Supplementary Figures S1 and S2
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Figure S1. A screenshot showing SNPs in all 3000 rice varieties in the semi-dwarf gene (sd-1) region in chromosome 1: 38,382,382 - 38,385,504 bp. Mismatches with the reference genome are shown in red.
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Figure S2. A screenshot showing a phylogenetic tree of the varieties originating from the Philippines.
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