Supplemental figure. Alignment of amino acid sequences of Arabidopsis Atg2 protein with other Atg2 homologs.

The amino acid sequence of AtAtg2 protein is aligned with Atg2 proteins from Saccharomyces cerevisiae (Sc), Drosophila melanogaster (Dm), Caenorhabditis elegans (Ce), and Homo sapience (Hs). The homologues chosen are Atg2 in Sc, CG2093 protein in Dm, M03A8.2 protein in Ce and KIAA0404 protein in Hs. Reverse type and gray boxes indicate identical and similar amino acids, respectively. Dashes represent gaps in each sequence. Numbers are the amino acid length of each protein.
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