Supplementary Table S2. List of all gene names, protein names and the number of amino-acid positions conserved for each gene alignment.
	Gene name
	Protein name
	Number of aa positions

	
	
	

	-
	Hypothetical protein
	152

	actg
	Actin
	363

	ant2
	ADP/ATP translocase 2
	209

	ap1m1
	AP-1 complex subunit mu-1
	119

	arf3
	ADP-ribosylation factor 3
	152

	atp5b
	ATP synthase beta chain
	219

	atp6f
	Vacuolar ATP synthase 21 kDa proteolipid subunit
	101

	atp6v0c
	Vacuolar ATP synthase 16 kDa proteolipid subunit
	120

	atp6v1b2
	Vacuolar ATP synthase subunit B
	144

	bat1
	Spliceosome RNA helicase Bat1
	112

	cad
	CAD protein
	204

	cam
	Calmodulin
	147

	capzb
	F-actin capping protein beta subunit
	113

	cct1
	T-complex protein 1 subunit alpha
	200

	cct5
	T-complex protein 1 subunit epsilon
	279

	cdc42
	Cell division control protein 42 homolog
	135

	cpox
	Coproporphyrinogen III oxidase
	177

	ctsd
	Cathepsin D
	114

	dars
	Aspartyl-tRNA synthetase
	112

	ddx48
	Probable ATP-dependent RNA helicase DDX48
	130

	dld
	Dihydrolipoyl dehydrogenase
	161

	drg2
	Developmentally-regulated GTP-binding protein 2
	133

	eif4a1
	Eukaryotic initiation factor 4A
	151

	eif6
	Eukaryotic translation initiation factor 6
	133

	etf1
	Eukaryotic peptide chain release factor subunit 1
	90

	fah
	Fumarylacetoacetase
	173

	fbl
	Fibrillarin
	168

	gnai2
	Guanine nucleotide-binding protein G(i), alpha-2 subunit
	165

	gnb1
	Guanine nucleotide-binding protein G(I)/G(S)/G(T) beta subunit 1
	138

	gnb2
	Guanine nucleotide-binding protein G(I)/G(S)/G(T) beta subunit 2
	176

	gnb2l1
	Guanine nucleotide-binding protein beta subunit 2-like 1
	116

	got2
	Aspartate aminotransferase
	143

	hist1h3
	Histone H3.1
	117

	hsp90
	Heat shock protein HSP 90
	178

	isyna1
	Myo-inositol 1-phosphate synthase A1
	124

	magoh
	Protein mago nashi homolog
	135

	mat2a
	S-adenosylmethionine synthetase isoform type-2
	190

	mdh1
	Malate dehydrogenase
	153

	nme1
	Nucleoside diphosphate kinase A
	121

	nmt1
	Glycylpeptide N-tetradecanoyltransferase 1
	171
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	pdia4
	Protein disulfide-isomerase A4
	151

	phb2
	Prohibitin-2
	143

	phc
	Phosphate carrier protein
	189

	pmm1
	Phosphomannomutase 1
	135

	ppih
	Peptidyl-prolyl cis-trans isomerase H
	121

	ppp1cc
	Serine/threonine-protein phosphatase PP1-gamma catalytic subunit
	98

	ppp2r5e
	Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform 
	169

	ppv
	Serine/threonine-protein phosphatase 6
	83

	prmt1
	Protein arginine N-methyltransferase 1
	80

	psma7
	Proteasome subunit alpha type 7
	183

	psmc1
	26S protease regulatory subunit 4
	136

	psmc6
	26S protease regulatory subunit S10B
	115

	rab13
	Ras-related protein Rab-13
	84

	rab-6
	Ras-related protein Rab-6
	87

	rac2
	Ras-related C3 botulinum toxin substrate 2
	144

	rad51
	DNA repair protein RAD51 homolog 1
	168

	ran
	GTP-binding nuclear protein Ran
	167

	rfc2
	Activator 1 40 kDa subunit
	132

	rpl10
	60S ribosomal protein L10
	172

	rpl10a
	60S ribosomal protein L10a
	153

	rpl15
	60S ribosomal protein L15
	180

	rpl18a
	60S ribosomal protein L18a
	104

	rpl23
	60S ribosomal protein L23
	126

	rpl4
	60S ribosomal protein L4
	186

	rpl5
	60S ribosomal protein L5
	181

	rpl7a
	60S ribosomal protein L7a
	141

	rplp0
	60S ribosomal protein P0
	220

	rps18
	40S ribosomal protein S18
	121

	rps2
	40S ribosomal protein S2
	96

	rps3
	40S ribosomal protein S3
	92

	rps4
	40S ribosomal protein S4
	186

	rps9
	40S ribosomal protein S9
	156

	rpsa
	40S ribosomal protein SA
	189

	rpt2a
	26S proteasome AAA-ATPase subunit rpt2a
	101

	ruvbl1
	RuvB-like 1
	129

	sec61a1
	Protein transport protein Sec61 alpha subunit isoform 1
	169

	smu
	Putative small G-protein
	146

	sod2
	Superoxide dismutase
	125

	stt3a
	Oligosaccharyl transferase STT3 subunit homolog
	178

	tuba
	Alpha-tubulin
	429

	tubb
	Beta-tubulin
	427

	ube2d2
	Ubiquitin-conjugating enzyme E2 D2
	114

	uxs1
	UDP-glucuronic acid decarboxylase 1
	187
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	wdr45l
	WD-repeat domain phosphoinositide-interacting protein 3
	129

	ywhae
	14-3-3 protein epsilon
	198


