACTTAAATTTCCCTTTGAGTAATTACGAAAAGGAGATCGAGGAACTCAATAACATGAATCGGCAAGAATTTGTTGCCATGTTGAGGAGG
CTTAAGTATTGGGGTCCTACA-————-— ACTACGACTAATTTCCCGATATCAAATTACGAATCTGAACTTGAAGAAATGAAACACATGACTCGACAAGAGTTCGTTGCTTCTTTAAGACGG
CTAAAGTATTGGGGAACCACC—————- ACTACTACTAACTTCCCCTTGAGTGAATATGAGAAAGAGGTAGAAGAGATGAAGCACATGACGAGGCAAGAGTATGTTGCCTCTCTGCGCAGG
CTTAAATATTGGGGTCCCTCT————-- ACTACTACCAACTTTCCGATAACTAACTACGAGAAGGAAGTAGAGGAGATGAAAAACATGACGAGACAAGAGTTTGTGGCTTCTATAAGAAGG
CTTAAGTACTGGGGTCCTTCA-————-— ACTACTACTAATTTCCCCATTACAAACTACGAGAAAGAAGTAGAGGAAATGAAGCACATGACGAGACAAGAGTTCGTGGCTGCCATTAGAAGG
CTGAAATACTGGAATGCTACT-———-- GCTACCACCAATTTCCCTATTACGAATTACTCGAAAGAAGTGGAGGAAATGAAGCACATGACCAAGCAAGAGTTCATTGCCTCCCTCAGGAGG
TTAAAATACTGGGGTTCTACT-———-— GCTACTACAAATTTTCCGGTCTCGAGTTATTCAAAAGAACTTGAGGAAATGAATCACATGACCAAGCAAGAGTTTATTGCATCTCTTAGGAGG

_______________________________________________________________ GATCTTGAAGAGATGCGAATGGTCTCAAGAGAAGACTACCTTGCATCTCTCAGAAGA
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'gi|18351137_Physcomitrella '
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'Al gil8416558 DREB1A At4g25480

"Bl_gi2281634 RAP2.5

'A3 gil8405311 ABI4 At2g40220

"A6_gi2281632 RAP2.4 '
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[
'Atlgl6060 '

059925600
0s6g05340

ATCAAGTTCCGGGGGCTGGAG—————— GCCGACATCAACTTCAATCTGAGCGACTACGAGGAGGATTTGAAGCAGATGAGGAACTGGACCAAGGAGGAGTTCGTGCATATCCTCCGCCGC
ATCAAGTTCCGGGGGCTGGAG—————— GCCGACATCAACTTCAATCTGAGCGACTACGAGGAGGATTTGAAGCAGATGAGGAACTGGACCAAGGAGGAGTTCGTGCATATCCTCCGCCGC
ATCAAGTTCCGGGGGCTGGAG—————— GCCGACATCAACTTCAATCTGAGCGACTACGAGGAGGATTTGAAGCAGATGAGGAACTGGACCAAGGAGGAGTTCGTGCACATCCTCCGCCGC
ATCAAGTTCAGAGGAGTGGAC—————— GCCGATATCAATTTCAGCCTTGCTGACTATGAAGAAGATCTCAAGCAGATGAGAAATTTAACAAAGGAAGAATTTGTCCACATTCTCCGTCGC
ATCAAGTTCAGGGGTCAAGAT-—————— GCTGATATAAACTTTAATCTCTCTGACTACGAGGACGACCTCAAACAGCTGAACAACCTCACGAAAGAAGAATTCGTGCATATACTTCGTCGT
ATCAAGTTCCGCGGCGTGGAG—-———— GCCGACATCAATTTCAGCTTGGAGGATTACGAGGATGACCTGAAGCAGATGAGCAACCTGACCAAGGAGGAGTTCGTCCACGTGCTCCGGCGG
ATCAAGTTCCGGGGAGTTGAG—————— GCTGACATAAATTTTAATTTAGAAGATTATGAGGGTGACTTGAAACAGATGACGAATTTAACAAAGGAAGAATTTGTGCATGTGCTACGAAGA
ATCAAATTCCGGGGAGCGGAG—————— GCGGACATAAACTTTACCTCGAAAGATTATGAAGATGACTTAAAACAGATGAGCAATTTAACCAAAGAAGAATTTGTGCATGTACTAAGGAGA
ATTAAGTTCCGAGGAGTTGAA—————— GCAGACATAAACTTTAGCTTGGAAGATTATGAAGACGACTTAAAACAGATGAGCAATTTAACTAAGGAGGAATTTGTGCATGTACTAAGGCGA
ATTAAGTTCCGGGGAGTGGAA—————— GCTGATATAAACTTTAGTTTAGAAGATTATGAAGAAGACTTAAAACAGATGAGAAATCTAACAAAGGAAGAGTTTGTGCATGTACTGAGGAGA
ATCGAGTTCCGGGGAGTGGAG—————— GCGGACATAAATTTTAGCATAGAGGATTATGAAGAAGACTTGAAGCAGATGAGGAATTTAACGAAGGAGGAATTTGTGCATGTACTTCGCCGA
ATTAAGTTTAGAGGAGTTGAA—————— GCAGACATAAACTTCAACATAGAAGATTATGAAGAAGACTTGAAGCAGATGAGTAATTTGACAAAGGAAGAGTTCGTACATGTACTTCGTCGA
ATTAAATTCAGAGGTGTAGAT-—————— GCAGATATTAATTTCGACATTGAAGACTACCTTGACGATTTGAAACAGATGGGAAATTTGACAAAGGAAGAGTTTATGCATGTACTTAGAAGG
ATTAAATTCCGTGGAGTAGAA—————— GCGGATATCAATTTCAACATCGACGATTATGATGATGACTTGAAACAGATGACTAATTTAACCAAGGAAGAGTTCGTACACGTACTTCGCCGA
ATCAAGTTCCGTGGAGTGGAG—————— GCAGACATCAACTTCACCCTGGATGACTACAAGGAGGACATAAAGAAGATGAACAACTTCAGCAAGGAGGAGTTCGTTCAGGTTCTCCGGCGA
ATCAAGTTCCGTGGAGTGGAG—————— GCAGACATCAACTTCACCCTGGATGACTACAAGGAGGACATAAAGAAGATGAACAACTTCAGCAAGGAGGAGTTCGTTCAGGTTCTCCGGCGA
ATCAAGTTCCGCGGCCTGAAC—————— GCGGACATCAACTTCACCCTGGACGACTACAAGGACGAGATGAAGAAGATGAAGGACTTGAGCAAGGAGGAGTTCGTGCTGGTGCTCCGGCGG
ATCAAGTTTCGAGGAGTGGAC—————— GCTGATATAAATTTTACTCTCACCGACTATCAAGAAGATCTGGACCAGACGAGCAAGCTCTCTAAAGAAGAGTTTGTGCATATTCTTCGTCGT
ATCAAATTCAGAGGTGTAGAT-—————— GCCGATATTAACTTTAACATTGATGATTATGAAGAGGATGTGAAGCAGATGAATAAACTCACAAAGGAAGAATTTGTTCATGTCCTTCGTCGT
ATCAAATTCAGAGGTGTAGAT-—————— GCTGATATAAATTTTAACATTGATGATTATGAAGACGATGTGAAGCAGATGAGTAAACTCACGAAGGAAGAATTTGTTCATGTCCTTCGTCGT
ATAAAGTTTCGTGGAGTAGAG—————— GCTGATATAAACTTTAGTTTAAGTGATTATGAGGAGGATTTGAAGCAGATGAGAGGTTTGAGTAAGGAAGAGTTTGTGCTCTTACTTCGTCGA
ATAAAGTTTCGTGGAGTAGAT—————— GCTGATATAAACTTTAGTTTGAGTGATTATGAGGAGGATTTGAAGCAGATGAGAAATTTGAGTAAGGAAGAGTTTGTGCTCTTACTTCGTCGA
ATCAGATTCCGGGGACTCCAA—————— GCAGATATCAACTTTATCGTGGATGATTACAAACAAGACATTGAAAAGATGAAGAATTTAAGCAAAGAAGAGTTTGTGCAATCTCTTAGACGA
ATCAAATTCCGTGGTCTCGAT—————— GCAGACATCAATTTCGTCGTGGATGATTATAGGCATGACATCGATAAGATGAAGAATTTAAATAAGGTGGAGTTCGTGCAAACACTTAGGCGA
GTCAAATTCCGGGGTCTGGAA-————— GCTGACATCAATTTCGTTATTGGCGATTATGAAGAGGATCTCAAGCAGATGGCGAATCTTTCCAAAGAGGAAGTTGTGCAAGTACTTCGGCGA
ATTAAATTTAGAGGTGTTGAT—————— GCTGATATCAACTTTACTCTTGGTGATTATGAGGAAGATATGAAACAGGTACAAAACTTGAGTAAGGAAGAGTTTGTGCATATACTGCGTAGA
ATTAAGTTTCGAGGGGTTGAT—————— GCTGATATCAATTTCAATCTCAGTGATTATAATGAGGATCTGAAGCAGATGATGAACTTAGCCAAAGAGGAGTTTGTTCACATCCTTCGAAGG
ATCAAGTTCAGAGGAGTTGAT—————— GCGGACATTAATTTCAACCTTACGGATTATGAAGACGATATGAAACAGATGAAGAATCTGACGAAGGAAGAATTTGTGCACATTCTTCGTCGG
ATTAAATTTAGAGGACTTGAT-—————— GCAGATATTAATTTCAATGTCAGTGATTATCAGGATGATCTAAAGCAGATGACGAACTTTACTAAGGAAGAGTTTGTGCATATACTTCGACGT
--------------------------- TGCGATATCAATTTTGATCTCGTTGATTATGAGGAGGATC TAAAACAGATGAAGAATCTTTCAAAGCAGGAGTTCGTGCACATACTTCGCCGC
ATTAAGTTCAGGGGACTTGAT—————— GCTGACATCAATTTTAATCTCGTTGATTATGAGGAGGATCTAAAACAGATGAAGAATCTTTCAAAGCAGGAGTTCGTGCAC—-—CTCCGCCGC
ATCAAGTTCCGTGGCGTCGAC—————— GCCGACATAAACTTCAACCTCAGCGACTACGAGGACGACATGAAGCAGATGAAGGGCCTGTCCAAGGAGGAGTTCGTGCACGTGCTGCGGCGG
TGTAGATTCCGTGGCCGCGAC—————— GCCGTCGETCAACTTCARAG——— = — = — — m o o
CACAGGTTCCGTCGCCGTGAC-————— GCCGTCACARAATTTCARAR — — = m — o
CTTAGCATCAAAGGAGCCTCC—————— GCTATACTCAATTTCCC T — = — = m — o o e
TTTTGTCTAAAAGGTAGAAAA—————— GCTCAGCTGAATTTCCC T = = — — o o
GTGTGCTTGCGCGGACGATCC—————— GTGAAGCTGAACTTCCCC———— — — m o
GTTTGTTTGAGAGGTCCCTCT-————— GCTGTCCTGAATTTCCCC— — m = m m o
AAAGCTATGTATGGTCCTTTG—————— GCTCGTCTTAATTTCCC T — = — = m — o o
TTCTACCTCCGTGGCCCCTCC—————— GCACGTCTCAACTTCCC T - — = — o
CGGAGAATCCGTGGATCTAAA-————— GCTAAGGTGAATTTCCC T — = — = — = m o o
ATCAGATTCAGAGGGTTAAGA—————— GCGAAGCTCAATTTCCCC = m m o
CTTCGCTTTAGAGGAAGCAAA-————— GCAAAGCTTAATTTCCCC = m m o o
TTAGCCCTTCGTGGCCGATCA—————— GCCTGTCTCAATTTCGC T — — = — = —
CGTGATTTTCGTGGTGCTAAG-————— GCTAAGACCAATTTCCC A = — — — m m o e
GTTTACCTATACGGGTCACGT-————— GCTCAGCTCAACT TAACC — = = m — o o o
TACAAGCTGCGCGGCGATTTC—————— GCCCGGCTTAACTTCCC T - — — — e
CGTAACCTCCGTGGTCCTAAA-————— GCCAAAACTAATTTCCCC = m m o e e
ATTCAGCTACGTGGTCCTAAC—————— GCAGAGCTTAACTTCCC T = = — = — = o o
1441 1451 1461 1471 1481 1491 1501 1511 1521 1531 1541 1551

AAAAGTAGTGGGTTTTCACGAGGTGTATCAAAATACAGAGGCGTTGCAAAGCATCACCACAATGGGAGATGGGAAGCTCGAATCGGAAGAGTGTTTGGCAATAAATATTTATACCTTGGA
AAAAGCAGTGGGTTCTCAAGAGGAGTATCGAAGTACCGAGGCGTTGCAAGACACCATCACAATGGGAGATGGGAGGCCCGGATTGGCCGTGTTTTTGGCAACAAGTACCTCTATCTCGGT
AAGAGCAATGGCTTCTCTCGTGGAGTTTCCAAGTACAGAGGCGTTGCACGGCACCACCACAACGGCAGGTGGGAGGCCCGGATCGGCAGGGTGTTCGGCAACAAGTACCTCTACCTGGGC
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'At59g17430 '
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054955560
'LEtuc02_10_21.9228_Lycopersico
'gi|5081555_Petunia
'LEtuc02_10_21.11399_Lycopersic
'gi|28894444 Antirrhinum LIPLES
'gi|28894442 Antirrhinum LIPLES
'gi|21717332_Malus '
'gi|13173164_Pisum

'At5g67180 '

'At4g36920_ APETALA2 '

0s7g39110

056943220

'gi|2098818_Zea_mays '
'gi|11181612_Picea '
'gi|46395276_Pinus_PtAP2L1 '
'gi|11181610_Picea_abies '
'GMtuc03_04_25.877_Glycine '
'GMtuc03_04_25.876_Glycine '
'At2g39250 '

'At3g54990 '

'At5g60120 '

'At2g28550

'gi|5360996 Hyacinthus '

AATAGCAGTGGCTTTTCAAGAGGAGTTTCCAAATACAGAGGAGTTGCTCGGCATCACCAAAATGGAAGATGGGAAGCCAGACTGGGGAAAGTTCTGGGCAACAAGTATCTCTATCTTGGA
AAAAGTAGTGGGTTTTCAAGAGGCGCATCTATGTATAGAGGTGTAACAAGGCATCATCAACATGGGAGGTGGCAAGCTAGGATTGGTAGAGTAGCTGGAAACAAAGACCTTTATCTTGGG
AAAAGTAGTGGATTCTCAAGAGGTGCTTCAATGTATAGAGGAGTGACAAGGCACCATCAGCATGGAAGATGGCAGGCAAGAATTGGAAGAGTTGCAGGGAACAAAGATCTCTATCTTGGG
AAGAGCAGTGGTTTCTCTAGGGGTGCTTCCATCTATAGAGGAGTCACAAGACATCACCAGCATGGAAGGTGGCAAGCACGGATTGGTAGAGTCGCTGGAAACAAAGATCTCTACCTTGGA
AAAAGCAGTGGTTTCTCTCGAGGGGCTTCTGTGTACCGTGGTGTTACAAGGCATCATCAGCATGGGAGGTGGCAAGCACGCATTGGGAGGGTAGCGGGCAACAAGGATCTATACCTTGGG
AAAAGCAGTGGCTTTTCGAGAGGAGCATCCATGTATCGAGGGGTGACGAGACACCATCAGCATGGGAGATGGCAAGCACGCATTGGGCGAGTTGCGGGAAACAAGGACCTGTACCTGGGC
AAAAGTAGTGGTTTCTCTCGTGGTGCATCGATTTATCGTGGAGTAACAAGACATCACCAACATGGAAGATGGCAAGCTAGGATAGGAAGAGTCGCCGGTAACAAAGACCTCTACTTGGGA
AAAAGTAGTGGTTTCTCTCGTGGTGCATCGATTTATCGTGGAGTAACAAGACATCACCAACATGGAAGATGGCAAGCTAGGATAGGAAGAGTCGCCGGTAACAAAGACCTCTACTTGGGA
AAAAGCAGTGGCTTTTCGAGAGGAGCATCCATGTATCGAGGGGTGACGAGACACCATCAGCATGGGAGATGGCAAGCACGCATTGGGCGAGTTGCGGGAAACAAGGACCTGTACCTGGGC
AAAAGCATTTGCTTTGCCAGAGGGAATTCAATTTACAGAGGAGTGACAAGACAACACGAAGGGCGTAGATGGCAAGCTCGAATTGG?AAGGGTGGCGGTGGTAGAGATATCTATCTTGGA
AAAAGCAGCGGTTTCTCTAGGGGAATAGCGAAATATCGTGGACTTCAA-—————————————— AGCCGATGGGACGCATCAGCCAGTCGTATGCCTGGACCTGAATACTTCAGTAACATT
AAAAGTAGTGGATTTTCTCGCGGTGTATCAAAATACAGAGGCGTTGCAAGGCATCACCATAATGGGAGATGGGAAGCTAGAATTGGAAGGGTGTTTGGTAATAAATATCTATATCTTGGA
AAGAGCAGTGGCTTCTCAAGAGGGGTGTCCAAGTACAGAGGAGTTGCAAGGCATCATCACAACGGCAAATGGGAGGCTCGGATTGGGCGTGTGTTCGGCAACAAATACCTCTACCTAGGT
CGGAGCAGCGGTTTCTCCAGGGGTGTCTCCAAGTACAGAGGCGTTGCCAGGCATCACCACAATGGGCGGTGGGAGGCACGGATAGGGCGGGTCCTGGGGAACAAGTACCTCTACCTGGGT
CGGAGCAGCGGTTTCTCCAGGGGTGTCTCCAAGTACAGAGGCGTTGCCAGG— == === === e e e e e e e e e e
CAGAGCAGTGGTTTCTCCAGAGGCGTCTCTAAATATCGCGGCGTCGCTAGGCATCACCACAACGGAAGATGGGAGGCTCGGATCGGAAGAGTGTTTGGGAACAAGTACTTGTACCTCGGC
AAGAGCAGTGGCTTCTCCAGGGGTGTCTCCAAGTACAGGGGAGTGGCAAAGCATCACCACAACGGCCGGTGGGAGGCCAGGATAGGCCGAGCTGTAGGCAAGAAATACCTCTACCTGGGA
AAAAGCAGTGGATTTTCACGTGGTGCTTCCATATATCGTGGTGTTACAAGACACCATCAGCATGGAAGGTGGCAAGCAAGGATAGGACGGGTGGCAGGAAACAAGGATCTGTATTTGGGC
AATAGCAGTGGATTTTCTCGTGGTGCATCGAAATATCGTGGTGTAACCAGGCACCATCAGCATGGGAGATGGCAAGCAAGGATAGGGAGGGTTGCAGGAAACAAGGACCTCTACTTAGGC
AAGAGCAGCGGCTTCTCAAGAGGGGCTTCCATCTACAGAGGAGTAACAAGACATCATCAGCACGGCCGGTGGCAAGCGAGGATCGGCAGGGTGGCCGGAAACAAGGACCTGTACTTGGGC
AAGAGCAGTGGTTTCTCCAGAGGTGCATCCATTTACCGTGGAGTAACTAGGCATCACCAGCATGGGAGATGGCAAGCAAGGATAGGAAGAGTTGCAGGGAACAAGGACCTCTACTTGGGC
AAAAGCAGTGGCTTCTCGCGTGGCGCTTCGATCTACCGTGGAGTCACCAGGCATCATCAGCACGGGAGATGGCAGGCGCGAATCGGCCGCGTCTCGGGCAACAAGGACCTTTACTTGGGG
AAAAGTAGCGGTTTCTCACGGGGAGCTTCCATGTACCGTGGTGTCACAAGGCATCATCAGCACGGACGGTGGCAGGCACGCATCGGCCGAGTCTCCGGCAACAAGGACCTCTACCTCGGC
AGAAGCAGCGGGTTCTCTCGCGGTGCTTCCATCTACCGGGGAGTAACAAGGCATCACCAGCATGGAAGATGGCAAGCTCGGATTGGCAGGGTTGCTGGCAACAAGGACTTGTATCTCGGC
——————————————————————————————————————————————————— CATCACCAGCACGGGAGATGGCAGGCAAGGATTGGAAGGGTCGCAGGGAACAAGGACCTGTATCTCGGC
AATAGCAGCGGGTTTTCGAGGGGAGCTTCCGTGTATAGAGGAGTTACAAGGCATCATCAACATGGAAGGTGGCAAGCCAGAATTGGAAGAGTTGCTGGAAACAAGGACTTGTACCTTGGA
AAAAGCAGTGGATTCTCTAGGGGTGCCTCCATGTACAGAGGCGTCACTAGACATCATCAGCATGGTCGATGGCAGGCACGAATTGGAAGAGTTGCAGGCAACAAAGACCTTTATCTTGGC
AAAAGTAGTGGTTTCTCTCGTGGTGCATCGATTTATCGAGGAGTAACAAGGCATCACCAACATGGAAGGTGGCAAGCTAGGATCGGAAGAGTCGCCGGTAACAAAGACCTCTACTTGGGA
AAAAGTAGCGGATTCTCGCGTGGTGCATCCATGTATCGTGGAGTAACAAGGCATCATCAACATGGAAGATGGCAAGCAAGGATCGGCCGAGTTGCTGGAAACAAAGATCTCTACTTGGGA
AAAAGTAGTGGATTTTCGAGAGGCGCTTCGATGTATCGAGGAGTTACAAGGCATCACCAACATGGAAGATGGCAAGCAAGGATCGGCCGAGTCGCCGGAAACAAAGACCTCTACTTGGGA
AAGAGTAGCGGTTTCTCTAGAGGAGCTTCGATATACCGAGGTGTTACAAGGCATCATCAACAAGGACGTTGGCAAGCAAGGATTGGCCGAGTTGCTGGGAACAAAGATCTTTACCTTGGA
AAAAGTAGCGGTTTTTCGAGAGGAGCTTCAATATATAGAGGTGTCACAAGGCATCATCAACAAGGTCGCTGGCAAGCAAGAATCGGCCGTGTCGCAGGAAACAAAGATCTTTACCTCGGA
AAAAGTAGTGGTTTCTCAAGAGGGTTCTCCAAATATCGTGGAATTTCCAGACCATCACAAAGTAGTCGATGGGACACATCCCTAGGTCGAATGCTTGGGAATGAGTACTTTAATAGCATA

CAAAGCACAGGATTTGCAAGGGGGAGCTCAAAGTACCGGGGTGTGACA---CTGCACAAGTGTGGCCGGTGGGAAGCTCGGATGGGCCAGCTGCTCGGCAAGAAGTACATCTATCTAGGA
CAGAGCACCGGGTTCGCCAGGGGGAGCTCGAAGTACCGCGGCGTCACG-—--CTCCACAAGTGCGGCCGCTGGGAGGCAAGGATGGGCCAACTGCTCGGCAAGAAGTACATATATCTTGGG
CAGAGCACCGGGTTCGCCAGGGGGAGCTCGAAGTACCGCGGCGTCACG-—--CTCCACAAGTGCGGCCGCTGGGAGGCAAGGATGGGCCAACTGCTCGGCAAGAAGTACATATATCTTGGG
CAGAGCACGGGGTTCGCCAGGGGGAGCTCCAAGTACCGCGGCGTCACG-—--CTCCACAAGTGCGGCCGCTGGGAGGCAAGGATGGGCCAGCTGCTCGGCAAGAAGTACATATATCTGGGC
CAAAGCACTGGTTTCTCGAGAGGGAGCTCCAAATATAGAGGTGTGACA---CTTCACAAATGTGGGCGTTGGGAAGCCCGTATGGGGCAATACCTTGGTAAAAAGTACATCTATCTCGGT
CAAAGCAATGGTTTCTCTCGAGGAAGCTCCAAGTATAGAGGCGTCACA---CTGCACAAGTGCGGCCGATGGGAAGCCAGGATGGGACAATTTCTCGGGAAAAAGTATATTTACTTGGGC
CAGAGCACGGGGTTCCCCCGGGGAAGCTCCAAGTACAGGGGCGTGACG-—-~-CTCCACAAGTGCGGGAGATGGGAGGCTCGGATGGGCCAATTCCTCGGCAAGAAATACGTATACTTGGGG
CAAAGTACTGGTTTTCCAAGAGGAAGTTCCAAGTATAGGGGGGTTACT---TTGCACAAATGTGGTAGATGGGAAGCTAGAATGGGACAGTTCTTAGGCAAAAAGTACGTTTATTTGGGC
CAAAGTACTGGTTTTCCAAGAGGAAGTTCCAAGTATAGAGGAGTCACT---TTGCATAAATGTGGTAGATGGGAAGCTAGAATGGGACAATTCTTAGGCAAAAAGTATGTTTATTTAGGC
CAAAGTACTGGTTTTCCAAGAGGGAGTTCAAAGTATAGAGGTGTTACT---TTGCACAAATGTGGTAGATGGGAAGCTAGAATGGGCCAGTTTTTAGGCAAAAAGTATGTTTATTTGGGT
CAAAGTACTGGATTTCCACGAGGGAGTTCAAAGTATAGAGGTGTTACT---TTGCATAAATGTGGAAGATGGGAAGCCAGGATGGGCCAGTTTTTAGGCAAAAAGTATGTTTATTTGGGT
CAAAGCACCGGGTTCCCGAGAGGGAGCTCTAAATATAGAGGGGTCACC---TTGCACAAGTGTGGCAGATGGGAGGCCAGGATGGGCCAATTTTTAGGCAAAACATACGTTTATCTGGGA
CAAAGCACTGGTTTTCCTCGAGGAAGTTCTAAATATAGAGGTGTTACA---TTGCACAAATGTGGAAGATGGGAAGCTAGAATGGGTCAATTTTTAGGAAAAAAATATGTTTATCTGGGC
CAAAGCACTGGGTTTCCAAGAGGCAGTTCTAAATACAGAGGTGTTACT---TTGCACAAATGTGGAAGATGGGAGTCACGTTTGGGTCAATTCCTCAACAAAAAGTACGTTTATTTGGGT
CAAAGCACAGGCTTCCCTCGAGGAAGTTCGAAGTATAGAGGTGTCACT---TTGCATAAGTGTGGTCGTTGGGAAGCTCGAATGGGTCAATTCTTAGGCAAAAAGTATGTTTATTTGGGT
CAGGGCGCCGGCTTCGTCAGGGGGAGCTCGCGGTTCAGAGGTGTCACC--~-CTGCACAAGTGCGGCAAATGGGAGGCCAGGATCGGCCAGCTCATGGGCAAGAAGTACGTGTACCTTGGC
CAGGGCGCCGGCTTCGTCAGGGGGAGCTCGCGGTTCAGAGGTGTCACC--~-CTGCACAAGTGCGGCAAATGGGAGGCCAGGATCGGCCAGCTCATGGGCAAGAAGTACGTGTACCTTGGC
CAGGGCGCCGGCTTCGTCAGGGGCAGCTCCAGGTTCCGGGGAGTCACC--~-CAGCACAAGTGCGGCAAGTGGGAGGCCAGGATCGGCCAGCTCATGGGCAAGAAGTATGTGTACCTGGGC
CAAAGCACTGGTTTCTCTCGTGGAAGTTCCAAGTATAGAGGCGTGACT---CTGCATAAGTGTGGGCGATGGGAAGCCAGAATGGGCCAATTCCTCGGGAAAAAGTACATATATTTGGGA
CAAAGTACTGGATTTCCCAGAGGAAGTTCTAAGTTTAGAGGTGTGACC---TTGCACAAGTGTGGCAGGTGGGAAGCCAGAATGGGACAATTTCTTGGAAAAAAGTATGTGTACTTGGGT
CAAAGTACCGGATTTCCCAGAGGAAGTTCTAAGTTTAGAGGTGTGACC---TTGCACAAATGTGGCAGATGGGAAGCTAGAATGGGACAATTTCTGGGAAAAAAGTATGTGTACTTGGGT
CAAATCAATGGAAGCTCGAGA---AGTTCAACATACAAAGGTGCATTA---GCCCTTCGCAAAGATGCTCAAGGAGAACCACGA - === === e e e e
CAAATAAATGGAATCTCTAGGAGAAGTTCAACATACAGAGGTGCATTA---GCCCTTCGCAAAGATGCTCAAGGAGAACCACGA- === === e e e e e
GCGAGTGCAAGCTTAGCAAGAGGAGGTTCTAAATACAAAAACACCCAT-—-ATGAGA - —— === = = m e e e e e e e e e e
GAGAGTGCGAGTTTCGGAAGAGGAAGTTCCAAATACAAAGGCTTGGCT---CTTCAAAAATGC—— === == —m e e e e e e e e e e e
CAGAGCTCTGGTTTCTCAAGGAATAATTCTAGATATCAAGGAGTTGCT---TTGCAAAAGATTGGCGGGTGGGGAGCT ——=CAA - === ———— e e e e e
CAGAGCACGGGGTTTTCGCGGGGGAGTTCGAAGTATCGAGGGGTTACG---TTACACAAATGTGGTAGATGGGAAGCT---AGG—————————— == e e —
CAGAGCACTGGGTTTTCGAGGGGCAGCTCGAAATATCGAGGGGTGACT---CTCCACAAGTGCGGCCACTGGGAAGCTAGGATGGGCCAATTCCTTGGC——— === === === —————————



'pam01_2msl_c06_Persea
'gi|5081557_Petunia '
'GMtuc03_04_25.28779_Glycine
'GMtuc02_10_21.14413_Glycine
'MTtuc03_04_26.7790_Medicago
'STtuc02_10_23.1438_Solanum '

'STtuc021023.12365_Solanum '

'nad03_31ms3_d04_Nuphar '
'Barleyl_08369_Hordeum '
'HVtuc02_11_10.2029_Hordeum '
'TAtuc03_04_26.3851_Triticum
'TAtuc03_04_26.3852_Triticum
'SBtuc02_10_21.6764_Sorghum '
'SPtuc02_10_22.3366_Solanum '
'RAV2_gi30697755_At1g68840
'RAV1_gi42562037_At1gl3260
'A4_gi30690008_TINY At5g25810
'A4_gi7212005AC023628
'gi|19789524_ Physcomitrella '
'gi|18348070_Physcomitrella '
'A2_gi30680919_DREB2A At5g05410
'A5_gid42562576_RAP2.1_Atlg46768
'B2_gi30695605_RAP2.12_Atlg5391
'gi|18351137_Physcomitrella '
'B4_gid2562554_RAP2.6_Atlg43160
'Al_gil8416558_DREBI1A At4g25480
'Bl_gi2281634_RAP2.5
'A3_gil8405311_ABI4_At2g40220
'A6_gi2281632_RAP2.4
'Bl_gi42562651_AtERF3_At1g50640
'B5_gi42566428_AF080120

[

[
'Atlgl6060
059925600
0s6g05340

'wmiOl_10ms3_e03_Welwitschia
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana '
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274_ Pinus_PtANTL1
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica
'gi|21069053_Brassica
'gi|18346002_Physcomitrella '
'ecall_6csl_a05_ecall_13cs2_a02

"At2g41710
'At1g79700
058934360

0512903290

0s12g03290_1

'At3g54320
0s1g59780
0s11g19060
0s2g40070
0s6g944750
0s1g67410
0s3g56050
0s7g03250
0s3g12950
0s3g07940
'Atl1lg72570
'At5g57390

CAAAGCACTGGATTCTCTAGGGGAAGTTCAAAATATAGAGGTGTTACG---CTCCACAAATGTGGTCGATGGGAAGCTCGCATGGGTCAGCTCCTTGGCAAGAAGTATATTTATCTTGGA
CAAAGCACTGGATTCTCTAGAGGAAGTTCCCAATACAGGGGAGTCACA---TTGCACAAATGTGGACGATGGGAATCTCGGATGGGGCAGTTTCTTGGAAAGAAGTATATCTATCTTGGA
CACAGTACCGGTTTCTCAAGGGGCAGTTCGAAATACCGGGGAGTGACA---CTTCACAAATGTGGCCGTTGGGAAGCTCGAATGGGACAATTCCTTGGCAAGAAG-——————=———————
CACAGTACCGGTTTCTCAAGGGGCAGTTCGAAATACCGGGGAGTGACA---CTTCACAAATGTGGCCGTTGGGAAGCTCGAATGGGACAATTCCTTGGCAAGAAGTATATATATCTTGGG
————————————————————————————————————————————————————————————————————— TGTCTTGAATTTATTACACTTAAATTATCAAAGCTCATTAAGAGTCTAACG

CAGAGCACCGGCTTCTCGCGGGGCAGCTCCAAGTACAGAGGCGTAACC-~--CTGCACAAGTGCGGCCGGTGGGAGGCGCGCATGGGCCAGTTCCTCGGCAAGAAGTACATATATCTTGGG
------------------------------------------------------------------------------------------------------ GCACGAGGATATCTTGGG

1561 1571 1581 1591 1601 1611 1621 1631 1641 1651 1661 1671

| | | | | | | | | | |
ACTTACGCGACGCAAGAAGAAGCAGCTATAGCGTACGATATCGCAGCTATCGAGTACCGTGGACTCAACGCCGTTACTAACTTCGACATCAGCCGTTATCTGAAACTCCCGGTG——————
ACTTACGCGACGCAGGAGGAGGCGGCAATGGCGTACGACATGGCGGCCATCGAGTATCGGGGCCTGAACGCCGTCACCAACTTCGACCTCAGCCGGTACATCAAGTGGCTCCGG——————
ACCTACTCCACCCAGGAGGAGGCCGCCCGCGCCTACGACATCGCCGCCATCGAGTACCGCGGCATCAACGCCGTCACCAACTTCGATCTCAGCACCTACATCCGCTGGCTCAAGCCCCCC
ACTTTTGATACTCAGGAAGAAGC TGN = — = — = — o o
ACCTTTAGTACTCAGGAGGGAGCAGCTGAAGCATACGACGTTGCTGCAATCAAATTCCGAGGGTTGAATGCTGTGACCAACTTTGACATAACCAGATAT ———————————— e
ACTTTCAGCACACAAGAAGAAGCTGCAGAAGCATATGATGTTGCTGCAATCAAATTCAGAGGTGTAAATGCTGTCACAAACTTTGACATATCGCGATACGACGTGGAGAAAATCATGGCT
ACTTTTGGAACCCAAGAAGAAGCTGCAGAAGCTTACGATGTAGCAGCAATTAAGTTCCGTGGCACAAATGCTGTGACTAACTTTGATATCACGAGGTACGATGTTGATCGTATCATGTCT
ACATTCAGTACCCAGGAGGAGGCTGCAGAGGCCTATGATATTGCAGCCATCAAATTCCGAGGAATTAGTGCAGTGACAAATTTTGATATCAGCAAATATGATGTCCAACGGATATGTTCT
ACTTACAGCACTCAAGAGGAAGCAGCGGAGGCCTACGACATAGCTGCCATAAAATATCGTGGAATTAATGCCGTCACAAACTTTCATATCTCTCGTTAC-——————————————m e —
ACTTTTGGCACACAAGAAGAAGCTGCAGAGGCATACGACATTGCGGCCATCAAATTCAGAGGATTAACCGCAGTGACTAACTTCGACATGAACAGATACAACGTTAAAGCAATCCTCGAA
ACTTTTGGCACACAAGAAGAAGCTGCAGAGGCATACGACATTGCGGCCATCAAATTCAGAGGATTAACCGCAGTGACTAACTTCGACATGAACAGATACAACGTTAAAGCAATCCTCGAA
ACTTACAGCACTCAAGAGGAAGCAGCGGAGGCCTACGACATAGCTGCCATAAAATATCGTGGAATTAATGCCGTCACAAACTTTCATATCTCTCGTTACCTA- —————————————m———
ACATATGATACN — = — = = o o
CATTACGGGGCAGGTGATGATCGTGGAACAGAAGGTGACTTTCTAGGTAGCTTTTGTCTGGAAAGAAAGATTGATCTAACAGGATACATAAAGTGGTGGGGAGCCAACAAGAACCGTCAA
ACATACGCCACGCAAGAAGAAGCAGCAATCGCCTACGACATCGCGGCAATAGAGTACCGTGGACTTAACGCCGTTACCAATTTCGACGTCAGCCGTTATCTARAC———————————————
ACTTATGCAACACAAGAGGAGGCGGCCGTGGCGTACGACATCGCGGCGATCGAGCACCGCGGCCTCAACGCCGTCACCAACTTCGACATCAATCTCTACATCAGGTGGTACCACGGCTCT
ACTTTCGATACTCAAGAGGAGGCAGCCAAGGCCTATGATCTTGCTGCAATCGAATACCGAGGTGCCAATGCGGTAACCAACTTCGACATCAGCTGCTACCTGGACCAGCCACAGTTACTG
ACCTATAGTACGTTATCTCCTTTCCCTTTTTTC TTC = — = = = = = e e e e
ACATTCGATACCCAGGAGGAGGCAGCCACGGCCTACGACCTGGCGGCGATACAGCTCCGCGGCCGCAGCGCGGTCACCAACTTCGACGCCAGCTGCTACACCTACACGGACCACCTGCCG
ACATTTGGCACCCAAGAGGAAGCTGCAGAGGCATATGATATCGCTGCAATCAAATTCCGTGGTCTCAATGCTGTGACAAACTTTGACATGAGCCGGTACGATGTCAAGAGCATCATTGAA
ACCTTCAGCACCGAGGAGGAGGCGGCGGAGGCGTACGACATCGCGGCGATCAAGTTCCGGGGGCTCAACGCCGTCACCAACTTTGACATGAGCCGCTACGACGTCAAGAGCATCCTGGAG
ACTTTCAGCACGCAGGAGGAGGCTGCCGAGGCGTACGACATTGCCGCTATCAAGTTCAGGGGGCTCAACGCCGTCACCAACTTCGACATGAGCCGCTACGACGTCGACAGCATCCTCAAC
ACCTTCAGCACGCAGGAGGAGGCGGCGGAGGCGTACGACATCGCGGCGATCAAGTTCCGGGGGCTCAACGCCGTCACCAACTTCGACATGAGCCGCTACGACGTCAAGAGCATCCTCGAC
ACATTCAGCACGCAGGAGGAGGCGGCGGAGGCGTACGACGTGGCGGCGATCAAGTTCCGGGGGCTCAACGCCGTCACCAACTTCGACATCACGAGGTACGACGTGGACAAGATCCTGGAG
ACTTTCAGCACGCAGGAGGAGGCGGCGGAGGCGTACGACGTGGCGGCGATCAAGTTCCGGGGGCTCAACGCCGTCACCAACTTCGACATCACCCGCTACGACGTCGACAAGATCATGGCC
ACTTTCAGCACTCAAGAAGAAGCAGCAGAGGCATACGACATTGCTGCCATCAAGTTCCGTGGCCTGAACGCGGTGACGAACTTTGACATCACAAGGTACGACGTGGACAAGATCATGGAG
ACCTTCAGCACGCAGGAGGAAGCGGCGGAGGCGTACGACATAGCGGCGATCAAGTTCCGCGGCCTGAACGCCGTGACCAACTTCGACATCAGCAAGTACGACGTGAAGCGCATCTGCTCC
ACATTTAGCACGCAAGAAGAAGCAGCGGAGGCGTACGATATCGCGGCAATTAAATTCAGAGGCCTAAACGCTGTAACCAATTTCGATATAAATAGATATGACGTGAAGAGGATATGTTCA
ACATTTAGCACTCAAGAGGAAGCTGCAGAAGCTTATGATATAGCAGCGATCAAATTCCGCGGTCTAAATGCAGTCACCAATTTCGACATCAGTCGATATGATGTCAAATCAATTGCTAGC



'At5g17430 '

'Atl1g51190 '

'At3g20840 '

'At5g10510 '

'At5g65510
'1tu0l_l6ms3_h06_Liriodendron
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '
0s7g13170
'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '
054955560

'LEtuc02_10_21.9228_Lycopersico

'gi|5081555_Petunia '

'LEtuc02_10_21.11399_Lycopersic
'gi|28894444 Antirrhinum LIPLES
'gi|28894442 Antirrhinum LIPLES

'gi|21717332_Malus '
'gi|13173164_Pisum

'At5g67180 '

'At4g36920_ APETALA2 '
0s7g39110

056943220
'gi|2098818_Zea_mays '
'gi|11181612_Picea '
'gi|46395276_Pinus_PtAP2L1 '
'gi|11181610_Picea_abies '
'GMtuc03_04_25.877_Glycine '
'GMtuc03_04_25.876_Glycine '
'At2g39250 '

'At3g54990 '

'At5g60120 '

'At2g28550

'gi|5360996 Hyacinthus '
'pam01_2msl_c06_Persea
'gi|5081557_Petunia '
'GMtuc03_04_25.28779_Glycine
'GMtuc02_10_21.14413_Glycine
'MTtuc03_04_26.7790_Medicago
'STtuc02_10_23.1438_Solanum '
'STtuc021023.12365_Solanum '
'nad03_31ms3_d04_Nuphar '
'Barleyl_08369_Hordeum '
'HVtuc02_11_10.2029_Hordeum '
'TAtuc03_04_26.3851_Triticum
'TAtuc03_04_26.3852_Triticum
'SBtuc02_10_21.6764_Sorghum '
'SPtuc02_10_22.3366_Solanum '
'RAV2_gi30697755_At1g68840 '
'RAV1_gi42562037_Atlgl3260 '
'A4_gi30690008_TINY At5g25810
'A4_gi7212005AC023628 '
'gi|19789524_ Physcomitrella '
'gi|18348070_Physcomitrella '

"A2 gi30680919 DREB2A At5g05410
"A5_gi42562576 RAP2.1 At1g46768
"B2_gi30695605 RAP2.12 Atlg5391

'gi|18351137_Physcomitrella '

"B4_gi42562554 RAP2.6 Atlg43160
'Al_gil8416558 DREB1A At4g25480

"Bl_gi2281634 RAP2.5
'A3 gil8405311 ABI4 At2g40220

ACTTTCGGCACACAGGAAGAGGCTGCTGAGGCTTATGACATTGCAGCCATTAAATTCAGAGGATTAAGCGCAGTGACTAACTTCGACATGAACAGATACAATGTTAAAGCAATCCTCGAG
ACATTCAGCACGGAGGAAGAAGCAGCAGAAGCTTATGACATAGCTGCGATAAAGTTTCGAGGTCTAAACGCGGTTACAAACTTTGAGATAAATCGGTATGATGTGAAAGCCATCCTGGAG
ACTTTTAGCACTGAGGAAGAAGCAGCAGAAGCTTACGATATAGCTGCAATAAAGTTTAGAGGACTTAATGCAGTGACCAACTTCGAGATCAACCGGTACGACGTGAAAGCCATTCTAGAG
ACCTTTGCAACGGAAGAGGAAGCAGCTGAAGCGTATGACATAGCAGCAATCAAATTCAGAGGAATAAACGCTGTAACTAACTTTGAGATGAACCGTTACGACGTTGAAGCCATCATGAAG
ACCTTTGCAACCGAAGAGGAAGCAGCAGAGGCTTATGACATTGCAGCCATAAAGTTCAGAGGAATCAACGCAGTAACTAACTTTGAGATGAACAGGTATGACATTGAAGCTGTCATGAAT
CACTGTAGTACAAGTGAGGACACAGCAACTGAAAGCGAATATGCAAGCGGATTTTGCCTTGAGAGAAAGATTGATCTAACAAATTACATCAGATGGTGGGGTCACAATAAGATCCGTCGC
————————————————————— TTCTGTAGAGCGTATGATAGGGCAGCCATTCGCTTCAATGGACCGGATGCTGTTAGGAACTTTGATTCTGTTTCCTAT ---GATGGAGATGTCCCACTT
————————— TGCTTGTTGCAATTTGGTAGGGCTTATGACAGGGCTGCCCTTCGCTTCAATGGGAGGGAAGCTGTTACTAACTTTGAGCCTAGCTCCTACAATGCAGGAGATAATAACCTG

TTGTTTGACAGTGAAATTGAGGCTGCAAGAGCATATGACCGGGCAGCTATCCGCTTCAATGGAAGGGAAGCTGTTACTAATTTTGATCCTAGTTCTTAT—————— GATGGAGAT---GTT
CTGTTCGACAGCGAAGTTGAAGCTGCAAGAGCGTACGACAGGGCGGCGATTCGCTTCAATGGGAGAGATGCTGTGACTAACTTTGATAGTAGCTCCTAC—————~ AATGGAGATGCTACA
CTGTTCGACAGCGAAGTTGAAGCTGCAAGAGCGTACGACAGGGCGGCGATTCGCTTCAATGGGAGAGATGCTGTGACTAACTTTGATAGTAGCTCCTAC—————~ AATGGAGATGCTACA
CTCTTTGACAGCGAAGTTGAAGCTGCAAGGGCGTACGACAGGGCGGCGATTCGCTTCAATGGGAGGGAAGCTGTGACTAACTTTGAGAGCAGCTCCTAC—————~ AATGGGGATGCTCCA

TTGTTTGACACTGAAGTCGAAGCTGCAAGGGCATATGATAAGGCAGCGATCAGGTACAATGGAAGGGAGGCTATCACTAATTTCGAGCTTAGTTTGTATGAGGGAGAAATAATTGGAGAT
TTATTTGACTATGAAATAGAAGCTGCAAGGGCCTATGACCAGGCAGCTATCAGGTGCAATGGAAGGGAGGCAGTCACCAATTTTGATCCTAGCGTATATCAGAATGATCTTCTTACAGAA
CTGTTCGACACCGAGGAGGAAGCTGCCAGGGCGTACGACCGCGCTGCCATCAAGTGCAATGGCAAGGATGCGGTGACGAACTTCGATCCAAGCATTTACGCCGGGGAGTTCGAGCCGCCG
CTCTTTGATACTGAGGTTGAAGCTGCCAGGGCTTATGATAAAGCTGCCATCAAGTGTAATGGGAAGGATGCAGTTACTAACTTTGATCCTAGCATTTACGAAAATGAGCTAAACTCAACT
CTATTTGATACTGAAGTTGAAGCTGCCAGAGCTTATGATAAAGCTGCTATCAAGTGTAATGGAAAAGATGCAGTTACCAACTTTGATCGTAGCATTTATGAAAATGAACTTAACTCAACC
CTATTTGATACTGAAAATGAAGCTGCCAGGGCCTATGATAAAGCCGCCATCAAATGTAATGGAAAGGAAGCTGTTACTAATTTTGATCCTAGCATTTATGAAGATGAATTCAAAACAGCT
CTTTTTGATACTGAAGTTGAAGCTGCCAGGGCTTATGATAAAGCCGCCATCAAATGCAATGGAAAGGAAGCTGTGACCAATTTTGATCCCAGCATTTATGAAGAAGAACTCAAAGCAGCA
TTGTTTGACACTGAGGTTGACGCTGCAAGGGCTTATGACAAAGCAGCAATCAAGTGTAATGGCAAAGAAGCTGTCACAAACTTTGATCCCAGCATCTACGATAACGAACTCAACTCCTCT
TTGTTTGACACAGAGGTTGAAGCTGCAAGGGCTTATGACAAAGCAGCTATAAAATGCAATGGAAAAGAGGCTGTAACTAATTTTGAACCAAGCATCTATGATAGTGAGCTTAATACTGCA
CTCTTTGATACCGAGATTGAAGCTGCTAGAGCTTATGATAAAGCGGCAATAAAGTGTAATGGGAAAGACGCTGTTACCAATTTTGACCCTAAAGTATACGAGGAAGAAGAAGATCTTAGC
TTGTTCGACACCGAGGTCGAAGCTGCTAGAGCTTACGATAAAGCTGCAATCAAATGTAACGGCAAAGACGCCGTGACCAACTTTGATCCGAGTATTTACGATGAGGAACTCAATGCCGAG
CTGTATGACACGGAGATGGAGGCTGCCAAGGCTTATGACAAAGCGGCGATCAAGTGCTGTGGCAAGGAGGCTGTGACCAACTTTGACACCCAAGCGTACGAGGACGAGCTCAACCTGCAA
CTGTATGACACGGAGATGGAGGCTGCCAAGGCTTATGACAAAGCGGCGATCAAGTGCTGTGGCAAGGAGGCTGTGACCAACTTTGACACCCAAGCGTACGAGGACGAGCTCAACCTGCAA
CTGTATGACACAGAGACGGAGGCTGCCCAGGCATATGACAAGGCTGCCATCAAGTGCTACGGCAAGGAGGCGGTGACCAACTTCGATGCCCAGAGCTACGACAAGGAGCTC————————~
TTATTTGACAGCGAAGAGGATGCTGCAAGGGCATATGATAAGGCAGCTATCAGGTGCAATGGAAAGGACGCAGTCACGAACTTTGATCCTAGCTCATATGAAAATGAGATTCTTGAAGAA
TTATTTGACAACGAAGTGGAAGCTGCAAGGGCATATGACAAGGCTGCAATTAGATGCAATGGGAGGGAGGCAGTTACCAACTTTAGCCCTGAGCTATATGAAAGTGAATTAGCCCTTACA
TTATTCGACAACGAAGTGGAAGCTGCAAGGGCATATGACAAGGCTGCAATTAGATGCAATGGGAAGGAAGCAGTTACCAACTTTAGCCCTGAGCTATATGAAAGTGAATTAGCCCTTACA

———————————————————————— AAAAAGGCTTATGACAAAGCGGCTATCAAGAGCAGTGGAAGGGAAGCTGTAACCAATTTTGAGCCAAGTTCTTATGAACGGGAAGTGCTCACTGAG
CTATTCGACAGTGAAATTGAAGCTGCAAGGGCTTACGATAAAGCAGCCCTCCAATGCAATGGAAGGGAAGCGGTTACCAACTTTGAACCAAGTACATACGAAGGAGAAATAATATCTGAA
CTGTTTGACAGTGAGATAGAAGCTGCAAGAGCGTATTACAAGGCTGCAATAAAATGCAATGGAAGGGAGGCAGTCACCAATTTTGAGCTAAGTACGTATGAAGGGGAATTGAGTACTGAG
—————————————————————————————— GCTTATGACAAGGCAGCTATCAAGTGCAATAGAAGAGAGGCTGTCACTAACTTTGAGCCAAGTATATATGAGAGCGAGATGAAACCTGAA
CTATTCGACAGCGAAGTAGAAGCTGCAAGGGCTTATGACAAGGCAGCTATCAAGTGCAATAGAAGAGAGGCTGTCACTAACTTTGAGCCAAGTACATATGAGAGCGAGATGAAACCCGAA
CAATACGTTTCTCTCTTTCCGGAAATCAAGGCTTATGACAAAGCAGCTCTAAAATGCAATGGAAGAGAGGCTGTGACTAACTTCGAGCCAAGTACATATGAAAATGAGATGAAACCGGGA
—————————————————— CTGCAAATTAGGGCTTACGATAAAGCGGCAATTAAAACTAGCGGAAGGGAGGCTGTTACCAACTTTGAGCCAAGTACCTATGAAGGGGAAACAATGTCTTTA
TATCTCCCTTTTTATTTTATGCAAATTAGGGCGTATGATAAGGCTGCGATCAAATGTAATGGAAGGGAGGCTGTTACCAATTTCGAGCCAAGTACATATGAAGGGGAAACAAACTCTAAC
CTCTTTGACAATGAAATAGAAGCTGCAAGAGCTTATGATAAGGCTGCCATAAAATGCAATGGAAGGGATGCTGTTACAAATTTTGAACCTAGCTCTTACGAAGGAGAACTTTTTGCTGAA
————————————————————————————————— TACGACAAGGCGGCGATCAAATGCAATGGTAGAGAGGCCGTGACGAACTTCGAGCCGAGCACCTATGATGCGGAGCTGCTCAATGAA
———————————————————————————————————————————————— GCACGAGGCAATGGTAGAGAGGCCGTGACGAACTTCGAGCCGAGCACCTATGATGCGGAGCTGCTCAATGAA
—————————————————————————————— GCTTACGACAAGGCGGCGATCAAATGCAACGGTAGAGAGGCCGTGACGAACTTCGAGCCGAGCACCTATGATGCGGAGCTGCTCAATGAA
CTATTCGACAATGAAGTAGAGGCTGCAAGGGCTTACGACAAGGCGGCGATCAAATGCAACGGTAGAGAAGCCGTGACGAACTTCGAGCCGAGCACCTATGATGCGGAGCTGCTCAATGAA
CTATTCGACAGCGAAGTAGAGGCTGCAAGGGCTTACGATAAGGCCGCAATCAAATGCAATGGTAGAGAGGCCGTGACGAATTTCGAGCCAAGCACATATGATGGGGAGCTGCTGACTGAA
——————————————————————————————————————————————————————————————————————————— ACGAATTTCGAGCCAAGCACATATGATGGGGAGCTGCTGACTGAA



"A6_gi2281632 RAP2.4
"Bl_gi42562651 AtERF3 At1g50640 '
'B5_gi42566428 AF080120 '

[

[

'Atlgl6060 '

059925600

0s6g05340
'wmiOl_10ms3_e03_Welwitschia
'nad03_15ms1_h07_Nuphar '
'gi|38492172_Nicotiana
'1tu0l_5ms4_all_Liriodendron '
'At4g37750_AINTEGUMENTA '
'gid6395274__ Pinus_PtANTL1 '
'gi|18356869_Physcomitrella '
'gi|21069051_Brassica '
'gi|21069053_Brassica '
'gi|18346002_Physcomitrella '
'ecall_6csl_a05_ecall_13cs2_a02 '
'At2g41710 '

'At1g79700 '

0s8g34360

0512903290

0s12g03290_1

'At3g54320 '

0s1g59780

0s11g19060

0s2g40070

0s6g944750

0s1g67410

0s3g56050

0s7g03250

053912950

0s3g07940

'At1g72570 '

'At59g57390 '

'At5g17430 '

'At1g51190 '

'At3g20840 '

'At5g10510 '

'At5g65510
'1tu0l_l16ms3_h06_Liriodendron '
'ZMtuc03_08_11.12253_Zea '
'ZMtuc02_12_23.7359_Zea '
0s7g13170
'Barleyl_18652_Hordeum '
'gi|18476518_Hordeum '
'TAtuc03_04_26.7877_Triticum
'atr0l_4msl_d10_Amborella '
'gi|46395278_Pinus_PtAP2L2 '
054955560
'LEtuc02_10_21.9228_Lycopersico '
'gi|5081555_Petunia
'LEtuc02_10_21.11399_Lycopersic '
'gi|28894444 Antirrhinum LIPLES '
'gi|28894442 Antirrhinum LIPLES '
'gi|21717332_Malus '
'gi|13173164_Pisum '

'At5g67180 '

'At4g36920_ APETALA2 '

0s7g39110

056943220

'gi|2098818_Zea_mays '
'gi|11181612_Picea '

1681 1691 1701 1711 1721 1731 1741 1751 1761 1771 1781 1791
| | | | | | | | | | |

——————————————————————————————————————————————————————————————————————————————————————————————————————————————— CCGGAGAAC
————————— CCCGGCGCCGACGGCGCGGGCGCTCCCCAGAAT————— - - —~CCTCACCCCATGCTGGGTGCTCTGTCGGCGCAGGATC TCCCGGCGATCGACCTCGACGCCATGGCGTCG
TCCTCCTCCTCCGCCGCCGGCACGCCCCACCACCACGGCGGT ———mmm mm o e GGCATGGTCGTCGGCGCCGACCGCGTGCTCGCCCCGGCGCAG

AGTAACACACTCTTGTCTGGAGAGTTAGCGCGAAGGAACAACAACAGCATTGTCGTCAGGAATACTGAAGACCAAACCGCTCTAAATGCTGTTGTGGAAGGTGGTTCCAACAAAGAAGTC
AGTAGCACATTGATTGCTGGAGATTTAGCCAAGCGCAACAAAGAAATTGAACAATCCAGCGAGCCCAGTGGGGACAGCCCACTTCAGATCGAAGCAGCAGCCCCTCTCCAGATCGAAGCA
AGCCCTAGTCTTCCTATTGGTAGCGCCGCAAAACGTCTCAAGGAGGCTAACCGTCCGGTTCCAAGTATGATGATGATCAGTAATAACGTTTCAGAGAGTGAGAATAGTGCTAGCGGTTGG
AGCCCTAGTCTTCCTATTGGTAGCGCCGCAAAACGTCTCAAGGAGGCTAACCGTCCGGTTCCAAGTATGATGATGATCAGTAATAACGTTTCAGAGAGTGAGAATAATGCTAGCGGTTGG

CCAGAATCTTCATCAAAAGCATCAGAGGATGCAAAC-————- GTCGAAGATGCTGGTACTGAGCTTAAAACACTGGAACACACATCCCATGCAACAGAACCATACAAGGCGCCAAACCTT
——————————————————————————————————————————————————————————————————————————————————————————————————————————————— CCTAACGCC
TGCCGCTCCAGCAGCGCCGCCGCCGCCACCACCATCGAAGACGATGATTTCGCCGAAGCCATCGCCGCCGCGTTGCAAGGCGTCGACGAGCAGCCGTCGTCGTCGCCGGCGACGACGCGC
GCACAGCTGCAACAGGAACCACAGTTATTGGCACAACTGCAACAAGAGCCACAGGTGGTG-————=—=———~— CCAGCATTACATGAAGAGCCTCAAGATGATGACCGAAGTGAGAATGCA
CCGCCGCCGCCGCCGCAGCCACCGTCCGTCTGCAAGACCGAGCCGGAGCTGGAGCCG——————=—=—=———— CCGCAGCCGGCGGCGCCTCCAGGCTCGGAGTCACTTCTCCGGCCCAAG
AGCAGCAATCTCCCAATTGGTACTGGAACCACCCGGCGATTGAAGGACTCCTCTGATCACACTGATAAT————————— GTCATGGACATCAATGTCAATACCGAACCCAATAATGTGGTA
AGCAGCACGCTGCCGGTGGGC---GGCGCGGCGAGGCGGCTGAAGGAGGCGGCGGACCACGCGGAGGCGGCCGGCGCCACCATCTGGCGCGCCGCCGACATGGACGGCGCCGGCGTCATC
——-AGCGACCTGCCGGTCGG == == ——m—— e e e e GGCGGAGCCGCCACGCGC
AGCGCTGCCCTCCCCGTCGGCACCGCCGCCAAGCGCCTCAAGGACGCCGAGGCCGCCGCCGCCTACGAC————————~ GTCGGCCGCATCGCCTCGCACCTCGGCGGCGACGGCGCCTAC

AGCAGCACGCTCCTCCCGGGGGAGCTGGCGCGGCGCAAGGGTAAGGTCGGCGACGGCGGCGGCGCGGCGGCGGTCGCCGACGCCGCGGCCGCCTTGGTGCAGGCCGGGAACGTGGCGGAG
AGCAACACCCTCCTCCCCGCCGACCTCGCCCGCCGCAACGCCGCCACCACCACCTCCAAGGACGACCACTCCGCCGCCGGCGCCGGC--~-GCCATTGTCTCGGTGCACTCCGCCGCCGAC
AGCAGCTCGCTGCTGCCTGGTGAGGCAGCGCGTAAGGTGAAGGCGATCGAGGCAGCGCCGGACCATGTGCCAATAGGCCGCGAGCTCGGTGCGACCGAGGAAGCGAGCGCTGCTACTGTC
AGCACCCACCTCATCGGCGGCGACCTCGCGTGCCGCCGCTCCCCGACGCGCATGCTACCACCGGACGCTCCGGCCGGCGCCGCCGGCGTCGACGTCGTCGTGGCGCCGGGCGACCACCAG
AGCTCAACGATTGTTGATAGCGACCAGGCCAAACATTCTCCCACCAGCTCTGGCGCCGGCCAC— == === e e e e e e e e e e e e
TGTAATCTCCCTGTGGGTGGACTAATGCCTAAACCTTCTCCAGCAACCGCAGCGGCTGACAAAACCGTTGATCTTTCTCCATCCGACTCTCCATCTCTAACCACACCGTCCCTCACGTTC
AGCCCGAGTCTACCTATTGGTAGTTCTGCGAAACGTCTCAAGGACGTTAATAATCCGGTTCCA---GCTATGATGATTAGTAATAACGTTTCAGAGAGTGCAAATAATGTTAGCGGTTGG
AGCAACACACTTCCTATAGGAGGTGGTGCGGCTAAACGGCTCAAAGAAGCTCAAGCTCTAGAATCATCAAGAAAACGAGAG---GAAATGATAGCCCTCGGATCAAATTTCCATCAATAT
AGTAGCACTCTTCCCATCGGAGGAGGCGCAGCTAAACGGCTCAAAGAAGCTCAAGCTCTTGAGTCTTCAAGGAAACGCGAGGCGGAGATGATAGCCCTTGGTTCAAGTTTC--~-CAGTAC
AGTGCACTTCCCATCGGTGGTGCAGCTAAACGT————————— CTTAAGCTCTCTTTGGAAGCTGCTGCTTCATCAGAGCAGAAACCAATCCTCGGTCATCATCAACTTCACCATTTCCAG
AGTTCTTTACCTGTAGGAGGAGCAGCTGCGAAACGCCACAAACTCAAACTCGCTCTTGAATCTCCTTCTTCATCATCCTCT === === == —m e e e e e GAC
GCAGAAACTGCAACTAATCCTCAGGAAGAATCACATGGTATTTCAGAATACGTCGGCGGGGAACTAAAGACACTGGAATGGCCTATCCAGCATACTGAACCA-—————————————————
CCACCTGCAATTGAGAAAGATGTGGTTGATGGAGACATCCTTGATCTGAATTTGAGGATTTCACAACCTAACGTGCATGATCTCAGAAGT——— === === m e e
CGTGACACCGAAACCGAGGCAATTGATGATGGTGATGCCATTGATTTGGATTTGCGGATTTCACAGCCTAATGTGCAAGACCCCAAAAGG-—— === === mm e e
CTACCTGAAACCGACAATGAAGTGGTTGATGGAGACATCATTGACTTAAATCTGAGAATTTCACAGCCTAACGTTCATGAGCTGAAAAGT ——— === ————m——m e e e e
CCTGACGTCGAAAATGAGGCAATTGTTGATGCTGATGCTCTTGACTTGGATCTAAGGATGTCGCAACCTACCGCGCACGATCCCAAGAGG- == === === m e e
CCTGACGTCGAAAATGAGGCAATTGTTGATGCTGATGCTCTTGACTTGGATCTAAGGATGTCGCAACCTACCGCGCACGATCCCAAGAGG- == === === m e e
CCCGACGCCGAAAATGAGGCAATTGTTGATGCTGATGCTCTTGACTTGGATCTGCGGATGTCGCAACCCACCGCGCACGATCCCAAGAGG- == === === m e e

GGTATT---GAT---CAAAATCTGGATCTCAGCCTTGGCATTTCTGCACCAACTTTACCTGACACTACGGTTTCACGAGATAATAAGATAGGAGGGTCAAAGGTGAAAACTAGCACAAAC
GCAGCG---GCC---ACGGGTGATGCCGCCGAGCACAACCTGGACCTCTCGCTTGGGAGCTCGGCGGGCTCCAAGAGGGACAACGTTGACGGTGGCGGG—————— === === === ——————

GAA-————— TCT---ACAGACAGTGGGGCAGATCACAATCTCGACTTAAGT TTGGGTGGTTCAAGCTCAAAGAAAAACAAT —— — —————— e AGAGAATTTGGGGAT
GAA—————— TGT---ACTGATAATGCAACGGACCACAATCTTGACTTAAGCTTAGGAGGTTCAAGC —— = — = — = — — m o CAAGAAATGGGGGAC
GAG-————— TCT---TCCAAAAGTGAAGGGGATCACAATCTAGACCTAAGTTTGGGCAACTCATCGGCATCAAAGTCTAGT —————————————— e GGTCGGGAACGA-——
GCAGAG---CCT---TCCAACAAGGCAGCTGATCATGATTTGGACCTGAGTTTGGGTAAC—~-TCGGCATCAAAATCGAGC—————————————m—mm—m— o — = — GGGCAAAGGCCCGGG
GAATCA---TCG---GGTGTTATTGCTGCGGATCACAATCTCGATTTGAGTTTGGGTAGCACAAACTCAAAGAAAAACAATCAAGCATTAGGGAATGATCATCATAGCCAAAATGTTGCA
GAA—————- CCA---GCAAGTAGTGGAAGTGATCACAATTTGGATTTAAGTTTGGGAAATTCAAGTTCAAAGCACATGAATAAC————————— ACTCAATCATTTGGGAATAACACATCA
TCA——————m——m GAGACGACGAGGAACGGTCATAATCTTGGTCTAAGTCTAGGAGAATCATCATCTGAAGAGTTTAGA ~ —— —— = — = m
TCATCAGGGAAT---CCTACTACTCCACAAGATCACAACCTCGATTTGAGCTTGGGAAATTCGGCTAATTCGAAGCATAAAAGT ——————————————— CAAGATATGCGGCTC
PCTTGGGATAGC—————————————————— GAGCTTGATCTTGAGCTCAGCCTCGGGTGC — — —— — e
PCTTGGGATAGC——————————————— GAGCTTGATCTTGAGCTCAGCCTCGGGTGC — — —— — e

GGAAGAGAGAGTCAGACTTCTACAGGTTTTGACCAGAATTTGGACCTTAGCCTCGGGATTGGTCATGTTACAACGCAATTGAAGATAAGCCCTTCATACAAATCTAGGGTAGAAGAAGAC
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GAGGAG-==——=—=———————— AAAGGTCGAGATCCAGATCTGGATCTTAGTCTTGGTAATTCAACTCCAAAAGAAGGCTCTTTGGTTTCA———————m e e e
GAGGAC————=———————— AAAGGTCATGATCCAGATCTGGATCTTAGTCTTGGTAATTCAGTTCCAAAAGATGGCTCTTTGGTCTCA——— == ——m e e e
TCGAGCATGGCAGGCACTAGCCATAATCTTGATTTGAGCCTAGGAATTTCTCCATCTTCTAAAAGATTGAAGAATGACTATAGTGGAGGGTATTCC————————— e
TCCAACATGACAGGCACTTGCCATAATCTTGATTTGAGCCTAGGAAT TTCTCCGTCTTC T m = — = — = — e e e

TTAAGCTCGACCTCAACTTGGGAATC TC TC T T T CAC = = — = = m e e e e
AGCAATAACTCTGAGATTGACCTCAACTTGGGAATCTCTTTATCGACCGGTAATGCGCCAAAGCAAAATGGGAGGCTCTTTCACTTCCCTTCTAAT ————————— e
GCAGATAGTGATGCCATTGGCCATGACATCGATCTGAACTTGAGGATATCTCAACCGAATGTTAGCAGTCCAAAGAGGCGTGATAAT —— == — == — e e e e e
GCTGATACATCAGGCACTGCCAGCAATCTTGATTTGAATTTGGGGATTTCTCCCCCTTCTGTACCTGCTGGTGATGAATATGACAACTCTGTGGATTACAAT ———————mm e e e
GCTGATAATGGAGGTGCAAGCCACAATCTTGATCTGAACTTGGGAATAGCCTCCTCTTCTATA--~-GCTGATGACCAGCATGACAACACCTGCCTAATTGGGAAT———————————————

GCTATTAATGAAGGTGGCAGTCACGACCTTGACCTCAATCTGGGCATAGCAACCCCAGGACAT—————— GGTCCCAAAGAAAATAGGGGCCATCTTCAGTTC——————————— e ——
GCTATTAATGAAGGTGGCAGTCACGACCTTGACCTCAGTCTGGGCATAGCGACCCCAGGACAT—————— GGTCCCAAAGAAAACAGGGGGCATCTTCAGTTC——————————— e ——
GCTATTAATGAAGGTGGCAGTCACAATCTTGACCTTAATTTGGGCATGGCGACTCCAGGACAT—————— GAACCCAAAGAAAACAAAGGATATTGTCAATTT-—————————mm e —
CCACAGAGTGAAGGTAGCCAACATGATCTTGATCTGAACTTGAGGATATCAACCACT———————————— TCTTCAAAGGAAAATGATAGGTTGGGAGGTTCT——————————— e
CCTCAGAGTGAAGGTAGCCAACAGGATCTTGATCTAAACTTGGGGATCGCGACTTCT-——————————— TCTCCGAAGGAAATTGAAAGGTCTTCGAGTTTC——————————————————
GGCGATGGTGGTGGCACTACCCACAATCTCGATCTCAATTTGGGTATTTCTCCGCCTGTTTGTTCTCATGCTTCTAAAGTCGACAGCAATTCTGCTGCCTTA- ——————— e e
GCTGCTGCTGAAGGCGCTGATGTCGACCTCAACTTGAGCATATCTCAACCAACTTCACAAAGT-———————— CCCAAAAGGGATAAGAGCACCCTTGGCCTG-—m—m—m e e e
GCTGCTGCTGAAGGCGCTGATGTCGACCTCAACTTGAGCATATCTCAACCAACTTCACAAAGT-———————— CCCAAAAGGGATAAGAGCACCCTTGGCCTG-—m—m—m e e
GTTGCTGCTGAAGGCGCAGATGTCGACCTCAACTTGAGCATATCTCAACCAACTTCACAAAGT-———————— CCCAAAAGGGATAAGAGCAGCCTTGGCCTG-—m—mm e e e
GTTGCTGCTGAAGGCGCAGATGTCGACCTCAACTTGAGCATATCTCAACCAACTTCACAAAGT-———————— CCCAAAAGGGATAAGAGCAGCCTTGGCCTG-—m—mm e e e
GTTAGCACTGAAGTTGCTGAAGTTGATCTGAACTTGAGCATATCTCAACCGGCATCTCAGAGC———=————— CCCAAAAGAGATAAGAGCTGCCTAGGCCTG-——m—— e
GTTAGCACTGAAGTTGCTGAAGTTGATCTGAACTTGAGCATATCTCAACCGGCATCTCAGAGC————————— CCCAAAAGAGATAAGAGCTGC? TAGGCCTG-———m—— e

—————— AACGTTCTGGAAGACGGCGAT---TTAGCTTTTCTTGAAGCTCACTCAAAGGCCGAGATCGTCGACATGTTGAGAAAACACACTTACGCCGACGAGCTTGAACAGAACAATAAA
—————— GACGTGAAGATGGACGAAGACGAGGTCGATTTCTTGAATTCTCATTCGAAATCTGAGATCGTTGATATGTTGAGGAAACATACTTATAACGAAGAGTTAGAGCAGAGTAAACGG
_______________ GACCTAGCCGGCTCTTTCCCACGCCCTAGCTCGCTTAGCCCTCGAGACATCCAGGTCGCGGCTCTCAAAGCCGCACACATGGAGACCTCACAGTCTTTTTCTTCT
_______________ GAAGAAATCGAGGATCTACCTCGACCGTCCACGTGTACTCCCAGAGATATCCAAGTCGCAGCGGCCAAAGCAGCCAACGCCGTGAAGATCATCAAAATGGGAGAT
_______________________________________________________________________________________ GACAGCCCTCCTCGATGCGCAGCCCGTTGCAAT

———CCTTCGTCTCCTTCCTCCGTCTCTTCCTCTTCCTCCTCCGTCTCCGCCGCTTCTTCTCCTTCCACCTCCTCTTCCTCCACTCAAACCCTAAGACCTCTCCTCCCTCGCCCCGLCCGCC
———————————— AACCTACGTCATAACGGATTTCACATCGGAGGCGATTTCGGTGAATATAAACCTCTTCACTCCTCAGTCGACGCTAAGCTTGAAGCTATTTGTAAAAGCATGGCGGAG
—————————————————— ATCGATTCTTCTTCTCCTCCTCCTCCTAATCTCCGATTTAATCAGATTCGTAATCAAAATCAAAACCAAGTCGATCCGTTTATGGACCACCGGTTATTCACC
—-—CCTCCTCCGGTGACGGAGAATGTTGAAGAAGCTTCGACGGAGGTGAAAGGAGTTTCGGATTTTATCATTGGCGGTGGAGAATGTCTTCGTTCGCCGGTTTCTGTTCTCGAATCTCCG
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CCTATCGATACCGCGAATAATCTCCTCGAGAGTCCGCATTCTGATCTTAGCCCATTTATAAAACCTAACCACGAGTCTGACT TA- === === m e e e e
TCGTTCCAGCACGACGGCCATGGCGCCGCGGCGGCGGCGGCACAGCTGATCCCGGCAAGACATTCGCTCGGCCACACGCCGACA-———— === — e e e e
AGCTACCCGATCAGCGCCGCCGCCGACGACGACGTGGCCGGCTGCTGGCGGCCGTTGCCGTCGCCG—————— TCGTCGTCGACG————————————— e e

AGTACTCCCGAGAGACTCTTGAGTTTTCCGGCGATTTTCGCGTTGCCTCAAGTTAATCAAAAGATGTTCGGATCAAATATGGGC—— === === — e e e e e
GCTCATAATTCTCAGTCCAGGTCTCACAATGACAACGCCAAGGATGGGAACAATAGCACTAGTAACGATAGTCATCATAATAATAATGTTGTTGGGTCTATGAGT - - === =——==—=——=—
CAAAACGCTGCGGTTCAGCATCATCAGGGAGTAGATTTGAGCTTATTGCACCAACATCAAGAGAGGTACAATGGTTATTATTACAATGGAGGAAACTTG-————==——=———————————
CAAAACGCTGCGGTTCAGCATCATCAGGGAGTAGATTTGAGCTTATTGCAGCAACATCAAGAGAGGTACAATGGTTATTATTACAATGGAGGAAACTTG--———==——————————————

GCCGCGGATARAGCCGAT——————————mmmmmmmmmmm TCCGATTCTAAGCCCATTCGAAGCCCT = = — — — m o e e e e e e e
CAGCTGCAAACCGCGGACGACGACGACGACGACCTCGTGGCGCAGCTCCCGCCCCAGCTGAGGCCGCTGGCTCGCGCGGCGTCC - —mm——mm —m - mmmm o
GTCCAAGAGCTCAGTTCCAGTGAAGCAAATACATCAAGTGACAACAATGAGCCACTTGCAGCCGATGACAGCGCCGAATGCAT G- —— == — == ——m oo e e e
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TCCGGCCTGGCCGACGTCGGGATGGGCGCCTACGCCGCCTCGTACCACCACCACCACCACCACGGCTGGCCGACCATCGCGTTCCAGCAGCCGCCGCCGCTCGCCGTGCACTACCCGTAC

GCCTCTAAGTTCCCCTCTGAC———————————m e e e e e CCATCGCTGCCGCTGCCGTCGCCTGCCATGCCACCG———=—=——————————m
GCCGCGCATTACGGCCACCACCACCACTCGGCCGCCGCC———==———— GCCTGGCCGACCATCGCGTTCCAGGCGGCGGCGGCGCCGCCGCCGCACGCCGCCGGGCTTTACCACCCGTAC
TGGAAGATGGCCACCGCCGCCGCGCTGCCAGCGGCGGCGAGAACGGAGCAGCAGCAGCAGCATGGGCACGGCGGCCACCAACAC——— === === ———— e
ATCGCCGTCGCCGACACCCTCTGGAAGGCCACCACTGCCCCGAGGCAGCAGCAGCAGCACCACGACGACGTCGTGCTGTCCGGC—— === === ————m e e e
ACGGGC-—=—————— ACCGACTGGAGAATGGTGCTCCATGGATCACAGCAGCAGCAAGCTGCAGCGTGCACCGAAGCAACGGCAGATCTTCAGAAGGGCTTCATGGGTGACGCGCACTCG
CAGATCAGCGCCGGTGGCGGCGGCGCGTCCGACAACTCGGACACCGCCTCCGACGGCCACCGCGGCGCGCACCTGCTGCACGGC— === === == ——m—m e e e e CTG
AATGTGGCAACACCGGTCAATGACCATGGAGGAACTTTTTACCACACTGGTATACCAATCAAACCAGACCCGGCTGATCATTATTGGTCCAAC---ATCTTTGGATTCCAGGCA-—————
CAAAACACTGCGTTTCAGCATCATCAGGGAATGGATTTGAGCTTATTGCAGCAACAGCAGGAGAGGTACGTTGGT-——————=——==——————— TATTACAATGGAGGAAACTTG---—-—

GGTGCAGCGAGCGGCTCGAGCTCTGTTGCTTCCAGCTCTAGGCTTCAGCTTCAACCTTACCCTCTAAGCATTCAACAACCTTTTGAGCATCTTCATCATCATCAGCCTTTACTTACTCTA
GGTGGTGGCTCGAGCACAGGCTCTGGCTCCACCTCATCAAGACTTCAGCTTCAACCTTACCCTCTAAGCATTCAACAACCATTAGAGCCTTTTCTATCTCTTCAGAACAATGACATCTCT
CAACAACAACAACAACAACAGCTTCAGCTTCAGTCATCTCCTAATCACAGTAGCATTAACTTCGCTCTCTGTCCTAATTCAGCAGTTCAG- = —— === m—mmm o mmm
CATAACCTCCAACAACAACAGTTGCTTCCGTCCTCTTCTCCCTCGGAT — —— = = = = m o e CAA— e

AATAGAGGTCAAAATCCTTCCTCAATGCAATTCGATGTTGATTGGAGGCATAACGGGTTAAGGCCTGAGAAG—————~- CAAACTGCACCAGTTGATATGGATGCT-———-— CGACGAAGA
AATAGGGGTCAAAATTCTTCATCTAATTTGCAATTGGATGGCCATTGGGGC———— == === == — e e e e e e e e e
—--—-GACAATCATTCTTCGTCGTCGATGCAATTGGAGGCTGATTGGAGA-————— CAATGGAAGCCTGAGCAA-————-— CAATTGACCTCAAACAACGTCGGTAACCCTGGG---AAACAA
TTTGTAGACCAGCCTTCTTCGTCAATGACATTTGAAGTTGATTGGAGACGCCACGGATTGAAGCCTGAGAAC————————— CACATGACTTCGACCGACATTGATAATCCCCGGAGAAGA

ATGGAACACCAGCATTCTGTCTCGATGCAACTTGATGCCAATTGGAGGAGTCAAGGACTTCGGCCTAAGCTTAACATACAACGAGATCGATCAAGAGACGACATTGATGCTCAGAGAAGA
AATGTTGCAAATCATGATCAATCTAATTGGCAGAATGGGGGGAACATAAACAAGCCTAAGCTTGTGAATATTTTACCAAAACCATATAATAGACCAAACAACATGGAACCATATGGAAGA

------------------------------------ AAGGACAACACCGATGGTTCAATGAGACCGGAGTCTGATTTAAGCACTTTGTCTGAAGCTAATTGGAAGACA-———————————
------------------------------------ AAGGACAATAACGATGGCCCAATGAGATCAGAGTCTGATTTATGCACTTTGTCTGAACCTGATTGGAAGACATCCTGC——————
------------------------------------------------ PTG G A = — — = = — e e e e e e
CGGCAG = = = TTGTTTCTCTCCGTCGACGCTAACGGAAAACGTAAC————=———m——mmmmm e
CGTCGTAATGGTAACGGARAC —— === ==~ m m o oo e ATGACTAGGACGTTGTTAACGTCGGGGTTGAGTAAT — = —— == ———— —m e e
PCTTCTTCTTTAACG— == = = = = = e TTTTCATCTTCACAGTCTTCTTCTTCGCTAGAGTCT — == === ———m —m e
GATGACGTGGCAGGA = —— = = e e ATAGACGACGGAGATGATTTCTGGGAAGGC ——— == ——————mm e
PCGCCGCGCGAA———— = —————— e GTC——m—————m o CAAGCGGCAGCGACCGCAGCCGCCGTGGCATGC -~ ————————————————— o —————
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——————————————————————————————————————————————————— TCACAGAGTCAATCTTCGTCAGAGGACAACGATGATCGGAAAACARAGCTCTTGAAGTCGTCACCTTTA
——————————————————————————————————————————————————— ACGTCGGCGCTCAGCCTGCTGCTGCAGTCGCCCAAGTTCAAGGAGATGATCGAGCGGACGTCGGCGGCG
——————————————————————————————————————————————————— ACCACGGCGCTCAGCCTGCTGCTCCGGTCGTCGATGTTCCAGGAGCTCGTGGCGCGGCAGCCCGTCGTG
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——————————————————————————————————————————————————— ACCTCCCCGATCGGACTGCTGCTGCGGTCGCCCAAGTTCAAGGAGATCATCGAGCAGGCGGCGGCCGCG
——————————————————————————————————————————————————— AATGAACCCCTTCCAATTGTTGATGGCATTGAAGAAAGCCTCTGGAGCCCTTGCTTGGATTATGAATTG

CAGAACAACAACGATATCTCTCAGTATCATGATTCCTTT-——=————— AGTTACATTCAGACGCAGCTTCATCTTCACCAACAACAAACCAACAATTACTTGCAG-=-———~ TCTTCTAGT
CATTACAACAACAACAATGCTCACGATTCCTCCTCTTTTAATCACCATAGCTATATCCAGACACAACTTCATCTCCAC---CAACAGACCAACAATTACTTGCAGCAACAGTCGAGCCAG

—————————————————————————————————————————— GATGGTACCCTGACTGGTTTTGGATTAAGTTGTAATTCTCCTGAAGCTTCAAGCTCCATTGTTTCTCAGCCAATGGGC
—————————————————————————————————————————— GACAATACCTTAGCTGGCCTCCAGCCAACATGTGATTCCCCTGAATCTTCARATACGATGGCTTCTCAGCCAATGAGC
—————————————————————————————————————————— GATGGTACCCTAACTGGGTTCCAGTTGAATTGTGATTCTCCTGAAGCTTCAAGTTCTGTTGTTACTCAGCCAATAAGT
—————————————————————————————————————————— GACAACATCATCGCCGGCCTTCAGTTAACTTTTGATTCCCCTGAGTCGTCAACCACAATGGTCTCCTCTCAGCCAATG
—————————————————————————————————————————— GACAACATCATCGCCGGCCTTCAGTTAACTTTTGATTCCCCTGAGTCGTCAACCACAATGGTCTCCTCTCAGCCAATG
—————————————————————————————————————————— GACAACATCATCGCCGGCCTTCAGTTAACTTTTGATTCCCCTGAATCGTCAACCACAATGATCTCTTCTCAGCCAATG
—————————————————————————————————————————————————————————————————————————————————————————— GATGGAGCAGGTGGAGGTACACTCTTCTCT
TTGCAGGATAGAGAGACCTTTTCCAGCCAAGGGAAGCAAACGCCAATTACATTTTTGCCCCGGTATCAAGTTCATCATCCAAATTCGGAGAAGATCCAAGTCAATGGCACCTTGAATCAT
—————————————————————————————————————————————————————————————————————————————— GACGACGAGATCACCGGCGGCGGTGGCGGTGGCACGGGCTCC



'gi | 28894442 Antirrhinum LIPLES ' GATAATGGTTATAGTGAAACAGAAACTTTG----—-—————--— CAGCTCTTAAGCCAAACACATCTTAATTCTCCCGGCATGTTGAAGGCTAACGACGAAAGGCACAGATTTGGACAACTG
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'pam0l _2msl c06 _Persea ' s TTCAGATGCAGC—————— cca
'gi| 5081557 Petunia ' TCTGAATTCCAATGTGCCTCAATTGGT
'GMtuc03_04_25.28779_Glycine ' = —————mmmmmmmmmm CAGTCCATCCCT--—--— TACAACATGCATCCCGGAAGAAGTTCAAGGATGGAGACTAATGTTAATTCGGTTATTGGT
'GMtuc02_10_21.14413_Glycine ' = ————————mmmmmmm CAGTCCATCCCT---—-— TACAACATGCATCCTGGAAGAAGTTCAATGATGGAGACTAATATTAATTCCGTTATTGGT
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CATGGAGTTGCTTTAGGCGGTGCTGCTGCTTTGTCTCTTCAGAAAAGCATGTACCCACTTACCTCTCTCTTAACGGCTCCATTGCTCACCAACTACAATACATTGGATCCT————————~—
—---TCAGAGGAAGTAATCGAACCATCTACATCGCCGGAAGTGAT TCCAAC T — === = = — e e e e e e e e e e e e e e e e e
GCGGCGTCGTCCTCTGGTAGCAGCAGTAGCAGCAGCACAGACTCACCTTCTTCTTCGTCGTCGTCATCGCTGTCGCCGTCGCCATTGCCATCGCCGCCGCCGCAGCAGCAGCCAACCGTA
GATACAATGCCTGGGGCTTACTTCAGCAACTCGATGAATTTCAGTGAATGGTTCAATGATGAGGCATTCGAAGGCGGCATGGAGTACCTATTTGAAGGGTGCTCCAGTATAACTGAAGGC

———————————— CCCCAGTGGCCTGTCCATCCTCACAGCAGATCGATGCGGCCC~---CAGCATCCACATCTGTATGCATCTCCTTGTCCAGGCTTCTTTGTGAACCTCAGGGAGGCGCCT

TCA-————— TCATCCCCTTGGCCCGGGTATCACCAAAACCCAGCAGTGTCATTT -~~CACCATCAGCGCTTGTACTCGTCAGCTTGTCATGGCTTCTTTCCGAAC--—CACCAGGTCCAG
------------ CCTCAGTGGCCTGTGCTTCCTCAGGGCACATCGATGTCC———-——--CAGCATCCACATTTATATGCATCTCCTTGTCCGGGCTTCTTTGTGAACCTCAGGGAAGTACCT
AGC—=~TCATCGTCCCAGTGGCCTGTTCAT ——— = — = = e e e e e e GGCTTCTACCCCAACGTACAGGTGCAGGTG

AGC---TCATCGTCCCAGTGGCCTGTGCATCAACATGGCACAGCAGTACCACCTCAGCAGCACCAGCGTTTGTACCCATCTGCTTGTCATGGCTTCTACCCCAACGTACAGGTGCAGGTG
AGCTCATCTTCGTCCCAGTGGCCTGTGCATCAACATGGCACGGCAGTAGCACCTCAGCAGCACCAGCGTTTGTACCCATCTGCTTGTCATGGCTTCTACCCGAACGTACAGGTGCAGGTG
TCTTTATCGGTATC T T TC TG T~ = === == — e e e
AATCCAATGAGGCTTCTTCCCAACCCTAAAGATGACAGCATACACCTTACGCTGGAACAACAGGGCCTATGGAGCAGAGTTTGTCCTCCGTCCTTTGCTAATTACAAGCTATACAGCCCC
GACCAGCGCGTCCCTATGGCGTTCGACCTTGACTGG---CAAACGGCGGCGGCGAGGAGCACCAAAGCTAAGTTCTTGAGCAATGGTGATCCGGGGACAGCGGGAGGCCTGTCACTGACG
TATATGAGACCTGGTGAATCCCATATGATTCAAATGTTTCCACCACAATTCGGCTCATCAAATTATCAGATTCAATTTCCAAGCGGCAGCAATGGAGGTCGAATTGGAGCTACAAATGTA
——————————————————————————————————————— CACCAAGGGTCATCAAGGCATAATAATAAGGTTCAGACTCCGAGCAGCAACAATGTAGGCCAAATTGGTGGAACAAGTAAT
GGAAAAGCAAACGAACCCCAAATGCTCCAAATGTACAGCAAGCCATATGCCCCACAAAATTACCATCAAATTCATCATCATCATCAACAACAACAATTTCAAGGTGGTGGAGGCAGCAGC
GGGAAAACACACGAACCCCACATGATCCAAATGTTCAACACACCATTCACCTCGCAGAATTATCATCAAATATATCACAAT - — == === === ————= TTTCCAGCTGCTGGCGCAAGTGTT
CTTACTGCTGGAGACATTCAAATGTCTCACAATTTCCCACCAAATTTCAACTCACCAAATTATCATCATATTCAGTTTCCGAGCAGCAGCGAAGGAGGCGGCCGCATTGGCAGTGATCTT

TCAGGGAGCCAATTATATCCTGACCATCTCAGTAACTGTAAGAGATTGAACATGGAGGGTTTGAAAGAGCAAAGCTTGGGAGTGCCTTCATCAACTGTATCTTTTTGGCCTATGAAACAA
AGCCTAATGGATGGATTAAATCAAAGCGCCCAAAGCTTGTCATGTGAAGTACCCTCTTTACAAAGGTATCAACAACCAGCGGGGTCATGTGAAGTACCCTCTTTGCAAAGGTATCAACAA
AACCTTTTGGATGGATTAAATCAAAGCGCCCAAAGTTTGTCATGTGAAGTTCCCTCTTTACAAAGGTATCAACA A —— = — e e e e e e e e

AACGAATACATGGGAAAGCCGGTGAATACACCTCTTCCTTATGGATCCTCGGATCATCGCCTTTACTGGAACGGAGCATGCCCGAGTTATAATAATCCCGCCGAGGGAAGAGCAACAGAA
TCGTCTGACGCCAAGAAAGCTATGATTGACACCCATTCATCAATTTTGGTTGGTCAGCCCCATACGGCGGCAATGACATCCGAGGCTTCTCGAGTATGGTCTGCCCTTTATCCTGGATTC
TTTACAGCACTTGCCAGGACTGAAAACCCTGCTTCAGTTGCAATGGGTCAGCTTCATAGCTTGACAGGGGCACCTGAGCACCCACCTGCATGGAATGGTCTTTACCCTGGCTTCTCTCCC
TTGCCTGAATATCGTGGAGCCATGAACTCTCCTTGTACCACAATGGGAAGTAAAATGCCTCATGGC—————==—=——— CGTCACCTGCTCTGGAATGGAGTAAATACCAGTGTCTTTCCC
GATCCTTCTTTGAAAAGGCTGGTT---GTAACTGAAGAGCGTCCTTCTGTATAT - ————=—===——— TCCACTTTCTTTCCCAAT - == === —m e e e e e e
GATCCTTCTTTGAAAAGACTGGTT---GTAACTGAAGAGCGTCCTTCTGTGTGGAATGCCGCATATTCCACTTTCTTTCCCAAT — === === = m e e e e e
GACCCGTCTTTGAAAAAGCTGGTT---GTAACTGAACAGCGTCCTCCCATGTGGAATGCCACGTTTTCTAGTTTCTTTCCCAATCAG-— === === == —m e e e e
AGTTCACATCTCAAGGGACTACCA---ATGATGTCCCAACAAGCTCAATTGTGGACTGGAATCTATTCTAATTTCTCTTCCAGCTTT-— === === === mm e e —
AGTTCACATTACAAGGCATTACCTGCAGTGACATCTGAACAAGCTCACTTGTGGAATGGAGTATATTCCAATTTAATTCCCAACTAT == === === m e e e —

GCTCATCATCCTTTTGGTTTGCCA-————~— TCAGACCAACCCTTGCCTCTCTGGACTGGATTTCGTCCTAACTTCCCCAACTACCAGGTTGGTGGACTTTGCGCGGAAAGGGTGATGATG
CCTCATCGGTACCCCGTTCTGACC—=——====——=== GAGCATCCACCAATCTGGCATGGCCAATCATATCCCCTCTTCTTAAATAATGAG-—————————————————————————— ———
CCTCATCGGTACCCCGTTCTGACC—=——====——=== GAGCATCCACCAATCTGGCATGGCCAATCATATCCCCTCTTCTTAAATAATGAG-—————————————————————————— ———
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CCTCATCGATACCCCCTTCTGACC——————————=— GAGCATCCACCAATCTGGCATGGCCAATCATATCCCCTCTTTTTAAATAATGAG ———— == ——————m—m e
CCTCATCGATATCCCCTTCTGACC———————————— GAGCATCCACCAATCTGGCATGGCCAATCATATCCCCTCTTTTTAAATAATGAG == —— == ——m———mmm e m e
CCTCATCGGTTCCCTCTTATGACT ———————————— GAGCATCCACCGGCCTGGCCTGCTCAATCTCACCCCTTCTTCACAAATCATGAGAGT —————— == — == ——m—mm e
CCTCATCGGTTCCCTCTTATGACT ———————————— GAGCATCCACCGGCCTGGCCTGCTCAATCTCACCCCTTCTTCACAAATCATGAGAGT ————— == —— == — o mm e
--------------------------------------------- GGATCGAGTACTACTCAAAACGACARAGT T — = = — = — m e e
--------------------------------------------- GATGGTGTTTCTACGACGGGG—— = == = = = e e e e e
------------------------------------------ CTCGTGTCTTCCTCCGCGACCGGCTCCGAGGAGCTAGGG——— === = = = o e
--------------------------------------------------- ATTCCATCTGCAACCGCTC TG = === = — e e

------------------------------------------------ GCCGCTCCTTCGATGGCTCACTCC = = = — e e e
------------------------------------ TATCAGTATTTCAGCTCTGACCAGGGTAGTAATTCTTTCGATTGTTCGGAGTTTGGT——————=————————— == ——=——~TGG
--------------------------------------------- ACCTCAATCCCTGTAACCACCCTTTCC —— = = e e e e
--------------------------------------------- ATGTTGCAGCCAACAGARGAG— = —— = = o o e e e e e
--------------------------------------------------- ATTTACACGGCGGAACAGAGC — = —— = = — e e e e
------------------------------------------------ CAGATCCCGATGTCGCGTCCTGTCTACTTTTTGGACCTGATGGGGATCGGTAACGTAGGTCGTGGT ——————
CTTCATTCTAATACTAACAATAACAAGATTTCTGACATCGAGCTCACTGATGTTCCGGTAACTAATTCGACTTCGTTTCATCATGAGGTGGCGTTAGGGCAGGAACAAGGAGGAAGTGGG
--------------------------------- AAGGCGGAGGAGAATTCGGTTTCGATCGGTGGATCTCC A — = —— m m o e e e e
————————————————————————————————————————————— GGACCCAGACCTACGACGATGAAACCGGCCACGACGAAGAGA—————— = —— == —————m e —
--------------------------------------------- TTCTCGGCGCCGTTGTTCTCGGACGACGAC - = = — = = o e
2161 2171 2181 2191 2201 2211 2221 2231 2241 2251 2261 2271

| | | | | | | | | | |
--------------------------------------------------------------------------------------------------- CGTCGGAGCTTCCCGGAAGAT
ACCAAGGACGAC — — = = = m o GGCGCCTCGCCGCAGTGCAGCTTCCCGGAGGAC
—————————————————————————————————————————————————————————————————————————————————————————— GCCGACTCCGACGTGAAGGAGCCGCCGCCG
--------------------------------------------------------- TTAGTCTTTGCAAAGCCAACAAATGTCAATGCATGTATTCCCTCTGCT ———————————————
GGGTTGGATTCATCTACAGCAGCAGAT - ———————— TCTGATCAGTCCAATAACGAGGAAACTAGTCGTTTGCTCACTGATATCTCTGGTGGTAACAATTCTCTTCTCACAATGAGCAAT
e i1 AACTGCGATGCCTACGCTGCTAGTGAGTTTGATTATAACGCAAGAAACCATTATTACTTTGCTCAG-———————— CAG
CCGGTT === —— = —m e AACTGCGATGCCTACGCTGCTAGTGAGTTTGACTATAACGCAAGAAACCATTATTACTTTGCTCAG-———————— CAG
--------------------------------------------------------------------------------------------------- CGCCGGAGCTTCCCCGACGAT
CCGAAGGACGACCAGTACAACGTCGAC - —— = = — = — — — m o o e o ATGTCGTCGGTGGCGGCGGCGAGGTGCAGCTTCCCGGACGAC
GGCAACAGCATGGATAACTCAGGTAT G —— = = — e e e GCAGAATACAATTTGTTTGAGGAATGCAATATGTTGGAGAAG
GAGAGCTTCCTGGACGCGCCCGGC —— = = = = m o o e~ CCGGCCGCCGCCGCCGCCGCCGCC
GGAACAAATGGCTTTCATGGTCTCCCG-———————————————— o ————— GGTGGAATCAGCTATGCTATGCCGGTTGCGACAGCGGTGGACCAAGGT - --CAGGGCATCCATGGCTAT
GGCGGCGGCGGGTACCAGGGCCTCGGTGGCAACGCCTTCTTGATGCCGGCGAGCACCGTCGTGGCCGACCAGGGGCACAGCAGCACGGCCACCAACCATGGAAACACCTGCAGCTACGGC
AGCGGCAGCAACAGCAACAGCAGCAGC———————————————————mm——— AGCAGCGCCATATGGGGCACAGCCGCCGGCGCAGCGATGGGGAGGCAGCAAAACGGCGGCAGCAGCAAC
GGAGGCGGCGGCTACATCATGGCGCCG-———————————————— o ————— ATGAGCGCCGTGTCGGCCACGGCCACCGCGGTGGCGAGCAGCCACGATCACGGCGGCGACGGCGGGAAG
GGCGGCGGCGGCGTCCTCGCCACGCTGTTCGCCAAG————————— CCCGCGGCGGCGTCGAAGCTGTACAGCCCGGTGCCGCTGAACACCTGGGCCTCGCCCTCGCCGGCGGAACAACGT
——————————————— CTCTCCATGCTCTTCGCCAAG-—-——----CCGTCGCCCGCCGTGGCGGCGTCGGCGCAGCAGCAGGCGTCGACCAAGCTCATGGCGGCGCCGCTGCCGCTCGGC
--------------------------------------------------------- ATGCTCTACGCCAAGCATCATCCCACCGCCGTCAGCCTCGCCGCCATGAACCCCTGGATGCCG
--------------------------------------------- CCGGTCTCAGCAATTCCGCTGTCCTCGACAACTACAATGAGTAACGGTAACGAAGGGTATGGTGGAAACATAAAC
CCTGTTGGAACATCGGTT———————————————————————— AATTACGATCCCTTTACTGCTGCTGAGATTGCTTACAACGCAAGAAATCATTATTACTATGCTCAGCATCAGCAACAA
------------------------------------------------------ TTTCTTGGAAACAATGGGATTGGTATTGGGTCAAGCTCTACCGTTGGATCATCGGCTGAGGAAGAG
ACTGCAGCA = = e e e TTTCTTGGGAACCACGGTATTGGTATTGGGTCCAGCTCGACTGTTGGATCG—————— ACCGAGGAG
ATGCAGGAAGAGGAGAACCGGTCCGAGCCGGCGTGT—————————————————— CCCCAGCCGTTCCCC—--TCCTGGGCATGGCARACGCAGGGCTCCCGT————————— GCCCCAGTT
GAAAGGCCGGTGGAGCGAAGGCCTGAG-——CTGGGC—————————————————— GCCCAGCCATTCCCC---TCATGGGCATGGCAAGCGCAGGGCTCC———————————— CCTCACGTG
--------- ATGGAGAAAAGACCTGAG--—-TTGGGT———~—==——==—==——=~CCCCAGTCGTTCCCTACTTCGTGGTCATGGCAAATGCAGGGCTCC-~—————=——==——~CCTTTG
CAGGAGAGGCCCTTGGAGCCAAGGCCCCCTGAG———————————————————— CCGTCCTCCTTCCCC---GGCTGGGGGTGGCACGCGCAGGCCGTGCCGCCGGGCTCCTCCCACTCG
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CAGGAGAGGCCCTTGGAGCCAAGGCCCCCTGAG——=—=—==——=——————————— CCGTCCTCCTTCCCC---GGCTGGGGGTGGCACGCGCAGGCCGTGCCGCCGGGCTCCTCCCACTCG
CAGGAGAGGCCCATGGAGGCAAGGCCCCCTGAGCAG—=——=—===————————— CCGTCGTCCTTCCCC---GGCTGGGGGTGGCAAGCGCAAGCCATGCCGCCGGGCTCCTCCCACTCG

AACGGTGGATTGCAAGGACAAGGAGGCAGTGGCCTCTCCTCTCCACTCTCTTCTTCCATTGAACATCAATCAAGTTGGCCTTGGAAACTTTATACTAATGGGTCATCTGCTTCAATGTTG

ATCGGCGCAGGCATGGCCGGGCACTGGCCTCCCCAG-————————————— e —— CAGCAGCAGGGGTGGGGCAACGCCGGCGGCATGAGCTGGCCGCTGCCGCCGCACCCGCCGCCGCCG
GOAGAT T T A — — = — o o TCGCTCTCGAGCAGCAATGCTTCTTCACAATGGCAATCCAATTTACCTCCTCAA
------------------------------------------------------------------------------------------------------ TTTCAAAATAATTATGAG
AGTAGTACTAATGTTGTTATAAATGGAAAAAGTGTT—————————————————— GGAGGAGTAGGAGAAGCATCATCTGTATCAAGAAATGAACAGCAATGGCAAATGAATTATCATCAT
AGTGGCAGC———————————m e AGAAATGTC—————————————— = — AATGGAGGAGAATTTAATAATTACGTAGCAAGAAATGAACAGCAATGGCAAATGAATCATCATCAG
P CACT G T C A — — — = — ACGAGCGACCACCAACAACAATGGCAATCCGCAACTCCGACCTCCAAT
T AT CAAC A — — AACAATCATCAGCAACAACAACAACAATGGCAACCAGGATCACATTAT
ACGACGAC T — = — — = GTCAGATCGGAAAAGCAGCAATCGGACGGTGGAGGAAAT
T T CCGGC G m — = — GCTGAGAACCACCGGTTTGATGGTCGGGCCTCGACGAACCAA

CAATCAGGATGGACTTGGCAACTG—— === === —— — e e e e e e e e e e CATGCTAGCGGACCAACTACTCCAGTATTCACCACC
CCACCAGGATGGGTTTGGCAACTG—— === === —— — e e e e e e e e e e e CCTACAAATAGGCCAGCTCCT—————- CCCTCTCCC
TCACCAGGATGGGTTTGGCAACT G === === = — e e e e e e e e e e CCTACAAATAGGCCAGCTGCTCCCCATCCCCCTCCC
AAGAGAAGTGAAGCTGAAGGGATGATGAGTAACTGG-———==—=—=———————— GGATGGCAGAGACCGGGGCAAACAAGCGCCGTGAGACCGCAGCCACCGGGACCACAACCACCACCA
TATCCCCCTATTGAGCTACGAGCCAAAGACAAGATG-=-=—====— TCTATGGTCGGTTCAGCAGCCCTACCAAATTGGACATGGCAATTGCAC———————————— GGGCCAATGCCATCG
AATTTGAAGGAAAGAGCAGTAGAGAGGGCTGAACTC————=————————————— CATCCCCCACCTCTCCCCAACTGGGCATGGCAACTCCAA-——————————— GGCTCTACAGCAATG
ACATTTAAGGGAACAGCAATAGGG---AAGGGTATG-———==—=—=———————— GAAGTTGATTCCGCACCAAATTGGACGTGGCAAGACCAAAATCTTTATGGTGGGAGTTCTTCAGTG
CTGGAAAGAGCAGAGAGAATGGGCATAGATCCTTCA-—————=——————————— AAAGGAGTTCCAAAC-—-———- TGGGCGTGGCAGACAAATGGCCAGGTTAATGCCACC---CCAGTA
CTGGAAAGAGCAGAGAGAATGGGCACAGATCCTTCA-————————————————— AAAGGAGTCCCAAACCCCAACTGGGCGTGGCAAACACATGGCCAGGTTACTGACACC---CCAGTA
CAGGAAAGGGCAGAGAGAATTGGCATTGATCCTTCA-————————————————— AAAGGACACCCCAAC—-————- TGGGGGTGGCAAGGGCATAATCAAGGCACTGTTTCC---CCAGTA
GAGGGAAGAGCATATGACAAGAGAAAGGATACAGTT-—=======————————— TCATCACAAGGACCTCCAAATTGGGCATTGCAAATGGCCAGTCAGGTTGATACGACCAACCCATTG
GAGGAAAGAGTATCCGGGAAGAGAATAGACGTAGGT-———=—=—==——=—————— ACCTCCCACGGACACCCAAACTGGGCAATGCAAATGCATAGTCAGGTCGGAACAACG---CCAATG
ACCGAGGAAGCCACGTCTGCTGCGAACAACTGTATA-————————————————— CAGCAATCGCCCATGTCAGGATGGGGCTGGCCAGCCACCACATCTCCCGTGCCGGCA-—-~-CCACTC
GATGCAGCCAGAGATCATAGCAGGAGGCCAGAGGTG-———=—=—==—=—————— GCCACAGGGGGTGTTCCAACCTGGGCATGGAGGGTGAGCCACCCTCCTCCA-—--ACACAACCCATG
GATGCAGCCAGAGATCATAGCAGGAGGCCAGAGGTG-———=—====—=—————— GCCACAGGGGGTGTTCCAACCTGGGCATGGAGGGTGAGCCACCCTCCTCCA-—--ACACAACCCATG
GAAGCAGCCAGAGATCATAGCAGGAGGCCAGAGGTG-———======———————— GCCACAGGGGCTGTTCCAACCTGGGCATGGAGGGTGAGCCACCCTCCTCCA-—--ACACAACCCATG
GAAGCAGCCAGAGATCATAGCAGGAGGCCAGAGGTG-———=—=—====—=—————— GCCACAGGGGCTGTTCCAACCTGGGCATGGAGGGTGAGCCACCCTCCTCCA---ACACAACCCATG
ACATCATCGAGAGACCTTAACAGGAGGCCTGAG-—==—=—==——————————————— ——— GGGGGTGCTCCTAGCTGGGCATGGAAGGTGACAGCAGCTCCTCCTCACACCCTGCCATTG
ACATCATCGAGAGACCTTAACAGGAGGCCTGAG-—==—=—==——————————————— ——— GGGGGTGCTCCTAGCTGGGCATGGAAGGTGACAGCAGCTCCTCCTCACACCCTGCCATTG
—————— TTAAAGACGCGTGAAGTTCTTTTCGAGAAGGCTGTTACACCTAGCGACGTTGGG----————=————————————AAGCTAAACCGTCTCGTGATACCTAAACAACACGCCGAG
—————— TTTAGATCGGCGGAGGCACTGTTTGAGAAAGCGGTAACGCCAAGCGACGTTGGG--—--—=-—=——=—=———————-AAGCTAAACCGTTTGGTTATACCGAAACATCACGCAGAG
—————— GAGATTGTAGAGCTCCCAAGTTTGGGATCGAGCTATGATGGTTTGACTCAGCTAGGT-—--—=—==—=—————=————————-AACGAGTTTATATTCTCTGACTCCGCAGACTTA
———————————— ATTGAGCTGCCTGAGCTTATGATGAGTGGAGGTGGGTGGTCGCCG--———====—=—=—————————————————GAGCCTTTTGTTGCCGGAGATGATGCCACG--~-
——————————————— ACCGTGGCCAATTTCCAATCTCCCGCTCAGACATTGGAGAGC--—==-—=—=—————————————————————AGTCCACTTCACTCATCGCCTTCGTCTTCC—-—

——————————————— ACTCCGCCGGTAATAAAACCCGACTTGAATCAAATACCCGAA-————————————— e e ——— ——————-TCCGGAGATATA
AGCGATCAAGCTCCGATAACTCCCGACATCTCTTCTGCGGTTATCAACAACAACAACTCAGCTCTGTTCTTTGAGGAAGCCAATCCAGCTAAGAAGCTCAAGTCTATGGATTTCGAGACA
——————————————— ACGTCCACTTCGTTCCTCTCACAATCATCCGGCCGTAGC---—=—==—=—=———————————————— —— ATCCAATCA-— == —————————m - ———
——————————————— GAAAATCACTTTTTCGAAAAACCATGGACCGAATATGATCAATACAAT-————————————————————————— e e e ——————TACTCCTCTTTTGGT - - -
——————————————— GAAAATGCGTTTTATATGCACGATGAGGCGATGTTTGAGATGCCG-————=—=—=————————————— e — e — - — —— —— AGTTTGTTGGCTAATATGGCAGAAGGG
—-—CAGCCTCCTCCTGTGACATCGGCGTTTAGATCGCCGGTGGTGCATGTTGCGACG——— === === === —m—m—— e —— AAGATGGCTTGTGGTGCCCAAAGCGACTCT
TGTAATAATAATAGTTCGATGGAGGATTTGAACTCTCTAGCTGGTTCGGTGGGTTCGAGTCTATCAATAACTCATCCACCGCCGTTGGTTGATCCGGTATGTTCTATGGGTCTGGATCCG
——————————————— CCGGTGACGGAGTTTGAAGAGTCCACCGCTGGATCTTCGCCG--———====—=————————————————TTGTCGGACTTGACGTTCGCTGACCCGGAGGAGCCG
————————— TATCCTAGAACTCCACCGGTTGTTCCGGAGGATTGTCACAGCGATTGCGATTCG-—--—=—==—=—==—=———————-TCGTCGTCTGTAATCGACGACGACGACGATATC
————————— GTTTTTGGTTTCTCGACGTCGATGAGTGAAAGTTTCGGCGGCGATTTATTTGGA--————=—==—=————————————GATAATCTTTTTGCGGATATGAGTTTTGGATCC
2281 2291 2301 2311 2321 2331 2341 2351 2361 2371 2381 2391

ATCCAGACGTATTTCGGGTGTCAAAACTCC———=—==——=——= GGCAAGTTAACGGCGGAGGAAGATGATGTTATCTTCGGTGATTTAGATTCTTTCCTTACGCCTGATTTCTACAGCGAG
ATCCAGACCTACTTCGGCTGCGCCGCCGAGGACGGCGCCGCCGGCGCGGGATACGCCGACGTGGACGGCCTGTTCTTCGGCGACCTCGCCGCGTACGCGTCGCCGGCGTTCCACTTCGAG
GAGAGCGAGTACGGCGAAGTGTTCGCCAGCGACGAGGCGGCGGCGGCGGCGGCGTACGGGTGCTCCATGTACGAGCTGGACGACAGCTTCGCCCTCATCGATGACTCGGTGTGGAACTGC
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——————————————————————————————————————————————————————————————— GCTGAGCTTAAGACCGTCGCTCTTACTTTGCCTCAGATGCCGGTTTTCGCTGCTTGG
GCATCTAATACAGGCCCTGTGGAGAGCCCTGTAAATTCTGCTAGCGAGAATGAAGAGGGCCACCATCGCAAAATCCCGGTCTATGACAATATGATGCCAGCAGGAGAATTCCCCCARAGCC
CAGCAGACCCAGCAGTCGCCAGGTGGAGATTTTCCCGCGGCAATGACGAATAATGTTGGCTCTAATATGTATTACCATGGGGAAGGTGGTGGAGAAGTTGCTCCAACATTTACAGTTTGG
CAGCAGACCCAGCATTCGCCAGGAGGAGATTTTCCCGCGGCAATGACGAATAATGTTGGCTCTAATATGTATTACCATGGGGAAGGTGGTGGAGAAGTTGCTCCAACATTTACAGTTTGG

————————————————————————————————————————————— CTTGCAGACCCTATTCTCTGGACA——————————————— e _______CCATTTCTTCCT
ATCCAGACGTATTTTGGGTGTCAAGATTCC———————————— GGCAAGTTAGCGACTGAGGAAGAC-——GTAATATTCGATTGTTTCAATTCTTATATAAATCCTGGCTTCTATAACGAG
GTGCAGACGTACTTCGGGCTGGACGACGAC———————————— GGCTTCGGGTACCCGGAGGTGGACACGTTCTTGTTCGGGGATTTGGGCGCGTACGCGGCGCCCATGTTTCAGTTCGAG

GACATTTCAGATTTTTTAGACAAGGACATTTCAGACTTTTTAGACAAGGACATTTCAATTTCAGATAGGGAGCGAATATCTCCTCAAGCAAACAATATCTCCTGCCCTCAAAAAATGATC

GCGATGCCAGACGACGTGGAACGCGCGGTGCAGCGCGCGCCTTCTGCCGCGTCTCGTCGGGCCAACGCCGCGGCGGTCTCCTACGCGATCAGCTCGTTGGCGTCCGGGCGCTGGTGG——~
GGAGAAGATGGT---GTGGCAGGCATTGACACCACACATGACCTGTATGGCAGCCGTAAT---GTGTACTACCTTTCCGAGGGTTCGCTTCTTGCCGATGTCGAAAAAGAAGGCGACTAT
AACGAGGAGCAGGGGAAGCTCATCGGGTACGACGCCATGGCGATGGCGAGCGGCGCCGCCGGCGGCGGGTACCAGCTGTCGCAGGGCTCG---GCGTCGACGGTGAGCATCGCGAGGGCG
AAGCAGAGCAACAGCTACTCCGGTAACAACATTCCTTATGCTGCTGCAGCAGCTATGACTTCTGGA-—--TCAGCACTCTACGGGGGCTCCACCGGTAGCAACGGGACATGGGTGGCGAGT
CAGGTGCAGATGGGGTACGACAGCTACCTCGTCGGCGCAGACGCCTACGGCGGCGGCGGCGCCGGGAGGATGCCATCCTGGGCGATGACGCCGGCGTCGGCGCCGGCCGCCACGAGCAGC
GTTGGTTTTGCAAAGCCGAACTCACTGTGGTGGTGTTTATCATCTCAAAGTAAATTGAAAGCACATTCTCGATCGAACGGCGGCCGTAAACCCTCCAGAGGTTCGGAGAAAAATCCTCCG
—————————————————————————————————————————— TCCTGGGTCTCCTCGCCGCCGGCGTCTGCCAGGCCGCCCGCCGTCTCCATCGCCCACATGCCCCTCTTCGCCGCCTGG
————————————————————————————————————————————— ATGCCGGCGCCGGCCGCAGCTCACGTGATGAGGCCGCCGAGTGCCATTGCTCATCTCCCTGTTTTTGCAGCCTGG
——————————————————————————————————————————————————————————————— CCGGTCGCCGGCATCCCGACCACCGTGCACCACCAGCTCCCGGTGTTCGCGCTGTGG
———————————————————————————————————— TGGATTAATAACAACATTTCAAGTTCTTACCAAACTGCAAAATCAAATCTCTCTGTTTTGCACACACCGGTTTTTGGGTTGGAA
CAGCAGATTCAGCAGTCGCCGGGAGGAGATTTTCCGGTGGCGATTTCGAATAACCATAGCTCTAACATGTACTTTCACGGGGAAGGTGGTGGAGAAGGGGCTCCAACGTTTTCAGTTTGG
TTTCCAGCCGTGAAAGTCGATTACGATATGCCTCCTTCCGGTGGAGCTACAGGGTATGGAGGATGGAATAGTGGAGAGTCTGCTCAAGGATCGAATCCAGGAGGTGTTTTCACGATGTGG
TTTCCAACCGTTAAAACAGATTACGATATGCCTTCCAGTGATGGAACCGGAGGGTATAGTGGTTGGACCAGT--~-GAGTCTGTTCAGGGGTCAAACCCTGGTGGTGTTTTCACTATGTGG
——————————————————————————————————————————————————————————————— AACGTTCAGGGAACAATGGGACTTATGGCACCAAATCCGGCTGAGTTCTTCCTCTGG

—————————————————————————————————————————————————————————————————— ATTCAAGCTCCTATG--—--——-———-——————AACCAAGCTGAGTTTTTCTTGTGG
CTCCCTGCC———=——————————— ACCACTGCAGCATCATCAGGATTCTCTACCGCCGCTGCCACCGGCGTGGACGCGGCCACAGCCGGCCACAGCGTGCCGCCGCCGTCTGGTAGCCTC
CCGTTGCAC—-——===———————— CACTCTGCAGCATCATCAGGATTCTCTACCGCCGCCGGG——==—=—==———————————— GCCAACGGCGGCATGCCCCTGCCGTCTCACCCGCCG
CCATTACTC-=-=====———————— CCTACTGCAGCATCATCAGGATTCTCTACGGGCACCGTC——==—=—=———————————————— GCCGACGCCGCCCGCTCGCCTTCCTCCCGLCCCC
CCGTTGCTT--——===———————— TATGCTGCAGCATCATCAGGATTCTCTACCGCCGCCGGC——=——————————m—m e —— GCGAACCCCGCCCCGCCCGCCGTCGTACCC
CCGTTGCTT-=-———==———————— TATGCTGCAGCATCATCAGGATTCTCTACCGCCGCCGGC——==———=—————m—m GCGAACCCCGCCCCGCCCGCCGTCGTACCC
CCGTTGCTT--———==———————— TACGCTGCAGCATCATCAGGATTTTCTACCGCCGCCGCCGGC————==——————m——m— - ——— GCGAACCTCGCCCCGCCGCCGCCGTACCCG

——————————————————————————— GCAGCAGCATCATCAGGATTCTCACCCCAAGCTCAAATTACTGTAGCTCATCCTTCAGATTGGCTCCACAAGTTACAAGGTGCTCAGTCTATG

CCGACCAAC—-——=——————————— GCCGCGGCCGCCGCAACCGCTACAGCAGCTGCAGCATCATCACGATTCCCTCCCTACATTGCGACGCAAGCCTCAACCTGGCTGCAGAAGAACGGG
ATATTTGCA-—==——————————— GCTGCTGCAGCATCATCAGGATTCTCCCAGCAGATAGTAAGACCTCAAAATTGG-——==—————————m———mm - —— TCATCCGAAAATGGC
ATAATTGCA-—==——————————— ACTGCTGCAGCATCATCAGGATTCCCCCAGCAGATAATAAGGACTCAAAAT - — === == —m e e e e e e e AATGGC
CAGTTTGCT-====—=—————————— GCAGCATCATCAGGATTCCCTCAGGCGCAGGCACAGATAATAAAA-————— CCCCAAAAC-=-———— TGGCTGCAGATCAAGAAAAATGGG
TTATTTGCT-——===———=————— AGTGCTGCAGCATCATCAGGATTCCCACACGCGCCGCCTTTACTTAGTAGTTCTCGACCACGTGAC—————~ TGGCCT---CTGCAGAAAAATGGG
TTATTTGCA-———=—————————— ACCGCTGCAGCATCATCAGGATTCCCACCACAACTTAGACCGTTGCCCACGCAAAAC——==——————————————— AGCTGGCTGCAGAAAAATGGG
TTATCATCT-——===———=————— GCTGCTGCAGCATCATCAGGATTCCCACCTCAAATAAGAACACCCTCTTCACAA-———————————————————— ACTTGGCTGCACAAAAATGGC
CGAGTGGTG-=-——=====—————— GGAATGGCAGCATCATCAGGATTCTCTCCTCAACCTTCCCCTTACCGCATTCCT— === === === —m e e e e e e — CGCACC
GTGTTGACA-—————————————— AATGCTGCAGCATCATCAGGATTCTCTCCTCATCATCACAATCAGATTTTTAATTCTACTTCTACTCCTCATCAAAATTGGCTGCAGACAAATGGC
CCGGCGATG-——=——==—=—————— CCGGACGGCGGCGCGGTCATCCGCCCTGATCAGCATCAGCATCACCCCAGTAGCCGGAACATGCTCCTGATGTGGTGTTCCTACATTGATCTTCCT
AAT- === AGATCCCCTGCATCAGGATTCTCACCCCAAATCCATACAGCGTTCGTTCCTTCAACACATGGGTGTCACAAAATGGGAGTGCATTGGGCAGCG
ATGATTGAA-————————————————— AGTGCAGCATCATCAGGATTCTCACCCCAAATA-————— TTTTCTTCAACAACTAGTCCTTCTTCAGAATGGCTGCAGAAAAGGGGGTTTCAT
ATGATTGAA-————————————————— AGTGCAGCATCATCAGGATTCTCACCCCAAATA-————— TATTCTTCAACAACTAGTCCTTCTCCAGAATGGCTGCAGAAAAGGGGATTTCAT
TTGTTCTCA-———=—————————— GTTGCAGCAGCATCATCAGGATTCTCACATTTCCGGCCACAACCTCCCAATGACAATGCAACACGTGGTTACTTTTATCCACACCCT———==—===
CCGATGTTC——————=——————————— ACTGCAGCATCATCAGGATTCGCCACCACCCATGCCACATCCTCCATTACCCCCCCTGCCAGCCATCATCTTCAGTTCCCTCCACCACCCAAC
CCATTGTTC-=-—=—===———————— CCTTCTGCAGCATCATCAGGATTCTCCACCACAACTGCAACA-————————————m e m ACAGCTGCCTTCCCGCCCCTGCATCCACAA
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