Table S1. Amino acid sequence identity matrix of Pinus banksiana (Pb) and Pinus contorta (Pc) diterpene synthase candidate genes with previously
characterized diTPS from Pinus taeda (PtLAS), Picea abies (PaLAS, PalSO), and Picea glauca ECPS and EKS. Abbreviations: LAS,
levopimaradiene/abictadiene synthase; ISO, isopimaradiene synthase; PIM, pimaradiene synthase; ECPS, ent-copalyl diphosphate synthase; EKS, ent-kaurene
synthase.
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PbmdiTPS1 100 98 98 98 71 71 74 74 67 66 67 67 69 68 33 35
PcmdiTPS1 100 97 97 71 72 75 74 67 66 67 67 69 68 33 35
PcmdiTPS2 100 98 72 72 75 74 67 67 67 67 70 60 33 35
PcmdiTPS3 100 71 71 74 74 67 67 67 67 70 68 33 35
PbmPIM1 100 99 80 79 66 66 66 66 70 69 32 34
PcmPIM1 100 80 80 66 66 66 66 69 69 32 34
PbmISO1 100 99 71 71 71 71 73 73 33 34
PcmlISO1 100 71 70 70 70 73 73 33 34
PcLAS2 100 99 99 99 86 89 33 35
PcLAS1 100 99 98 85 89 33 34
PbLAS1 100 99 86 89 34 34
PtLAS 100 86 89 34 34
PalSO 100 91 34 34
PalLAS 100 34 34
PgECPS 100 34

PgEKS 100




