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[bookmark: _Hlk25612744]Table S1 Functional categories related to posttranscriptionally impaired SNVs
	Category
	Description

	Likely to affect RBP binding, RNA secondary structure and expression

	1a
	eQTL + RBP binding + RBP motif + riboSNitch + miRNA targets

	1b
	eQTL + RBP binding + RBP motif + riboSNitch + miRNA targets

	1c
	eQTL + RBP binding + RBP motif + riboSNitch

	1d
	eQTL + RBP binding + RBP motif

	1e
	eQTL + RBP binding

	Likely to affect RBP binding, RNA secondary structure

	2a
	RBP binding + RBP motif + riboSNitch + miRNA targets

	2b
	RBP binding + RBP motif + riboSNitch + miRNA targets

	2c
	RBP binding + RBP motif + riboSNitch

	2d
	RBP binding + riboSNitch


SNVs, single nucleotide variants; RBP, RNA-binding proteins; eQTLs, expression quantitative trait loci; miRNA, microRNA.

Table S2 Synthesized 3’-biotin-labeled wild-type or point-mutated RNA oligos
	Probe
	Sequence (5'→3')
	SNV
	Host gene of SNV

	DAB2-WT
	AUCUCAACUUCUUUCCCACCC
	Chr5: 39383203: G/A
	DAB2

	DAB2-Mut
	AUCUCAACUUUUUUCCCACCC
	
	

	ZFHX3-WT
	UUGUACCAGGCUUUUCUCCUU
	Chr16: 72822233: G/A
	ZFHX3-

	ZFHX3-Mut
	UUGUACCAGGUUUUUCUCCUU
	
	

	USP9X-WT
	UUAAAAGAAAGUGGACCUGGG
	ChrX: 41088843: G/A
	USP9X

	USP9X-Mut
	UUAAAAGAAAAUGGACCUGGG
	
	




