The multiMiR R package and database: Integration of microRNA-target interactions along with their disease and drug associations
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SUPPLEMENTARY TABLES

Supplementary Table 1. multiMiR data sources.

	Feature/Database
	Version
	Release date
	URL

	Predicted miRNA-target interactions
	DIANA-microT 1


( ADDIN EN.CITE )

	5
	Sept, 2013
	http://diana.imis.athena-innovation.gr/DianaTools/index.php?r=microT_CDS/index

	
	EIMMo 2()

	5
	Jan, 2011
	http://www.mirz.unibas.ch/miRNAtargetPredictionBulk.php

	
	MicroCosm / miRBase 3()

	5
	Sept, 2009
	http://www.ebi.ac.uk/enright-srv/microcosm/cgi-bin/targets/v5/download.pl

	
	miRanda 4()

	N.A.
	Aug, 2010
	http://www.microrna.org/microrna/getDownloads.do

	
	miRDB 5()

	4
	Jan, 2012
	http://mirdb.org

	
	PicTar 6()

	2
	Dec 21, 2012
	http://dorina.mdc-berlin.de

	
	PITA 7()

	6
	Aug 31, 2008
	http://genie.weizmann.ac.il/pubs/mir07/mir07_data.html

	
	TargetScan 8()

	6.2
	Jun, 2012
	http://www.targetscan.org/cgi-bin/targetscan/data_download.cgi?db=vert_61

	Validated miRNA-target interactions
	miRecords 9()

	4
	Apr 27, 2013
	http://mirecords.biolead.org/download.php

	
	miRTarBase 10()

	4.5
	Nov 1, 2013
	http://mirtarbase.mbc.nctu.edu.tw/php/download.php

	
	TarBase 11()

	6
	2012
	http://diana.imis.athena-innovation.gr/DianaTools/index.php?r=tarbase/index

	Disease-/drug-related miRNAs
	miR2Disease 12()

	N.A.
	Mar 14, 2011
	http://www.mir2disease.org

	
	Pharmaco-miR (Verified Sets) 13()

	N.A.
	N.A.
	http://www.pharmaco-mir.org/home/download_VERSE_db

	
	PhenomiR 14()

	2
	Feb 15, 2011
	http://mips.helmholtz-muenchen.de/phenomir/


Supplementary Table 2. External database links provided by multiMiR (in Excel spreadsheet)
Supplementary Table 3. The differentially expressed (FDR < 0.05) miRNAs in T24 vs. FL4 and in Luc vs. Lul2 (in Excel spreadsheet)

Supplementary Table 4. The differentially expressed (FDR < 0.05) genes in T24 vs. FL4 and in Luc vs. Lul2 (in Excel spreadsheet)

Supplementary Table 5. multiMiR summary of interactions between differentially expressed miRNAs and differentially expressed genes (in Excel spreadsheet)

SUPPLEMENTARY R CODE
 In the supplementary R code Word document.
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