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Alignment of AHR protein sequences

Alignment of the modern human (Ensembl ID: ENSP00000242057.4) and Neanderthal AHR proteins
encoded by the mRNA sequences used in this study (based on ENST00000242057.8), and the modern
human and Neanderthal AHR proteins studied by Hubbard et al. (2016), illustrating that the AHR protein
variants compared in both studies are identical. To depict the substantial amino acid sequence
divergence, in addition to the Ala381Val polymorphism, of the modern human “Val-type” and ancient
hominin “Ala-type” AHR proteins versus the rodent “Ala-type” AHRs, the amino acid sequences of the
mouse and rat AHR proteins from the Ensemble database (Release 99 - January 2020) are also
included. Amino acid residues that differ from the modern human AHR amino acid sequence encoded
by the modern human AHR reference transcript (ENST00000242057.8) are highlighted in red.
Alignment was performed using the ClustalW module of Lasergene DNAstar (version 10) with default
parameter settings.
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