Supplementary Table 3. The Gene Ontology (GO) terms overrepresented in the set of differentially expressed genes. 

	GO ID
	GO Term
	Total
	Observed
	P-value*

	Biological Process
	
	
	

	9605
	Response to external stimulus
	554
	37
	< 0.0001

	42742
	Defense response to bacteria
	60
	10
	0.0055

	9617
	Response to bacteria
	67
	10
	0.0131

	50896
	Response to stimulus
	941
	47
	0.0268

	9309
	Amine biosynthesis
	74
	10
	0.0282

	9636
	Response to toxin
	126
	13
	0.0289

	5975
	Carbohydrate metabolism
	372
	24
	0.0429

	
	
	
	
	

	Cellular Component
	
	
	

	5624
	Membrane fraction
	93
	16
	< 0.0001

	267
	Cell fraction
	94
	16
	< 0.0001

	5792
	Microsome
	82
	14
	< 0.0001

	42598
	Vesicular fraction
	82
	14
	< 0.0001

	5634
	Nucleus
	1196
	10
	0.0186

	
	
	
	
	

	Molecular Function
	
	
	

	16491
	Oxidoreductase activity
	551
	39
	< 0.0001

	3824
	Catalytic activity
	3380
	130
	0.0122

	45182
	Translation regulator activity
	90
	11
	0.0150

	5489
	Electron transporter activity
	145
	14
	0.0160


Total refers to the expected number based on the genome annotation, and observed refers to the number of GO terms represented by the data. *P-value after Bonferroni correction.

