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Figure S1 Distribution of posttranscriptional impaired non-synonymous SNV (pinsSNV; gray boxes), posttranscriptional impaired synonymous SNV (pisSNV; color boxes)
and posttranscriptional impaired SNV (piSNV; black boxes) ratio across 22 cancer types. Distribution of pisSNV ratio within each cancer type was compared with that in 
pinsSNV ratio using Wilcoxon rank-sum test.


