Supplemental Table S1
	Gene Symbol
	Fold Change (IDH mut vs IDHwt)
	P-value
	Q-value 

	RARRES2
	-3.78
	2.17E-23
	3.27E-21

	VAV3
	-3.741
	2.54E-24
	4.79E-22

	TIMP1
	-3.598
	5.72E-26
	2.15E-23

	RBP1
	-3.514
	1.81E-24
	3.90E-22

	HOXB3
	-3.398
	3.97E-11
	5.33E-10

	HOXA7
	-3.226
	4.66E-08
	2.76E-07

	HOXA5
	-3.176
	4.00E-11
	5.33E-10

	CLEC5A
	-3.071
	3.53E-13
	8.07E-12

	HOXA3
	-3.049
	4.85E-10
	5.04E-09

	ANXA1
	-2.945
	2.34E-16
	1.14E-14

	GRB14
	-2.603
	6.40E-15
	2.41E-13

	SAA1
	-2.577
	6.94E-08
	3.87E-07

	CXCL10
	-2.515
	3.65E-10
	3.96E-09

	ULBP3
	-2.394
	1.40E-21
	1.62E-19

	TGFB2
	-2.355
	1.17E-19
	1.04E-17

	HOXB4
	-2.354
	1.82E-08
	1.20E-07

	SERPINE1
	-2.345
	2.84E-11
	4.04E-10

	COL1A1
	-2.277
	2.21E-08
	1.42E-07

	ANGPT1
	-2.244
	5.35E-15
	2.07E-13

	BANK1
	-2.202
	2.86E-13
	6.73E-12

	SOCS3
	-2.107
	9.73E-10
	9.05E-09

	SPON2
	-2.106
	4.53E-14
	1.39E-12

	MSN
	-2.093
	1.18E-27
	8.88E-25

	SERPING1
	-2.059
	5.84E-16
	2.75E-14

	LGALS3
	-2.025
	8.82E-17
	4.58E-15

	PROC
	-1.952
	1.15E-15
	5.11E-14

	CLCF1
	-1.944
	1.50E-10
	1.78E-09

	AK7
	-1.933
	5.43E-09
	4.09E-08

	DPP4
	-1.927
	7.53E-10
	7.23E-09

	ULBP1
	-1.911
	4.20E-10
	4.46E-09

	CD58
	-1.907
	1.17E-21
	1.47E-19

	CD2
	-1.859
	1.75E-09
	1.49E-08

	GBP5
	-1.814
	4.51E-09
	3.52E-08

	KIF23
	-1.8
	1.23E-08
	8.50E-08

	PTPN22
	-1.739
	2.77E-10
	3.10E-09

	APOBEC3F
	-1.716
	1.80E-18
	1.23E-16

	KIF18A
	-1.706
	2.86E-09
	2.30E-08

	S100A13
	-1.695
	4.11E-19
	3.26E-17

	CD3E
	-1.69
	7.49E-09
	5.45E-08

	CENPE
	-1.68
	5.04E-09
	3.86E-08

	KIF4A
	-1.66
	8.73E-08
	4.84E-07

	THBS4
	-1.658
	1.14E-08
	7.91E-08

	C1RL
	-1.657
	1.90E-14
	6.67E-13

	COL1A2
	-1.653
	1.13E-08
	7.90E-08

	AP1S3
	-1.616
	1.17E-19
	1.04E-17

	GBP1
	-1.605
	2.27E-10
	2.58E-09

	PAWR
	-1.597
	1.02E-10
	1.26E-09

	MYC
	1.593
	1.39E-15
	5.99E-14

	PSTPIP1
	1.593
	6.05E-14
	1.72E-12

	F7
	1.641
	6.42E-09
	4.76E-08

	KIF26A
	1.718
	9.70E-14
	2.66E-12

	DLL1
	1.856
	3.52E-12
	6.10E-11

	SOX4
	1.879
	1.49E-11
	2.29E-10

	CHRNA4
	2
	6.92E-08
	3.87E-07

	DHRS2
	2.024
	1.19E-12
	2.36E-11

	CD24
	2.231
	5.28E-09
	4.02E-08

	KLRK1
	2.243
	4.62E-14
	1.39E-12

	SELL
	2.369
	7.91E-13
	1.63E-11

	TACR1
	2.539
	5.26E-15
	2.07E-13

	TSHR
	3.045
	9.16E-12
	1.52E-10

	PAX1
	3.197
	3.55E-17
	2.06E-15

	TLX1
	3.263
	2.54E-13
	6.16E-12


Supplemental Table S2
	Specimen
	IDH Status
	Histology
	WHO Grade

	UP612
	IDH1 R132H
	Oligodrendroglioma
	2

	UP416
	IDH1 R132H
	Anaplastic Oligodendroglioma
	3

	UP807
	IDH1 R132H
	Oligodrendroglioma
	2

	UP205
	IDH1 R132H
	Oligodrendroglioma
	2

	TS603
	IDH1 R132H
	Anaplastic Oligodendroglioma
	3

	UP319
	WT
	GBM
	4

	UP226
	WT
	GBM
	4

	UP607
	WT
	GBM
	4

	TS667
	WT
	Oligodrendroglioma
	3

	UP101
	WT
	GBM
	4


Supplemental Table S3
	DAVIDGO Term
	Count
	Benjamini adjusted p-value

	Complement and coagulation cascades
	3
	6.00E-01

	Focal Adhesion
	4
	4.50E-01

	ECM-receptor Interaction
	3
	3.50E-01

	Natural Killer Cell Mediated Cytotoxicity
	3
	5.30E-01


