SUPPLEMENTARY MATERIALS
Supplementary Table S1: Details of the collected 637 human protein-coding tumor suppressor genes.
Supplementary Table S2: Enriched KEGG pathways of the 637 protein-coding tumor suppressor genes.
Supplementary Table S3: Functional annotations of the 637 human protein-coding tumor suppressor genes based on online tool DAVID. 
Supplementary Table S4: Details of the collected 79 human non-coding tumor suppressor genes.
Supplementary Table S5: The 277 target genes of miRNA tumor suppressor genes predicted by TargetScan.
Supplementary Table S6: Functional annotations of the 277 predicted target genes of non-coding tumor suppressor genes in humans using tool DAVID.
Supplementary Table S7: The statistics of 53 cancer types with reported TSGs in our database.
Supplementary Figure S1: Overlap of the tumor suppressor genes from four data sources.
The four gene sets obtained from four  data sources including UniProtKB, TAG (Tumor Associated Gene) database, Pubmed searching and curating result (PM_search), Curation results from GeneRIF (GeneRIF).
Supplementary Figure S2: Tumor expression profiles of human tumor suppressor genes CDKN2A in 184 normal tissues.
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