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Supplementary Figure 1: As Figure 1A, including all 300 SGDP individuals.
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Supplementary Figure 2: UPGMA tree of haplotype B region including all 211 SGDP individuals
homozygous at rs174546.
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Supplementary Figure 3: Ancient DNA based allele frequency trajectories for rs174546, as in Figure
2C, computed separately for Northern and Southern Europe — border chosen to approximately represent
the extent of the Neolithic in 7000 BP.
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Supplementary Figure 4: Ancient DNA based allele frequency trajectories for rs174546, as in Figure
2C, but with Early Farmer and Steppe ancestry populations split into (overlapping) 4,000 year blocks.
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Supplementary Figure 5: ABC results on complex histories. Each plot shows the allele frequency
trajectory, and ABC credible intervals for selection under complex histories. Top: ancient selection on the
derived allele (green). Middle: ancient selection on the ancestral allele (purple) following ancient
selection for the derived allele. Bottom: recent selection for the derived allele (orange) and ancient
selection for the ancestral allele (purple), following ancient selection for the derived allele. Probability of
selection on new mutation indicated by P. Ancient selection does not affect inference of recent selection,
but selection on the ancestral allele is uncertain and may be misclassified as selection on a new mutation.
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Supplementary Figure 6: Simulated summary statistic distributions (blue density) and observed values
(vertical lines) for ancient selection on the derived allele in Africa, for a new mutation. See Peter, et al.
(2012) for descriptions of the statistics.
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Supplementary Figure 7: Simulated summary statistic distributions (blue density) and observed values
(vertical lines) for selection on standing variation on the ancestral allele in Europeans. See Peter, et al.
(2012) for descriptions of the statistics. The Fay and Wu’s H statistics (red box) are excluded from ABC.



EUR, EUR fixM_vary_sv: FWHGlobal EUR, EUR fixM_vary_sv: Hmid EUR, EUR fixM_vary_sv: SSfar EUR, EUR_fixM_vary_sv: TDclose

— smulations — simulations simulations — simulations,
0020 { — ceu 0030 04
— A o
— o= o025
— B
0015 — 151 o3
6 0020
0010 0015 02
4
0010
0005 2 01
/ -
0000 o 0000 00 /
~Ts0 ~Too -0 3 005 010 015 020 o025 03 035 030 2 @ s @ 10 1m0 140 3 o T2 3 4
EUR, EUR_fixM_vary_sv: FWHclose EUR. EUR fixM_vary_sv: PiGlobal EUR, EUR fixM_vary_sv: Ssmid EUR. EUR fixM_vary_sv: TDfar
— simulat 0030 — simulat 00200 lati lati
006 smulations smulations simulations smulations
— v — U
— 0025 — AN 00175 e
— can — o
003 — s — s 00150 { —
— s 0020 —
00125 o3
002 o013 00100
02
00075
0010
001 00050 o
0005
00025
000 0000 00000 00
-0 -0 -0 60 - E R o 0 4 e s 100 10 3 s 75 w0 s B0 s 200 225 2 a0 1 2 3 3
EUR, EUR fixM_vary_sv: FWHfar EUR, EUR fixM_vary_sv: Piclose EUR, EUR _fixM_vary_sv: SingletonsGlobal EUR, EUR fixM_vary_sv: TDmid
— simulations, 005 lations simulations
008 { — ceu 05
— AN 0025
— oer
004
— B 04
0061 0020
! — smulations
003 0
0015 N
006 o
002 s
0010 5 02
002
001 0005 o1
000 —/ 000 0000 o0 _/
60 50 40 -3 -0 -0 o 1 6 1 2 % 4 % e W 8 0 20 4 e 8 100 120 W0 10 3 2 1o 1 2 H i
EUR, EUR fixM_vary_sv: FWHmid EUR, EUR_fixM_vary_sv: Pifar EUR, EUR fixM_vary_sv: Si EUR, EUR fixM_vary_sv: ehh10000
005
— simulations, 010 — simulations, 006 simulations — smulations
— v — 20 —
— AN — AN — AN
005
0047 — aor 008 — oBR — G8n
— B — s — B
— s — 004 2 — s
003 006
003
10
002 004
002
05
001
002 .
000 —/ 000 000 00
50 50 o 2 o 20 6 5 1 15 20 3 » 3 o 20 W £ E) 00 02 04 06 X3 1o
EUR, EUR_fixM_vary_sv: HGlobal EUR, EUR _fixM_vary_sv: Pimid EUR, EUR fixM_vary_sv: EUR, EUR fixM_vary_sv: ehh20000
— simulations, — simulations, simulations — smulations
010
© — 008 — v . —
— AN —
s 005 — oo 008 —
— s
— s 3
004
3 006
003 N
4 004
002
2 002 B
001
0 —/ 000 000 o
005 0lo 015 020 025 030 035 040 3 ) 2 E) £ EY 50 ©c 5 1L B 20 2 ® 3 00 02 o4 06 o8 To
EUR, EUR fixM_vary_sv: Hclose EUR, EUR fixM_vary_sv: SSGlobal EUR, EUR fixM_vary sv: EUR, EUR fixM_vary_sv: ehh50000
— simulations, — simulations 006 3 — smulations
7 — —
— AN 00081 — £
— 005 £l
3
_ 2
s 0008 004 — smulations
— v %
4 — A
0004 oo — R
3 : — es B
002 —s
2 1
0002
: / - ’
3 0000 000 — o
005 olo o0ls 020 025 030 035 040 100 200 300 %0 500 6 1 2 3 4 0 e 70 00 o1 02 03 o4 05 06
EUR, EUR fixM_vary_sv: Hfar EUR, EUR fixM_vary_sv: SSclose EUR, EUR_fixM_vary_sv: TDGlobal
8 — simulations, simulations simulations
; 00150 o5
6 00125
04
® 00100
4 03
00075
3 02
00050
2
01
1 00025 /
3 00000 00
000 005 o0l 015 020 035 030 035 040 EY 100 150 200 250 3 2 a1 o T 2 3 I}

Supplementary Figure 8: Simulated summary statistic distributions (blue density) and observed values
(vertical lines) for recent selection on standing variation on the derived allele in Europeans. See Peter, et
al. (2012) for descriptions of the statistics.





