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Supp. Table 1: Complementary analyses (columns) carried out at different ages with rat sub-
groups samples on both fluids (blood and urine) and organs (liver, kidney and testis). 
 

 
 
 
  

Hormones Microscopic 
evaluation

Proteins 
markers Metabolomic Transcriptomic

Fluids Blood T90 A, B B
T135 B
T180 B B

Urine T90 B A, B A, B B
T135 B B B
T180 B B, C B, C B

Organs Liver T90 A
T180 B

Kidney T90 A A
T180 B B

Testis T90 A A
T180 B B



Supp. Table 2: The different tissue procedures (columns) undertaken to analyze the 
macroscopic lesions of each recovered organ (lines)  
 
 

 
 
  

Organ
weights

Macroscopic lesions
Adrenals X X
Brain (including medulla/pons X
Colon X X
Duodenum X
Epididymides

. right X X
. left X X

Heart X
Ileum X
Jejunum X X
Kidneys

Right X X
Left X X X (half)

Liver X X X
Ovaries (including oviducts)

. right X X
. left X X

Pancreas X X
Prostate (ventral) X
Seminal vesicles (including coagulation gland) X
Spleen X
Sternum with bone marrow
Stomach with forestomach X
Testes

. right X X
. left X X

Thymus X
Thyroids with parathyroids X
Uterus (horns and cervix) X X
Vagina X X

FreezingMicroscopic 
examinationOrgans



Supp. Table 3: Biochemical diet analysis with respectively amino acids, carbohydrates, 
mineral, fatty acids and vitamins composition. 
 

 

Amino acid unit accli ISONK NK11 NK33 NK-G11 NK-G33 ISOMON MON11 MON33
Arginine g/100 g 1.05 1.02 1 1.09 1.07 1.07 1.06 1.02 1.05
Cysteine+cystine g/100 g 0.282 0.251 0.268 0.267 0.267 0.26 0.297 0.283 0.259
Histidine g/100 g 0.422 0.412 0.394 0.433 0.428 0.419 0.421 0.422 0.437
Isoleucine g/100 g 0.632 0.673 0.619 0.713 0.698 0.667 0.679 0.652 0.685
Leucine g/100 g 1.3 1.29 1.25 1.36 1.35 1.28 1.31 1.28 1.32
Lysine g/100 g 0.937 0.949 0.917 1 0.998 0.961 0.984 0.943 0.966
Methionine g/100 g 0.415 0.381 0.41 0.408 0.4 0.391 0.465 0.447 0.437
Phenylalanine g/100 g 0.793 0.784 0.763 0.84 0.829 0.8 0.806 0.783 0.8
Threonine g/100 g 0.616 0.612 0.602 0.642 0.653 0.634 0.629 0.61 0.617
Tryptophane g/100 g 0.231 0.226 0.21 0.215 0.221 0.223 0.222 0.221 0.222
Tyrosine g/100 g 0.539 0.497 0.505 0.565 0.557 0.549 0.553 0.529 0.533

Carbohydrate unit accli ISONK NK11 NK33 NK-G11 NK-G33 ISOMON MON11 MON33
Crude fiber g/100 g 2.9 3 2.8 2.9 2.9 2.9 2.8 2.7 2.9
Fibers g/100 g 17.2 20.7 19 18.1 17.5 18 17.1 16.2 16.1
NDF g/100 g 11.6 12.4 11.96 11.9 11.68 11.88 11.7 11.6 11.5
ADF g/100 g 4.1 4.3 4.08 4.2 4 3.93 4 4.1 4
Total carbohydrate g/100 g 63.6 62.8 62.6 63.3 63.4 63.3 62.1 62.4 62.6
ENA calculation 60.6 59.7 59.9 60.3 60.5 60.4 59.3 59.7 59.7
Starch g/100 g 22.5 34.8 36.9 34.6 35.3 28.8 28.5 35.9 34.6
Glucose % (w/w) 0.23 0.27 0.21 0.28 0.26 0.25 0.23 0.24 0.23
Fructose % (w/w) <0,1 0.1 <0,1 <0,1 <0,1 0.11 <0,1 0.1 <0,1
Lactose % (w/w) <0,1 <0,1 <0,1 <0,1 <0,1 <0,1 <0,1 <0,1 <0,1
Maltose % (w/w) 1.77 1.78 1.7 2.13 2.03 1.74 1.91 1.86 1.84
Saccharose % (w/w) 2.08 2.06 2.11 2.09 2.14 2.18 2.03 1.93 1.98
Raffinose % (w/w) 0.38 0.39 0.39 0.4 0.41 0.38 0.39 0.36 0.38
Stachyose % (w/w) 0.84 0.83 0.83 0.83 0.85 0.8 0.82 0.81 0.8
Verbascose % (w/w) <0,2 <0,2 <0,2 <0,2 <0,2 <0,2 <0,2 <0,2 <0,2

Mineral unit accli ISONK NK11 NK33 NK-G11 NK-G33 ISOMON MON11 MON33
Calcium g/kg 7.1 6.7 7.1 6.7 6.7 6.7 7.4 6.8 7.2
Sodium g/kg 2.3 2.2 2.2 2.2 2.3 2.2 2.4 2.3 2.3
Potassium g/kg 8.3 8.2 8.1 8.2 8.3 8.1 8.3 8.1 8
Magnesium g/kg 1.9 1.9 1.9 1.9 1.9 1.9 2 2 2
Iron mg/kg 290 280 280 210 290 290 220 250 210
Copper mg/kg 18 17 18 19 17 16 19 18 23
Zinc mg/kg 64 62 61 61 63 58 67 68 66
Manganese mg/kg 58 55 57 60 60 58 63 66 61
Selenium mg/kg <0,5 <0,5 <0,5 <0,5 <0,5 <0,5 <0,5 <0,5 <0,5 
Cobalt mg/kg <0,2 <0,2 <0,2 <0,2 <0,2 <0,2 <0,2 <0,2 <0,2 
Fluor mg/kg <20 <20 <20 <20 <20 <20 <20 <20 <20

Fatty acid unit accli ISONK NK11 NK33 NK-G11 NK-G33 ISOMON MON11 MON33
monoinsaturated fatty acids g/100g 24.03 24.09 24.57 24.65 24.79 24.98 24.97 25.67 23.79
polyinsaturated fatty acids g/100g 59.75 60.51 59.9 59.56 58.92 59.03 58.44 57.49 60.53
fatty acids omega 3 g/100g 4.2 4.28 4.11 3.56 3.56 3.57 4.15 3.96 4.68
fatty acids omega 6 g/100g 55.46 56.17 55.7 55.99 55.35 55.46 54.21 53.44 55.77
saturated fatty acids g/100g 15.19 14.41 14.51 14.92 15.42 15.13 15.59 15.84 14.54
trans fatty acids g/100g 0.88 0.87 0.85 0.87 0.8 0.84 0.91 0.85 1.02
other fatty acids g/100g <0,05 <0,05 <0,05 <0,05 <0,05 <0,05 <0,05 <0,05 <0,05
C16:0 palmitic acid g/100g 11.16 10.55 10.74 11.22 11.5 11.3 11.21 11.39 10.23
C18:0 stearic acid g/100g 2.72 2.63 2.51 2.56 2.71 2.64 2.89 2.9 3.02
C18:1 (n-7c) vaccenic acid g/100g 1.22 1.14 1.18 1.22 1.24 1.22 1.16 1.22 1.05
C18:1 (n-9c) oleic acid g/100g 22.37 22.54 22.97 23.07 23.14 23.39 23.36 23.95 22.33
C18:2 (n-6c) linoleic acid g/100g 55.46 56.17 55.7 55.99 55.35 55.46 54.21 53.38 55.71
C18:3 (n-3)  a linolenic acid g/100g 3.8 3.97 3.67 3.56 3.56 3.57 3.85 3.63 4.58

 Fat-soluble vitamin unit accli ISONK NK11 NK33 NK-G11 NK-G33 ISOMON MON11 MON33
Vitamin A mg/kg 4.05 2.86 3.32 2.15 2.55 2.96 2.97 2.93 2.53
Vitamin D3 mg/kg 0.0391 0.0303 0.0356 0.036 0.0329 0.0327 0.0331 0.043 0.0417

Vitamin E (alpha-tocopherol) mg/kg 20.5 21.3 19.9 21.1 20.7 20.7 24.2 25 23.7

Vitamin K3 mg/kg 9.14 13.1 12.7 13.7 14.2 9.54 11.5 7.3 6.9
Water-soluble vitamin
Vitamin B1 mg/kg 13.1 14.4 14.1 13.8 13.5 13.1 12.2 16.5 16.7
Vitamin B12 mg/kg 0.0464 0.0425 0.0421 0.0612 0.0522 0.055 0.0489 0.0614 0.0697
Vitamin B2 mg/kg 11.9 10.8 10.5 10.5 10.7 11 11.5 11.9 11.2
Vitamin B5 mg/kg 30.2 25.5 26.1 24.5 24.3 25.8 27.3 31.3 27.9
Vitamine B6 mg/kg 4.83 5.44 4.38 4.24 4.78 4.36 4.96 5.47 4.99
Vitamin B9 mg/kg 0.824 1.48 3,16* 2.46 1.33 1.55 1.76 1.67 1.24
Vitamin H or B8 mg/kg 0.24 0.22 0.34 0.461 0.227 0.259 0.252 0.29 0.388
Vitamin PP mg/kg 22 23.2 27.7 27.1 27.2 24.6 25.3 25.1 26.4
Choline mg/kg 1030 1030 1010 984 1000 1030 1040 1040 1110

Glyphosate mg/kg 0.050 0.050 0.059 0.063 0.075 0.055 0.050 0.060



 
 
 
Supp Table 4a: Clinical signs observed by individual males (Column Animal#).  Statistical 
analysis was performed according to the protocol described in the Material and Methods 
section (Datasets from toxicological experiments) 
 
 

 
 
  

DIET SUB-GROUP STUDY-DAYS ANIMAL # CATEGORY SIGN LOCALISATION
ISOMON A 85 E24664 Masse / Volume Nodosities tail
ISOMON A 86-90 E24664 Masse / Volume Nodosities tail
ISONK A 78-90 E24571 Tegument Scabs head
ISOMON B 155-180 E24672 General aspect Hunched posture  
ISOMON B 155-180 E24672 Oral cavity Abnormal growth of teeth (cut regularly)  
ISOMON B 155-181 E24672 General aspect Hunched posture  
MON11 B 127-14 E24611 Secretion Chromorhynorrhea  
MON11 B 130-181 E24621 Tegument Alopecia head
MON11 B 15-134 E24619 Oral cavity Abnormal growth of teeth (cut regularly)  
MON11 B 15-21 E24621 Oral cavity Abnormal growth of teeth (cut regularly)  
MON11 B 150-180 E24612 Eyes Chromodacryorrhea  
MON11 B 169-174 E24614 Secretion Chromorhynorrhea  
MON11 B 92-129 E24621 General aspect Thinning of hair  
MON11 B 150-181 E24612 Eyes Chromodacryorrhea  
MON11 B 150-182 E24612 Eyes Chromodacryorrhea  
MON33 B 176 E24646 Secretion Chromorhynorrhea  
MON33 B 148-172 E24649 Tegument Alopecia neck 
ISONK B 116-122 E24591 Eyes Chromodacryorrhea  
ISONK B 116-123 E24591 Eyes Chromodacryorrhea  
ISONK B 116-124 E24591 Eyes Chromodacryorrhea  
ISONK B 116-181 E24591 General aspect Thinning of hair  
ISONK B 148-164 E24591 Tegument Alopecia head
NK11 B 116-140 E24469 General aspect Thinning of hair  
NK11 B 130-180 E24469 Tegument Alopecia neck 
NK11 B 169-180 E24467 Secretion Soiled head
NK33 B 22-25 E24567 General aspect Dehydration  
NK33 B 22-25 E24567 General aspect Dehydration  
NK33 B 22-25 E24568 General aspect Dehydration  
NK33 B 22-25 E24568 General aspect Dehydration  
NKG11 B 127-129 E24532 Tegument Scabs tail
NKG11 B 15-21 E24530 Oral cavity Abnormal growth of teeth (cut regularly)  
NKG33 B 109 E24502 Secretion Chromorhynorrhea  
NKG33 B 168 E24491 Secretion Chromorhynorrhea  
NKG33 B 168 E24492 Secretion Chromorhynorrhea  
NKG33 B 134-152 E24498 Tegument Scabs tail
ISOMON C 162 E24683 Secretion Chromorhynorrhea  
ISOMON C 111-181 E24686 General aspect Thinning of hair  
MON33 C 127 E24658 Secretion Chromorhynorrhea  
MON33 C 128 E24658 Secretion Chromorhynorrhea  
NK11 C 113-114 E24473 Oral cavity Abnormal growth of teeth (cut regularly) teeth
NK11 C 120-129 E24478 Oral cavity Abnormal growth of teeth (cut regularly)  
NKG11 C 128-180 E24534 General aspect Abnormal color teeth
NKG11 C 64-180 E24534 Oral cavity Abnormal growth of teeth (cut regularly)  
NKG11 C 77-90 E24534 Eyes Chromodacryorrhea  



Supp. Table 4b: Clinical signs observed by individual females (Column Animal#). Statistical 
analysis was performed according to the protocol described in the Material and Methods 
section (Datasets from toxicological experiments) 
 
 

 
 
  

DIET SUB-GROUP STUDY DAYS ANIMAL # CATEGORY SIGN LOCALISATION

ISOMON A 57-63 E25211 Tegument Scabs head
MON33 A 78-90 E25183 General aspect Thin appearance  
MON33 A 78-90 E25184 General aspect Thin appearance  
ISOMON B 43-49 E25222 Oral cavity Abnormal growth of teeth (cut regularly)  
ISOMON B 92-181 E25223 Oral cavity Abnormal growth of teeth (cut regularly)  
ISOMON B 92-93 E25229 General aspect Hunched posture  
ISOMON B 92-94 E25229 General aspect Piloerection  
ISOMON B 92-94 E25229 General aspect Thin appearance  
ISOMON B 92-94 E25230 General aspect Hunched posture  
ISOMON B 92-94 E25230 General aspect Piloerection  
ISOMON B 92-94 E25230 General aspect Thin appearance  
ISOMON B 92-94 E25231 General aspect Piloerection  
ISOMON B 92-94 E25231 General aspect Thin appearance  
ISOMON B 92-94 E25232 General aspect Piloerection  
ISOMON B 92-94 E25232 General aspect Thin appearance  
MON11 B 8-21 E25169 Tegument Scabs back 
MON33 B 57-103 E25192 General aspect Thinning of hair  
ISONK B 148-181 E25132 General aspect Thinning of hair  
NK11 B 167-169 E25011 Eyes Half-closed eyes  
NK11 B 167-169 E25011 General aspect Piloerection  
NK11 B 167-169 E25011 Secretion Chromorhynorrhea  
NK11 B 168-169 E25011 Respiratory system Dyspnea  
NK11 B 168-169 E25011 Secretion Liquid discharge nose
NK11 B 168-175 E25011 General aspect Pallor extremities
NK11 B 175-176 E25011 General aspect Isolated animal: poor clinical condition  
NK11 B 175-176 E25011 Secretion Liquid discharge muzzle
NK11 B 15-20 E25016 Oral cavity Abnormal growth of teeth (cut regularly)  
NK33 B 155-182 E25110 Tegument Scabs head
NK33 B 165-182 E25110 General aspect Isolated animal: poor clinical condition  
NKG11 B 155-161 E25073 General aspect Thin appearance  
NKG11 B 171-181 E25074 Tegument Scabs tail
NKG11 B 141-198 E25080 Tegument Alopecia back 
NKG11 B 169-180 E25080 General aspect Thinning of hair  
NKG33 B 116-117 E25047 General aspect Difficulty in using limb left forelimb
NKG33 B 116-118 E25047 General aspect Isolated animal: poor clinical condition  
NKG33 B 116-122 E25047 Tegument Scabs neck 
NKG33 B 127-147 E25051 General aspect Thin appearance  
ISOMON C 92-182 E25239 General aspect Thinning of hair  
MON11 C 176-181 E25174 General aspect Thinning of hair  
MON11 C 85-154 E25174 Tegument Scabs left forelimb
MON33 C 141-167 E25204 General aspect Thinning of hair  
NK11 C -52 E25023 Secretion Soiled neck 
NK11 C 176-181 E25023 General aspect Thinning of hair  
NK11 C 85 E25027 Eyes Chromodacryorrhea  
NK33 C 57-182 E25120 Oral cavity Abnormal growth of teeth (cut regularly)  
NKG11 C 151-153 E25088 Secretion Chromorhynorrhea  
NKG11 C 154-160 E25088 Eyes Chromodacryorrhea  
NKG11 C 78-84 E25090 Eyes Chromodacryorrhea  
NKG33 C 158-182 E25059 General aspect Thinning of hair  

rat E25047 was killed prematurely day 118 for ethical reasons (NK-G33 diet)



Supp. Table 5a: Hematologic parameters (lines) analyzed per diet (column) in males. 
Statistical analysis was performed according to the protocol described in the Material and 
Methods section (Datasets from toxicological experiments) 
 
 

 
  

Parameter

T90 ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

8.97 (0.98) 9.06 (0.95) 8.96 (0.73) 9 (0.87) 9.01 (0.78) 9.09 (0.86) 9.37 (1.14) 9.03 (0.84)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

15.22 (1.43) 15.3 (1.14) 14.91 (1.3) 15.15 (1.36) 15.22 (1.3) 15.46 (1.25) 15.44 (1.6) 14.87 (1.26)
n= 15 n= 18 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

12.95 (0.42) 12.92 (0.74) 13.21 (1.23) 13.23 (0.94) 12.99 (1.27) 14.3 (2.73) 14.09 (2.18) 14.51 (2.29)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

32.54 (1.03) 31.95 (1.15) 31.91 (1.89) 32.26 (1.17) 31.99 (1.26) 32.22 (1.52) 31.86 (1.61) 32.07 (1.24)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

17.03 (0.87) 16.95 (0.88) 16.7 (1.08) 16.86 (0.7) 16.92 (0.74) 17.03 (0.59) 16.5 (0.64) 16.49 (0.75)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

2 (0.23) 2.02 (0.35) 2.05 (0.32) 1.94 (0.35) 2 (0.33) 1.93 (0.29) 2.08 (0.28) 1.96 (0.23)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

52.31 (2.01) 53.08 (2.04) 52.34 (1.55) 52.26 (2.31) 52.91 (1.93) 52.89 (1.97) 51.88 (2.69) 51.48 (2.07)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

4.98 (2.47) 5.61 (2.3) 5.04 (2.34) 4.93 (2.05) 5.08 (2.38) 5.66 (2.65) 5.98 (3.28) 5.09 (2.12)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

0.47 (0.05) 0.48 (0.05) 0.47 (0.04) 0.47 (0.06) 0.48 (0.05) 0.48 (0.06) 0.49 (0.07) 0.46 (0.05)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

2.64 (0.15) 2.62 (0.25) 2.75 (0.29) 2.68 (0.28) 2.63 (0.27) 2.79 (0.34) 2.84 (0.3) 2.91 (0.46)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 17 n= 20 n= 15

837.2 (111.22) 810.63 (83.29) 844.31 (84) 847.83 (70.12) 807.26 (118.76) 784.24 (85.56) 874.4 (115.62) 817.47 (81.49)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

7.23 (0.66) 6.45 (0.57) 7.54 (0.64) 6.97 (0.66) 7.09 (0.69) 6.69 (0.58) 7.54 (0.71) 6.55 (0.62)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

4.62 (2.18) 5.28 (2.19) 4.79 (2.22) 4.68 (1.91) 4.74 (2.24) 5.21 (2.48) 5.69 (3.15) 4.84 (2.07)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

3.51 (1.91) 4.39 (1.95) 3.84 (2) 3.89 (1.73) 3.81 (1.93) 4.21 (2.09) 4.61 (2.97) 3.93 (1.97)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

72.43 (15.55) 82.02 (6.18) 78.29 (8.86) 82.2 (6.42) 79.45 (6.07) 79.64 (5.28) 77.58 (13.68) 78.61 (15.46)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

23.13 (14.7) 14.04 (5.75) 17.51 (8.17) 14.11 (5.89) 16.29 (5.46) 16.17 (5.03) 18.04 (12.51) 17.35 (15.34)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

1.64 (0.55) 1.64 (0.82) 1.47 (0.46) 1.48 (0.67) 1.43 (0.55) 1.63 (0.77) 1.51 (0.53) 1.51 (0.57)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

2.22 (0.94) 1.56 (0.59) 2.09 (0.92) 1.53 (0.62) 2.14 (0.9) 1.79 (0.74) 2.17 (1.41) 1.78 (0.7)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

0.1 (0.04) 0.11 (0.08) 0.11 (0.08) 0.1 (0.1) 0.13 (0.08) 0.12 (0.08) 0.13 (0.1) 0.13 (0.08)
n= 15 n= 19 n= 16 n= 18 n= 19 n= 18 n= 20 n= 15

0.51 (0.27) 0.63 (0.4) 0.54 (0.33) 0.61 (0.31) 0.55 (0.31) 0.67 (0.4) 0.58 (0.28) 0.63 (0.24)

Parameter

T135 ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

10.17 (0.43) 10.18 (0.54) 10.06 (0.56) 10.2 (0.79) 10.44 (0.46) 10.18 (0.37) 10.35 (0.51) 10.24 (0.38)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

17.2 (0.9) 16.85 (0.94) 16.94 (0.61) 16.99 (0.73) 17.41 (0.57) 16.94 (0.55) 17 (0.46) 17.05 (0.51)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 10 n= 11

12.38 (0.89) 12.14 (0.78) 12.12 (0.93) 12.4 (0.86) 11.74 (0.59) 12.2 (0.59) 12.77 (0.82) 13.96 (3.85)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

32.17 (0.66) 31.56 (0.78) 31.59 (0.9) 31.37 (1.01) 31.3 (0.98) 31.82 (0.61) 31.71 (0.9) 31.66 (1.03)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

16.96 (1.12) 16.55 (0.5) 16.88 (0.69) 16.69 (0.71) 16.69 (0.63) 16.65 (0.5) 16.45 (0.66) 16.67 (0.63)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

1.73 (0.36) 1.52 (0.31) 1.67 (0.21) 1.63 (0.48) 1.4 (0.35) 1.64 (0.19) 1.63 (0.22) 1.57 (0.37)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

52.67 (3.22) 52.54 (2.32) 53.43 (1.82) 53.21 (1.59) 53.41 (1.34) 52.27 (1.49) 51.85 (1.88) 52.67 (2.01)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

6.75 (1.69) 6.01 (1.41) 6.58 (1.32) 5.89 (1.18) 6.34 (0.95) 6.01 (1.32) 7.43 (1.83) 6.85 (1.43)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

0.54 (0.03) 0.54 (0.04) 0.54 (0.03) 0.54 (0.04) 0.56 (0.02) 0.53 (0.01) 0.54 (0.02) 0.54 (0.03)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 7 n= 10 n= 11

2.6 (0.29) 2.51 (0.34) 2.46 (0.31) 2.58 (0.38) 2.44 (0.24) 2.84 (0.47) 2.79 (0.42) 2.78 (0.51)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

751.12 (98.5) 772.62 (90.86) 797.67 (69.4) 738.33 (104.74) 764.62 (60.87) 797.62 (47.65) 771.55 (121.78) 800.73 (116.29)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

7.84 (0.85) 7.76 (0.52) 7.73 (0.3) 7.77 (0.48) 7.92 (0.39) 7.75 (0.5) 7.79 (0.45) 7.79 (0.33)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

6.3 (1.62) 5.61 (1.4) 6.2 (1.2) 5.58 (1.1) 6.04 (1.07) 5.59 (1.05) 6.99 (1.8) 6.56 (1.42)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

4.34 (1.66) 4.43 (1.32) 5.2 (1.25) 4.61 (0.92) 5.03 (0.84) 4.59 (1.04) 5.6 (2.04) 5.36 (1.27)
n= 7 n= 8 n= 9 n= 9 n= 8 n= 8 n= 10 n= 11

79.59 (4.2) 78.1 (8.7) 83.09 (5.16) 82.57 (2.73) 83.51 (2.25) 81.79 (5.34) 81.94 (4.07) 81.43 (4.35)
n= 7 n= 8 n= 9 n= 9 n= 8 n= 8 n= 10 n= 11

15.39 (4.01) 17.27 (8.66) 12.38 (4.41) 13.13 (2.23) 12.34 (2.37) 13.85 (4.16) 13.66 (3.66) 13.67 (4.07)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

2.09 (0.71) 2.4 (1.03) 2.23 (0.47) 1.92 (0.92) 1.77 (0.55) 2.02 (0.96) 2.14 (1.05) 2.54 (0.63)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

2.33 (1.21) 1.43 (0.45) 1.46 (0.65) 1.49 (0.49) 1.32 (0.71) 1.59 (0.69) 1.77 (1.02) 1.45 (0.48)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

0.18 (0.07) 0.15 (0.09) 0.11 (0.06) 0.16 (0.09) 0.2 (0.09) 0.1 (0.05) 0.15 (0.08) 0.15 (0.07)
n= 8 n= 8 n= 9 n= 9 n= 8 n= 8 n= 11 n= 11

0.76 (0.23) 0.62 (0.26) 0.73 (0.24) 0.71 (0.24) 0.88 (0.57) 0.61 (0.35) 0.71 (0.34) 0.73 (0.11)

Difference between 
diets

1, 13

1, 3, 4, 6, 10, 11, 12, 13, 14

4, 7

4, 7

2, 3, 13

12, 13

1

13

1, 3, 13

Large unstained cells (%) 

Lymphocytes (103/µl)

Lymphocytes (%) 

Neutrophils (%) 

Monocytes (%) 

Eosinophils (%) 

Differential (g/dl) 

Platelets (103/µl) 

Mean thrombocyte volume (fl) 

White blood cells (103/µl) 

Basophils (%) 

Mean cell haemoglobin (pg) 

Reticulocytes (%) 

Mean cell volume (fl) 

Perox white blood cells (g/l) 

Packed cell volume (l/l) 

Diet

Red blood cells (106/µl) 

Haemoglobin (g/dl)

Red differential weighin (%) 

Mean.corp.haem.conc. (g/dl) 

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: ISONK versus NK11, 5: ISONK 
versus NK33, 6: NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 11: NK33 versus NKG33, 12: ISOMON versus 
ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

Diet

Red blood cells (106/µl) 

Haemoglobin (g/dl)

Red differential weighin (%) 

Difference between 
diets

Mean.corp.haem.conc. (g/dl) 

Mean cell haemoglobin (pg) 

Reticulocytes (%) 

Mean cell volume (fl) 

Perox white blood cells (g/l) 

Packed cell volume (l/l) 

Differential (g/dl) 

Platelets (103/µl) 

Mean thrombocyte volume (fl) 

White blood cells (103/µl) 

Basophils (%) 

Large unstained cells (%) 

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: ISONK versus NK11, 5: ISONK 
versus NK33, 6: NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 11: NK33 versus NKG33, 12: ISOMON versus 
ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

11, 12

Lymphocytes (103/µl)

Lymphocytes (%) 

Neutrophils (%) 

Monocytes (%) 

Eosinophils (%) 



Supp. Table 5B: Hematologic parameters (lines) analyzed per diet (column) in females. 
Statistical analysis was performed according to the protocol described in the Material and 
Methods section (Datasets from toxicological experiments) 
 

 
  

Parameter
T90 ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
8.01 (0.7) 8.14 (0.48) 7.73 (1.52) 8 (0.72) 8.17 (0.77) 8.03 (0.68) 8.09 (0.48) 8.18 (0.71)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
13.92 (1.15) 14.25 (0.97) 13.78 (2.71) 14.23 (1.12) 14.47 (1.3) 14.1 (1.12) 14.25 (0.88) 14.4 (1.06)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
11.43 (0.69) 11.6 (0.8) 12.98 (4.28) 11.95 (2.86) 11.47 (0.93) 11.04 (0.5) 11.81 (1.34) 12.62 (3.36)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
32.24 (0.91) 32.1 (0.81) 32.43 (0.9) 32.15 (1.04) 32.2 (0.86) 31.96 (1.01) 32.45 (0.93) 32.17 (0.92)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
17.38 (0.82) 17.51 (0.53) 17.84 (0.86) 17.82 (0.8) 17.73 (0.6) 17.58 (0.51) 17.63 (0.56) 17.63 (0.75)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
2.37 (0.68) 2.22 (0.43) 2.86 (2.5) 2.27 (0.65) 2.28 (0.54) 2.32 (0.45) 2.16 (0.53) 2.19 (0.33)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
53.94 (2.38) 54.6 (2.17) 55.03 (1.9) 55.42 (1.93) 55.1 (1.94) 55.01 (1.66) 54.32 (1.96) 54.79 (1.94)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
3.19 (1.25) 3.7 (1.68) 3.52 (1.61) 3.4 (1.76) 3.59 (1.87) 3 (1.41) 3.37 (1.12) 3.26 (1.05)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
0.43 (0.04) 0.45 (0.04) 0.42 (0.09) 0.44 (0.04) 0.45 (0.05) 0.44 (0.05) 0.44 (0.03) 0.45 (0.04)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
2.05 (0.14) 2.14 (0.17) 2.19 (0.36) 2.08 (0.24) 2.07 (0.17) 2.07 (0.15) 2.18 (0.23) 2.15 (0.25)

n= 17 n= 20 n= 19 n= 20 n= 20 n= 19 n= 18 n= 18
869 (165.54) 904.1 (131.08) 846 (170.55) 855.75 (168.93) 853.1 (72.69) 856.74 (143.33) 874.11 (111.01) 833.78 (97.88)

n= 17 n= 20 n= 19 n= 20 n= 20 n= 20 n= 19 n= 18
7.3 (0.48) 7.32 (0.57) 6.99 (0.36) 7.34 (0.58) 7.08 (0.71) 7.46 (0.65) 7.28 (0.67) 6.84 (0.52)

n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18
3 (1.19) 3.54 (1.71) 3.34 (1.5) 3.23 (1.71) 3.44 (1.83) 2.85 (1.36) 3.24 (1.09) 3.15 (1.01)
n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18

2.21 (1.05) 2.84 (1.51) 2.3 (1.07) 2.57 (1.46) 2.65 (1.49) 2.16 (1.16) 2.55 (0.96) 2.42 (0.9)
n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18

72.44 (10.96) 78.97 (5.65) 69.91 (15.4) 76.86 (10.07) 76.44 (6.45) 73.15 (18.23) 78.04 (6.97) 75.67 (7.06)
n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18

22.51 (9.89) 16.39 (4.99) 25.17 (14.16) 18.33 (9.07) 19 (6.24) 21.77 (17.24) 17.57 (7.06) 20.03 (6.71)
n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18

2.21 (0.63) 2.04 (0.96) 2.18 (1.15) 2.05 (0.63) 2.05 (0.51) 2.11 (0.63) 1.93 (0.58) 2.04 (0.53)
n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18

2.26 (1.16) 1.99 (0.96) 2.13 (0.87) 2.06 (1.02) 1.85 (0.88) 2.36 (1.33) 1.89 (0.56) 1.71 (0.58)
n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18

0.09 (0.08) 0.08 (0.04) 0.09 (0.09) 0.12 (0.14) 0.06 (0.06) 0.05 (0.07) 0.07 (0.07) 0.06 (0.06)
n= 18 n= 20 n= 19 n= 20 n= 20 n= 21 n= 19 n= 18

0.51 (0.22) 0.52 (0.23) 0.52 (0.35) 0.6 (0.33) 0.6 (0.24) 0.56 (0.3) 0.49 (0.19) 0.49 (0.15)

Parameter

T135 ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

8.5 (0.4) 8.4 (0.54) 8.23 (0.4) 8.37 (0.47) 8.54 (0.42) 8.52 (0.45) 8.39 (0.38) 8.84 (0.38)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

14.98 (0.49) 14.99 (0.59) 15.01 (0.47) 15.21 (0.33) 15.31 (0.6) 15.07 (0.61) 15.17 (0.49) 15.45 (0.76)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

11.02 (1.01) 11.66 (1.3) 13.96 (6.04) 12.8 (4.68) 11.51 (0.72) 11.57 (1.55) 11.53 (1.22) 11.18 (1.11)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

32.38 (0.5) 32.59 (0.69) 32.79 (0.79) 32.84 (1) 32.1 (0.81) 32.68 (0.72) 32.73 (0.64) 32.36 (0.53)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

17.63 (0.7) 17.86 (0.59) 18.25 (0.7) 18.22 (0.94) 17.95 (0.48) 17.7 (0.38) 18.11 (0.47) 17.49 (0.58)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

1.96 (0.39) 2.19 (0.47) 2.34 (0.31) 2.23 (0.38) 2.55 (0.73) 2.19 (0.5) 2.35 (0.54) 1.97 (0.43)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

54.44 (1.91) 54.85 (1.47) 55.69 (1.57) 55.47 (1.91) 55.98 (1.88) 54.21 (1.27) 55.3 (1.55) 54.02 (1.78)
n= 11 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

3.62 (1.01) 4.78 (1.4) 3.47 (0.79) 3.54 (0.52) 4.36 (0.99) 4.11 (1.03) 3.97 (0.63) 4.36 (0.85)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

0.46 (0.02) 0.46 (0.03) 0.46 (0.02) 0.46 (0.02) 0.48 (0.03) 0.46 (0.02) 0.46 (0.02) 0.48 (0.02)
n= 12 n= 11 n= 10 n= 9 n= 11 n= 11 n= 12 n= 11

2.13 (0.19) 2.28 (0.22) 2.27 (0.34) 2.25 (0.33) 2.2 (0.18) 2.3 (0.26) 2.28 (0.22) 2.18 (0.21)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

882.75 (158.55) 958.36 (106.05) 877.82 (116.69) 900.44 (123.08) 868.82 (85.43) 940 (124.25) 894.5 (116.71) 904.64 (59.31)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

7.27 (0.51) 7.4 (0.78) 7.05 (0.68) 7.31 (0.65) 7.36 (0.89) 7.05 (0.69) 7.09 (0.58) 7.31 (0.61)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

3.43 (0.91) 4.52 (1.37) 3.23 (0.61) 3.35 (0.43) 4.07 (0.91) 3.92 (1.01) 3.74 (0.67) 4.13 (0.79)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

2.53 (0.93) 3.54 (1.26) 2.41 (0.62) 2.51 (0.25) 3.15 (0.86) 2.65 (0.76) 2.89 (0.62) 3.2 (0.68)
n= 11 n= 11 n= 11 n= 9 n= 11 n= 10 n= 12 n= 11

75.59 (5.09) 77.55 (7.4) 74.22 (7.21) 75.18 (5.16) 76.79 (6.1) 74.32 (4.66) 76.85 (6.54) 77.24 (4.01)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

22.66 (12.46) 16.94 (6.3) 20.5 (6.58) 19.92 (4.67) 17.96 (5.34) 23.8 (14.35) 17.73 (5.65) 17.92 (4.07)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

2.37 (0.91) 2.45 (0.98) 2.35 (0.81) 2.06 (0.6) 2.56 (0.66) 2.75 (0.45) 2.51 (0.69) 2.18 (0.45)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

2.38 (1.4) 2.2 (0.86) 2.18 (0.84) 2.09 (0.77) 1.79 (0.5) 2.97 (2.22) 2.07 (1.06) 1.89 (0.68)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

0.09 (0.05) 0.12 (0.08) 0.09 (0.08) 0.07 (0.09) 0.14 (0.05) 0.09 (0.05) 0.09 (0.07) 0.06 (0.09)
n= 12 n= 11 n= 11 n= 9 n= 11 n= 11 n= 12 n= 11

0.58 (0.34) 0.76 (0.26) 0.66 (0.29) 0.64 (0.26) 0.74 (0.34) 0.73 (0.34) 0.73 (0.36) 0.65 (0.21)

Large unstained cells (%) 

Lymphocytes (103/µl)

Lymphocytes (%) 

Neutrophils (%) 

Monocytes (%) 

Eosinophils (%) 

Differential (g/dl) 

Platelets (103/µl) 

Mean thrombocyte volume (fl) 

White blood cells (103/µl) 

Basophils (%) 

Mean cell haemoglobin (pg) 

Reticulocytes (%) 

Mean cell volume (fl) 

Perox white blood cells (g/l) 

Packed cell volume (l/l) 

Diet

Red blood cells (106/µl) 

Haemoglobin (g/dl)

Red differential weighin (%) 

Mean.corp.haem.conc. (g/dl) 

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: ISONK 
versus NK11, 5: ISONK versus NK33, 6: NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 
11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

Diet

Red blood cells (106/µl) 

Haemoglobin (g/dl)

Red differential weighin (%) 

Difference 
between 

diets

Mean.corp.haem.conc. (g/dl) 

Mean cell haemoglobin (pg) 

Reticulocytes (%) 

Mean cell volume (fl) 

Perox white blood cells (g/l) 

Large unstained cells (%) 

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: ISONK 
versus NK11, 5: ISONK versus NK33, 6: NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 
11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

Difference 
between 

diets

8

12

3

7

7

3

7

6

6

3, 14

3, 14

8, 14

Lymphocytes (103/µl)

14

6, 10, 11, 14

4, 6, 10, 11, 14

4, 6, 10, 11, 14

Basophils (%) 

Lymphocytes (%) 

Neutrophils (%) 

Monocytes (%) 

Eosinophils (%) 

Packed cell volume (l/l) 

Differential (g/dl) 

Platelets (103/µl) 

Mean thrombocyte volume (fl) 

White blood cells (103/µl) 



Supp. Table 6a: Clinical biochemistry analyzed per diet (column) in males. Statistical 
analysis was performed according to the protocol described in the Material and Methods 
section (Datasets from toxicological experiments) 
 

 

Parameter

T90 ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

144.7 (2.74) 144.36 (2.34) 144.95 (3.03) 145.17 (3.3) 144.48 (2.36) 144.97 (2.9) 145.88 (3.84) 144.72 (2.41)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

4.52 (0.83) 4.31 (0.75) 4.75 (1.29) 4.58 (0.91) 4.42 (0.87) 4.45 (0.9) 4.64 (0.91) 4.56 (0.84)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

103.47 (1.07) 102.89 (1.28) 103.5 (1.1) 103.3 (1.32) 103.14 (1.19) 102.91 (1.76) 103.39 (1.22) 102.6 (1.55)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

2.75 (0.22) 2.78 (0.17) 2.78 (0.21) 2.8 (0.23) 2.76 (0.19) 2.8 (0.2) 2.84 (0.25) 2.81 (0.19)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

2.24 (0.55) 2.13 (0.45) 2.22 (0.5) 2.17 (0.72) 2.01 (0.46) 2.23 (0.5) 2.31 (0.79) 2.43 (0.63)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

8.95 (2.55) 8.85 (2.93) 9.36 (2.85) 8.81 (2.46) 8.86 (2.44) 8.85 (2.3) 8.64 (2.68) 9.38 (2.85)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

6.36 (1.47) 6.38 (1.01) 6.39 (1.23) 6.41 (1.02) 6.24 (1.23) 6.6 (1.11) 6.61 (1.32) 6.37 (1.11)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

35.75 (3.47) 35.42 (3.78) 35.63 (2.46) 34.96 (3.4) 36.04 (3.43) 34.26 (2.78) 35.29 (3.53) 34.63 (4.21)
n= 2 n= 2 n= 6 n= 4 n= 2 n= 1 n= 3 n= 1

1.02 (0.1) 1.41 (0.01) 1.2 (0.12) 1.18 (0.18) 1.28 (0.21) 1.53 () 1.07 (0.06) 1.03 ()
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

65.68 (8.47) 66.9 (8.48) 65.11 (8.44) 67.36 (8.14) 66.17 (7.75) 66.55 (8.49) 68.78 (10.08) 66.41 (8.3)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

39.91 (4.86) 40.55 (4.48) 39.82 (4.53) 41.05 (4.52) 40 (4.28) 40.55 (4.76) 41.68 (5.58) 40.41 (4.16)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

1.56 (0.11) 1.55 (0.13) 1.59 (0.12) 1.57 (0.09) 1.54 (0.12) 1.57 (0.14) 1.56 (0.14) 1.57 (0.14)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

2.28 (0.41) 2.29 (0.49) 2.21 (0.42) 2.27 (0.44) 2.41 (0.46) 2.42 (0.43) 2.48 (0.46) 2.48 (0.45)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

1.24 (0.55) 1.31 (0.5) 1.3 (0.61) 1.47 (0.54) 1.38 (0.75) 1.25 (0.57) 1.44 (0.75) 1.45 (0.45)
n= 22 n= 21 n= 21 n= 22 n= 21 n= 22 n= 22 n= 22

285.91 (85.12) 314.19 (97.52) 281.43 (77.53) 315.95 (103.43) 281.14 (58.65) 284.68 (78.21) 274.73 (73.88) 308.36 (114.49)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

86.41 (22.69) 87.77 (31.08) 81.82 (17.1) 79.18 (24.48) 96.95 (53.28) 74.45 (18.68) 96.82 (29.88) 81 (22.02)
n= 22 n= 22 n= 22 n= 22 n= 21 n= 22 n= 22 n= 22

48.36 (13.14) 54.09 (16.95) 46.41 (8.47) 49.36 (11.47) 56.33 (26.03) 46.32 (10.52) 51 (13.44) 48.68 (11.34)
n= 7 n= 6 n= 8 n= 10 n= 6 n= 8 n= 10 n= 8
0 (0) 0 (0) 0.38 (0.52) 0 (0) 0.33 (0.52) 0.12 (0.35) 0 (0) 0 (0)
n= 17 n= 22 n= 21 n= 20 n= 18 n= 19 n= 20 n= 20

36.55 (16.37) 38.57 (13.7) 34.95 (19.76) 37.15 (13.84) 31.07 (7.6) 35.37 (12.17) 38.62 (13.96) 37.91 (11.52)

Parameter

T135 ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

148.88 (3.17) 147.75 (2.14) 148.85 (2.38) 149.41 (2.28) 149.5 (2.12) 148.08 (2.21) 149.25 (2.24) 148.29 (3.02)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

5.07 (0.43) 5.06 (0.33) 4.91 (0.52) 4.97 (0.53) 5.2 (0.48) 5.09 (0.3) 5.31 (0.28) 5.07 (0.53)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

103.95 (2.17) 103.81 (1.49) 104.35 (2.13) 104.6 (2.22) 104.78 (1.81) 103.15 (2.39) 103.71 (2.24) 103.61 (1.88)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

2.95 (0.14) 2.9 (0.1) 2.94 (0.13) 2.93 (0.15) 2.98 (0.08) 2.93 (0.08) 2.99 (0.1) 2.97 (0.18)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

2.42 (0.2) 2.37 (0.33) 2.38 (0.26) 2.36 (0.34) 2.41 (0.2) 2.46 (0.23) 2.52 (0.23) 2.55 (0.35)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 11

6.44 (0.58) 6.43 (0.67) 6.71 (0.74) 6.31 (0.59) 6.36 (0.65) 6.61 (0.4) 6.82 (0.57) 6.76 (0.6)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

3.65 (0.86) 4.21 (0.69) 3.47 (0.69) 3.83 (1.05) 3.33 (0.61) 4 (0.9) 3.59 (0.91) 3.7 (0.71)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

36.79 (5.45) 37.86 (4.7) 37.5 (4.28) 37.02 (3.63) 37.76 (4.95) 35.47 (3.02) 36.34 (5.5) 37.34 (4.59)
n= 4 n= 2 n= 3 n= 1 n= 2 n= 1 n= 3 n= 2

1.39 (0.23) 1.4 (0.64) 1.64 (0.82) 1.42 () 1.16 (0.21) 1.39 () 1.27 (0.3) 1.23 (0.05)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

73.81 (3.59) 74.11 (3.04) 72.86 (3.08) 74.5 (3.25) 75.18 (2.84) 74.16 (3.46) 74.47 (2.76) 74.03 (4.2)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

43.33 (2.27) 43.82 (1.83) 42.73 (1.74) 43.6 (1.84) 44.2 (2.04) 43.64 (1.86) 43.73 (1.35) 43.08 (2.31)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

1.42 (0.05) 1.45 (0.06) 1.42 (0.05) 1.41 (0.05) 1.43 (0.08) 1.43 (0.05) 1.43 (0.08) 1.39 (0.04)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

2.17 (0.37) 2.16 (0.3) 2.02 (0.36) 2.26 (0.41) 2.29 (0.44) 2.26 (0.41) 2.29 (0.42) 2.21 (0.46)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

1.44 (0.62) 1.78 (0.81) 1.21 (0.54) 1.53 (0.89) 1.54 (0.72) 1.78 (0.68) 1.59 (0.77) 1.63 (0.63)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

253.5 (60.18) 263.27 (28.34) 254.82 (67.39) 294.3 (97.99) 242.7 (50.39) 288.09 (98.11) 232.18 (50.56) 252.75 (89.79)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

101.67 (29.3) 98.91 (31.92) 108.64 (41) 105.1 (42.1) 105.3 (19.18) 85.73 (22.41) 112.36 (37.36) 82.25 (19.04)
n= 12 n= 11 n= 11 n= 10 n= 10 n= 11 n= 11 n= 12

55.92 (25.5) 51.91 (12.98) 45.55 (8.38) 49.7 (15.69) 52.3 (10.54) 42.45 (7.84) 53.45 (12.85) 46.83 (10.42)
n= 3 n= 1 n= 1 n= 0 n= 1 n= 0 n= 1 n= 1
0 (0) 0 () 0 () N () 0 () N () 0 () 0 ()
n= 11 n= 10 n= 9 n= 8 n= 7 n= 9 n= 10 n= 10

40.1 (19.09) 39.11 (12.76) 34.28 (12.19) 48.99 (31.8) 37.93 (9.25) 42.71 (17.96) 45.26 (25.39) 41.98 (17.81)

Difference 
between 

diets

Difference 
between 

diets

PHOS (mmol/L)

Diet

Na+ (mmol/L)

K+  (mmol/L)

Cl-  (mmol/L)

Ca++ (mmol/L)

ALAT (U/L)

GLUC (mmol/L)

UREA (mmol/L)

CREAT (µmol/L)

TOT.BIL (µmol/L)

PROT (g/L)

ALB (g/L)

A/G ratio

CHOL (mmol/L)

TRIG (mmol/L)

ALP (U/L)

ASAT (U/L)

CREAT (µmol/L)

GGT (U/L)

BIL.AC (µmol/L)

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: 
ISONK versus NK11, 5: ISONK versus NK33, 6: NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 
versus NKG11, 11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

Diet

Na+ (mmol/L)

K+  (mmol/L)

Cl-  (mmol/L)

Ca++ (mmol/L)

PHOS (mmol/L)

GLUC (mmol/L)

UREA (mmol/L)

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: 
ISONK versus NK11, 5: ISONK versus NK33, 6: NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 
versus NKG11, 11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

3

TOT.BIL (µmol/L)

PROT (g/L)

ALB (g/L)

A/G ratio

CHOL (mmol/L)

TRIG (mmol/L)

ALP (U/L)

ASAT (U/L)

ALAT (U/L)

GGT (U/L)

BIL.AC (µmol/L)

3, 13

11, 14

1, 12

11

13

14

10, 13



Supp. Table 6b: Clinical biochemistry analyzed per diet (column) in females. Statistical 
analysis was performed according to the protocol described in the Material and Methods 
section (Datasets from toxicological experiments) 

 
 

Parameter
T90 ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 22 n= 22
143.55 (2.31) 143.27 (1.92) 143.88 (2.23) 143.84 (2.29) 144.81 (2.43) 143.29 (1.93) 143.74 (1.74) 143.84 (2.23)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 22 n= 22
4.17 (0.77) 4.34 (0.94) 4.11 (0.83) 4.15 (0.81) 4.09 (0.82) 4.02 (0.77) 4.21 (0.77) 4.14 (0.73)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 22 n= 22
103.59 (1.99) 103.62 (1.22) 104.15 (1.81) 103.95 (1.24) 104.37 (1.89) 104 (1.24) 104.5 (1.02) 104.17 (1.48)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
2.8 (0.17) 2.82 (0.2) 2.79 (0.21) 2.82 (0.19) 2.86 (0.19) 2.79 (0.19) 2.76 (0.16) 2.79 (0.18)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
1.78 (0.48) 1.62 (0.48) 1.73 (0.53) 1.69 (0.47) 1.69 (0.53) 1.69 (0.38) 1.74 (0.3) 1.74 (0.33)

n= 21 n= 21 n= 22 n= 21 n= 22 n= 21 n= 20 n= 22
8.25 (1.59) 8.35 (1.76) 8.38 (1.69) 8.49 (1.9) 8.03 (1.9) 8.34 (1.61) 8.38 (1.81) 8.01 (1.61)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
5.58 (1.34) 5.19 (1.02) 5.69 (0.9) 5.6 (1.1) 5.47 (1.15) 5 (1.34) 4.98 (0.94) 5.24 (1.37)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
37.1 (3.48) 36.51 (2.47) 37.74 (4.14) 37.55 (2.8) 37.02 (3.2) 35.62 (2.89) 36.57 (2.46) 35.58 (4.04)

n= 8 n= 11 n= 9 n= 14 n= 10 n= 15 n= 12 n= 10
1.5 (0.24) 1.41 (0.58) 1.42 (0.47) 1.39 (0.41) 1.5 (0.57) 1.4 (0.31) 1.42 (0.52) 1.4 (0.38)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
69.65 (7.02) 71.04 (7.55) 69.49 (8.22) 72.24 (7.15) 72.19 (7.56) 71.4 (7.96) 69.14 (7.25) 70.37 (6.94)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
43.67 (4.23) 44 (4.24) 43.23 (4.86) 44.71 (3.8) 44.36 (4.34) 44.05 (4.57) 42.38 (3.93) 43.14 (4.1)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
1.69 (0.12) 1.63 (0.08) 1.65 (0.09) 1.63 (0.1) 1.6 (0.12) 1.62 (0.09) 1.59 (0.08) 1.59 (0.09)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
1.72 (0.4) 1.72 (0.39) 1.74 (0.5) 1.89 (0.43) 1.69 (0.3) 1.83 (0.4) 1.65 (0.45) 1.67 (0.44)

n= 21 n= 22 n= 21 n= 21 n= 22 n= 21 n= 21 n= 22
0.76 (0.46) 0.8 (0.58) 0.67 (0.44) 0.69 (0.39) 0.9 (0.45) 0.62 (0.29) 0.58 (0.3) 0.65 (0.37)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
136.38 (60.18) 156.68 (84.33) 136.09 (73.64) 146.76 (58.85) 168.5 (68.58) 140.57 (76.89) 134.05 (32.74) 137.36 (37.77)

n= 21 n= 22 n= 22 n= 21 n= 22 n= 21 n= 21 n= 22
82.24 (23.85) 86.14 (31.32) 95.27 (45.35) 92.52 (37.89) 81.95 (30.19) 82.71 (27.06) 75.76 (22.98) 92.55 (26.81)

n= 19 n= 21 n= 20 n= 21 n= 22 n= 21 n= 20 n= 22
38.95 (11.44) 41.33 (16.07) 38.35 (9.78) 36.52 (10.81) 38.59 (12.23) 35.29 (9.97) 37.9 (15.9) 39.36 (11.61)

n= 16 n= 20 n= 21 n= 20 n= 20 n= 18 n= 21 n= 19
0.5 (0.63) 0.55 (0.51) 1.33 (3.2) 0.5 (0.51) 0.45 (0.6) 0.67 (0.59) 0.57 (0.6) 0.47 (0.61)

n= 20 n= 21 n= 20 n= 20 n= 21 n= 20 n= 18 n= 20
47.66 (31.52) 55.05 (29.8) 54.39 (32.35) 56.42 (37.5) 53.03 (19.62) 80.26 (64.13) 48.47 (18.32) 51.23 (25.06)

Parameter
T135 ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33

n= 12 n= 12 n= 11 n= 10 n= 11 n= 11 n= 12 n= 12
145.63 (2.19) 145.17 (0.95) 145.52 (2.21) 145.33 (1.21) 145.67 (2.62) 144.79 (0.74) 145.22 (0.89) 145.12 (1.47)

n= 12 n= 12 n= 11 n= 10 n= 11 n= 11 n= 12 n= 12
4.6 (0.21) 4.71 (0.61) 4.51 (0.42) 4.55 (0.5) 4.96 (0.49) 4.7 (0.54) 4.58 (0.52) 4.85 (0.39)

n= 12 n= 12 n= 11 n= 10 n= 11 n= 11 n= 12 n= 12
103.05 (1.43) 103.08 (1.25) 104.26 (1.74) 103.25 (1.57) 103.18 (0.96) 103.39 (1.38) 103.83 (1.29) 103.28 (1.74)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
2.91 (0.08) 2.9 (0.12) 2.87 (0.1) 2.89 (0.11) 2.94 (0.1) 2.83 (0.07) 2.82 (0.07) 2.89 (0.11)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
1.77 (0.27) 1.8 (0.27) 1.47 (0.25) 1.66 (0.11) 2 (0.39) 1.78 (0.25) 1.73 (0.3) 1.84 (0.22)

n= 12 n= 12 n= 11 n= 10 n= 9 n= 11 n= 12 n= 12
6.8 (0.53) 6.78 (0.59) 7.24 (0.61) 6.91 (0.52) 6.9 (0.33) 7.24 (0.54) 6.93 (0.53) 6.91 (0.58)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
5.77 (1.2) 4.98 (0.93) 4.7 (0.87) 5.42 (1.01) 4.66 (0.86) 5.12 (0.81) 4.53 (0.82) 4.45 (0.85)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
37.27 (3.63) 36.48 (2.69) 37.51 (4.27) 36.56 (1.92) 35.16 (4.26) 36.48 (2.71) 36.76 (3.58) 35.75 (2.56)

n= 5 n= 11 n= 10 n= 6 n= 6 n= 8 n= 11 n= 11
1.83 (0.64) 1.39 (0.5) 1.68 (0.46) 1.45 (0.46) 1.67 (0.74) 1.65 (0.39) 1.58 (0.31) 1.5 (0.45)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
78.64 (4.02) 76.88 (4.92) 79.75 (3.28) 79.02 (4.47) 77.92 (4.68) 75.56 (4.32) 76.09 (4.17) 76.07 (4.27)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
47.83 (2.79) 46.5 (2.88) 48.73 (2) 48 (2.87) 47.3 (3.06) 45.36 (2.94) 45.92 (2.43) 45.92 (2.54)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
1.56 (0.11) 1.53 (0.08) 1.57 (0.06) 1.55 (0.07) 1.55 (0.09) 1.5 (0.09) 1.53 (0.08) 1.52 (0.05)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
2.36 (0.45) 2.17 (0.46) 2.26 (0.37) 2.3 (0.35) 2.09 (0.3) 2.19 (0.32) 2.21 (0.41) 2.04 (0.39)

n= 11 n= 12 n= 11 n= 10 n= 9 n= 11 n= 12 n= 12
0.94 (0.38) 1.09 (0.5) 1.09 (0.57) 0.89 (0.49) 0.96 (0.21) 0.98 (0.58) 0.81 (0.39) 0.76 (0.24)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
130.58 (44.92) 160 (73) 140 (51.73) 140.7 (58.08) 167.3 (75.76) 137 (81.61) 128.83 (21.7) 123.25 (44.04)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
75.33 (19.02) 86.75 (25.84) 93.45 (37.59) 85.3 (31.76) 86.7 (40.43) 76.55 (10.46) 86.92 (28.46) 81.58 (21.12)

n= 12 n= 12 n= 11 n= 10 n= 10 n= 11 n= 12 n= 12
48.17 (16.23) 47.75 (10.16) 46.36 (12.5) 52.5 (23.11) 46.3 (16.21) 43 (9.07) 54 (22.3) 43.33 (12.35)

n= 8 n= 6 n= 7 n= 8 n= 6 n= 7 n= 10 n= 10
0.25 (0.46) 0.17 (0.41) 0 (0) 0 (0) 0 (0) 0 (0) 0.1 (0.32) 0.2 (0.42)

n= 12 n= 10 n= 8 n= 9 n= 10 n= 11 n= 10 n= 12
68.11 (51.64) 83.74 (49.59) 62.53 (46.39) 62.1 (63.24) 68.39 (32.58) 89.08 (51.31) 63.62 (48.88) 62.84 (59.52)

Difference 
between 

diets

Difference 
between 

diets

A/G ratio

Diet

Na+ (mmol/L)

K+  (mmol/L)

Cl-  (mmol/L)

Ca++ (mmol/L)

PHOS (mmol/L)

GLUC (mmol/L)

UREA (mmol/L)

CREAT (µmol/L)

TOT.BIL (µmol/L)

PROT (g/L)

ALB (g/L)

14

Cl-  (mmol/L)

CHOL (mmol/L)

TRIG (mmol/L)

ALP (U/L)

ASAT (U/L)

ALAT (U/L)

GGT (U/L)

BIL.AC (µmol/L)

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: 
ISONK versus NK11, 5: ISONK versus NK33, 6: NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 
versus NKG11, 11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

Diet

Na+ (mmol/L)

K+  (mmol/L)

TRIG (mmol/L)

ALP (U/L)

Ca++ (mmol/L)

PHOS (mmol/L)

GLUC (mmol/L)

UREA (mmol/L)

CREAT (µmol/L)

TOT.BIL (µmol/L)

14

PROT (g/L)

ALB (g/L)

A/G ratio

CHOL (mmol/L)

14

ASAT (U/L)

ALAT (U/L)

GGT (U/L)

BIL.AC (µmol/L)

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: ISONK versus NK11, 5: 
ISONK versus NK33, 6: NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 11: NK33 versus NKG33, 12: 
ISOMON versus ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

11

13

5, 6, 9, 11, 14

12

11

13

8, 12, 13, 14

13



Supp. Table 7a: Relative organ weight analyzed per diet (column) in males. Statistical 
analysis was performed according to the protocol described in the Material and Methods 
section (Datasets from toxicological experiments) 
 
 

 
  

ORGAN

Sub-group A ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

4.9e-03 (3.16e-04) 4.9e-03 (5.68e-04) 5.1e-03 (7.38e-04) 5e-03 (4.71e-04) 5e-03 (0e+00) 4.8e-03 (6.32e-04) 4.9e-03 (5.68e-04) 5e-03 (0e+00)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3e-03 (0e+00) 3e-03 (0e+00) 2.9e-03 (3.16e-04) 3e-03 (0e+00) 2.9e-03 (3.16e-04) 2.7e-03 (4.83e-04) 3e-03 (0e+00) 2.7e-03 (4.83e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00) 2.7e-03 (4.83e-04) 3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

2.9e-03 (3.16e-04) 3e-03 (0e+00) 3e-03 (0e+00) 2.9e-03 (3.16e-04) 3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1.5e-04 (5.27e-05) 1.3e-04 (4.83e-05) 1.6e-04 (5.16e-05) 1.2e-04 (4.22e-05) 1.2e-04 (4.22e-05) 1.4e-04 (5.16e-05) 1.3e-04 (4.83e-05) 1.3e-04 (4.83e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

2.81e-02 (1.29e-03) 2.92e-02 (1.62e-03) 2.89e-02 (1.73e-03) 2.84e-02 (2.46e-03) 2.81e-02 (2.23e-03) 2.85e-02 (2.01e-03) 2.95e-02 (1.58e-03) 2.93e-02 (2.11e-03)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

2.4e-03 (5.16e-04) 2.8e-03 (6.32e-04) 2.7e-03 (6.75e-04) 2.7e-03 (6.75e-04) 2.4e-03 (5.16e-04) 2.8e-03 (7.89e-04) 2.9e-03 (7.38e-04) 2.5e-03 (7.07e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00) 9.5e-04 (1.58e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

8.4e-05 (2.59e-05) 9.5e-05 (1.58e-05) 1e-04 (0e+00) 1e-04 (0e+00) 9.5e-05 (1.58e-05) 8.3e-05 (2.75e-05) 1e-04 (0e+00) 8.5e-05 (2.42e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

2e-03 (4.71e-04) 2e-03 (4.71e-04) 1.9e-03 (3.16e-04) 2.1e-03 (3.16e-04) 2e-03 (0e+00) 2e-03 (0e+00) 2e-03 (0e+00) 2e-03 (0e+00)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

4.3e-03 (4.83e-04) 4.5e-03 (5.27e-04) 4.5e-03 (5.27e-04) 4.3e-03 (4.83e-04) 4.4e-03 (5.16e-04) 4.2e-03 (9.19e-04) 4.3e-03 (4.83e-04) 4.5e-03 (5.27e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

4.4e-03 (5.16e-04) 4.4e-03 (5.16e-04) 4.5e-03 (5.27e-04) 4.3e-03 (4.83e-04) 4.4e-03 (5.16e-04) 4.4e-03 (6.99e-04) 4.1e-03 (3.16e-04) 4.6e-03 (5.16e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

6.4e-04 (3.17e-04) 7.6e-04 (3.17e-04) 8.7e-04 (2.75e-04) 5.8e-04 (2.94e-04) 7e-04 (3.2e-04) 6.8e-04 (3.46e-04) 6.6e-04 (2.99e-04) 6.5e-04 (3.06e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

4.1e-03 (5.68e-04) 3.5e-03 (5.27e-04) 3.8e-03 (6.32e-04) 3.2e-03 (4.22e-04) 3.6e-03 (5.16e-04) 3.9e-03 (5.68e-04) 3.8e-03 (9.19e-04) 3.4e-03 (9.66e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1.9e-03 (3.16e-04) 1.9e-03 (3.16e-04) 1.9e-03 (3.16e-04) 1.8e-03 (4.22e-04) 2e-03 (0e+00) 1.8e-03 (4.22e-04) 2e-03 (0e+00) 1.9e-03 (3.16e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1.9e-03 (3.16e-04) 1.9e-03 (3.16e-04) 1.9e-03 (3.16e-04) 1.8e-03 (4.22e-04) 2e-03 (0e+00) 1.8e-03 (4.22e-04) 2e-03 (0e+00) 1.8e-03 (4.22e-04)

ORGAN

Sub-groups B and C ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

4.4e-03 (5.98e-04) 4.3e-03 (4.7e-04) 4.2e-03 (4.1e-04) 4.5e-03 (5.13e-04) 4.35e-03 (4.89e-04) 4.25e-03 (4.44e-04) 4.4e-03 (5.03e-04) 4.35e-03 (4.89e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

2.5e-03 (5.13e-04) 2.45e-03 (5.1e-04) 2.45e-03 (5.1e-04) 2.5e-03 (5.13e-04) 2.55e-03 (5.1e-04) 2.35e-03 (4.89e-04) 2.5e-03 (5.13e-04) 2.4e-03 (5.03e-04)
n= 20 n= 20 n= 20 n= 19 n= 20 n= 20 n= 20 n= 20

2.35e-03 (4.89e-04) 2.5e-03 (5.13e-04) 2.55e-03 (5.1e-04) 2.68e-03 (4.78e-04) 2.7e-03 (4.7e-04) 2.75e-03 (4.44e-04) 2.85e-03 (3.66e-04) 2.55e-03 (5.1e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

2.55e-03 (5.1e-04) 2.45e-03 (5.1e-04) 2.75e-03 (4.44e-04) 2.8e-03 (4.1e-04) 2.75e-03 (4.44e-04) 2.8e-03 (4.1e-04) 2.9e-03 (3.08e-04) 2.75e-03 (4.44e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

1e-04 (0e+00) 1.05e-04 (2.24e-05) 1.15e-04 (3.66e-05) 1.05e-04 (2.24e-05) 1.05e-04 (2.24e-05) 1e-04 (0e+00) 1.15e-04 (3.66e-05) 1.1e-04 (3.08e-05)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

2.57e-02 (1.52e-03) 2.65e-02 (2.19e-03) 2.65e-02 (1.88e-03) 2.66e-02 (2.24e-03) 2.65e-02 (2.21e-03) 2.7e-02 (2.36e-03) 2.84e-02 (1.32e-03) 2.72e-02 (1.91e-03)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

2.7e-03 (6.57e-04) 2.3e-03 (6.57e-04) 2.65e-03 (7.45e-04) 2.6e-03 (6.81e-04) 2.65e-03 (6.71e-04) 2.65e-03 (4.89e-04) 2.35e-03 (4.89e-04) 2.95e-03 (6.86e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

6.65e-04 (2.85e-04) 7.65e-04 (3e-04) 8.05e-04 (2.74e-04) 5.65e-04 (2.68e-04) 7.05e-04 (2.76e-04) 7.4e-04 (3e-04) 7.45e-04 (2.95e-04) 8.25e-04 (2.77e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

8.35e-05 (2.6e-05) 8.4e-05 (2.52e-05) 9.45e-05 (1.7e-05) 6.4e-05 (2.74e-05) 8e-05 (2.81e-05) 8.05e-05 (2.74e-05) 8.65e-05 (2.43e-05) 8.85e-05 (2.39e-05)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

1.85e-03 (3.66e-04) 1.9e-03 (3.08e-04) 1.95e-03 (2.24e-04) 1.75e-03 (4.44e-04) 1.85e-03 (4.89e-04) 1.7e-03 (4.7e-04) 1.85e-03 (4.89e-04) 1.7e-03 (4.7e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

3.85e-03 (4.89e-04) 3.95e-03 (3.94e-04) 3.85e-03 (5.87e-04) 4e-03 (6.49e-04) 4.05e-03 (3.94e-04) 4.1e-03 (3.08e-04) 3.95e-03 (5.1e-04) 4e-03 (4.59e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

3.75e-03 (6.39e-04) 4e-03 (3.24e-04) 3.9e-03 (6.41e-04) 4.25e-03 (6.39e-04) 3.95e-03 (3.94e-04) 4.05e-03 (5.1e-04) 3.95e-03 (2.24e-04) 4e-03 (4.59e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

6.2e-04 (2.93e-04) 6.15e-04 (3.05e-04) 6.8e-04 (3.37e-04) 4.65e-04 (2.94e-04) 5.95e-04 (2.76e-04) 5.9e-04 (3.18e-04) 7.1e-04 (3.31e-04) 4.8e-04 (2.38e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

3.45e-03 (7.59e-04) 3.25e-03 (6.39e-04) 3.35e-03 (5.87e-04) 3.7e-03 (6.57e-04) 3.65e-03 (8.13e-04) 3.55e-03 (6.86e-04) 3.35e-03 (5.87e-04) 3e-03 (6.49e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

1.45e-03 (6.05e-04) 1.6e-03 (5.03e-04) 1.8e-03 (4.1e-04) 1.5e-03 (5.13e-04) 1.7e-03 (4.7e-04) 1.75e-03 (4.44e-04) 1.8e-03 (4.1e-04) 1.5e-03 (5.13e-04)
n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20 n= 20

1.55e-03 (6.05e-04) 1.5e-03 (5.13e-04) 1.55e-03 (5.1e-04) 1.45e-03 (5.1e-04) 1.7e-03 (4.7e-04) 1.5e-03 (5.13e-04) 1.75e-03 (4.44e-04) 1.5e-03 (5.13e-04)

Difference 
between 

diets

Difference 
between 

diets

EPIDIDYMIS LEFT 12

EPIDIDYMIS RIGHT 

7

PROSTATE VENTRAL  3

SEMINAL VESICLES 2, 10, 13, 14

TESTIS RIGHT 

4, 5, 10, 13, 14

THYROID GLANDS 10, 13, 14

SPLEEN 

TESTIS LEFT 

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: ISONK versus NK11, 5: ISONK versus NK33, 6: 
NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus 
NK11, 14: MON33 versus NK33

Diet

7

EPIDIDYMIS RIGHT 

BRAIN

HEART 

KIDNEY LEFT 2, 3, 12

KIDNEY RIGHT 10, 13, 14

ADRENAL GLANDS 

LIVER 

PANCREAS 3

THYMUS 

Diet

BRAIN

HEART 

KIDNEY LEFT 

THYROID GLANDS 

KIDNEY RIGHT 

ADRENAL GLANDS 

LIVER 

PANCREAS 

THYMUS 

EPIDIDYMIS LEFT

SPLEEN 

TESTIS LEFT 

TESTIS RIGHT 

PROSTATE VENTRAL  

SEMINAL VESICLES 



Supp. Table 7b: Relative organ weight analyzed per diet (column) in females. Statistical 
analysis was performed according to the protocol described in the Material and Methods 
section (Datasets from toxicological experiments) 
 
 

 
  

ORGAN

Sub-group A ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

8.2e-03 (6.32e-04) 8e-03 (6.67e-04) 8.2e-03 (6.32e-04) 8.3e-03 (4.83e-04) 8e-03 (6.67e-04) 7.7e-03 (6.75e-04) 8.1e-03 (3.16e-04) 8.3e-03 (4.83e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.3e-03 (4.83e-04) 3.7e-03 (4.83e-04) 3.4e-03 (6.99e-04) 3.5e-03 (5.27e-04) 3.5e-03 (5.27e-04) 3.4e-03 (5.16e-04) 3.4e-03 (5.16e-04) 3.2e-03 (4.22e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00) 3.1e-03 (3.16e-04) 3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.1e-03 (3.16e-04) 3e-03 (0e+00) 3.1e-03 (3.16e-04) 3e-03 (0e+00) 3e-03 (0e+00) 3.1e-03 (3.16e-04) 3e-03 (0e+00) 3.2e-03 (4.22e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.1e-04 (5.68e-05) 3e-04 (4.71e-05) 3.2e-04 (4.22e-05) 3.1e-04 (3.16e-05) 2.9e-04 (3.16e-05) 2.8e-04 (4.22e-05) 3e-04 (4.71e-05) 3.2e-04 (4.22e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

2.97e-02 (2.31e-03) 3.07e-02 (2.41e-03) 3.05e-02 (3.6e-03) 3.03e-02 (2.75e-03) 2.94e-02 (2.59e-03) 3.03e-02 (3.53e-03) 2.78e-02 (5.79e-03) 2.96e-02 (1.84e-03)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.4e-03 (1.26e-03) 3.4e-03 (8.43e-04) 3.2e-03 (1.03e-03) 3e-03 (0e+00) 3.3e-03 (9.49e-04) 3.2e-03 (6.32e-04) 3.7e-03 (8.23e-04) 3.5e-03 (9.72e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1.4e-03 (5.16e-04) 1.2e-03 (4.22e-04) 1.1e-03 (3.16e-04) 1.4e-03 (5.16e-04) 1.4e-03 (5.16e-04) 1.5e-03 (5.27e-04) 1.3e-03 (4.83e-04) 1.1e-03 (3.16e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1e-04 (0e+00) 1e-04 (0e+00) 1e-04 (0e+00) 1e-04 (0e+00) 9.5e-05 (1.58e-05) 1e-04 (0e+00) 1e-04 (0e+00) 1.2e-04 (6.32e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

2.5e-03 (5.27e-04) 2.6e-03 (5.16e-04) 2.6e-03 (5.16e-04) 2.4e-03 (5.16e-04) 2.5e-03 (5.27e-04) 2.7e-03 (6.75e-04) 2.6e-03 (5.16e-04) 2.5e-03 (5.27e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.8e-04 (7.89e-05) 6e-04 (8.45e-04) 3.4e-04 (5.16e-05) 3.1e-04 (7.38e-05) 3.9e-04 (2.28e-04) 3.2e-04 (4.22e-05) 3.6e-04 (5.16e-05) 3.6e-04 (5.16e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.5e-04 (8.5e-05) 4.1e-04 (2.18e-04) 3.3e-04 (6.75e-05) 3.2e-04 (6.32e-05) 3.1e-04 (5.68e-05) 3.3e-04 (6.75e-05) 3.4e-04 (5.16e-05) 3.1e-04 (5.68e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.1e-03 (1.2e-03) 2.9e-03 (8.76e-04) 3e-03 (1.15e-03) 3.2e-03 (1.23e-03) 3.2e-03 (1.55e-03) 2.8e-03 (1.14e-03) 2.6e-03 (9.66e-04) 2.7e-03 (9.49e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1e-03 (0e+00) 1e-03 (0e+00) 9.5e-04 (1.58e-04) 8.9e-04 (2.33e-04) 1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1.9e-03 (3.16e-04) 1.9e-03 (3.16e-04) 1.9e-03 (3.16e-04) 1.8e-03 (4.22e-04) 2e-03 (0e+00) 1.8e-03 (4.22e-04) 2e-03 (0e+00) 1.9e-03 (3.16e-04)

ORGAN

Sub-groups B and C ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

8.2e-03 (6.32e-04) 8e-03 (6.67e-04) 8.2e-03 (6.32e-04) 8.3e-03 (4.83e-04) 8e-03 (6.67e-04) 7.7e-03 (6.75e-04) 8.1e-03 (3.16e-04) 8.3e-03 (4.83e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.3e-03 (4.83e-04) 3.7e-03 (4.83e-04) 3.4e-03 (6.99e-04) 3.5e-03 (5.27e-04) 3.5e-03 (5.27e-04) 3.4e-03 (5.16e-04) 3.4e-03 (5.16e-04) 3.2e-03 (4.22e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00) 3.1e-03 (3.16e-04) 3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00) 3e-03 (0e+00)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.1e-03 (3.16e-04) 3e-03 (0e+00) 3.1e-03 (3.16e-04) 3e-03 (0e+00) 3e-03 (0e+00) 3.1e-03 (3.16e-04) 3e-03 (0e+00) 3.2e-03 (4.22e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.1e-04 (5.68e-05) 3e-04 (4.71e-05) 3.2e-04 (4.22e-05) 3.1e-04 (3.16e-05) 2.9e-04 (3.16e-05) 2.8e-04 (4.22e-05) 3e-04 (4.71e-05) 3.2e-04 (4.22e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

2.97e-02 (2.31e-03) 3.07e-02 (2.41e-03) 3.05e-02 (3.6e-03) 3.03e-02 (2.75e-03) 2.94e-02 (2.59e-03) 3.03e-02 (3.53e-03) 2.78e-02 (5.79e-03) 2.96e-02 (1.84e-03)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.4e-03 (1.26e-03) 3.4e-03 (8.43e-04) 3.2e-03 (1.03e-03) 3e-03 (0e+00) 3.3e-03 (9.49e-04) 3.2e-03 (6.32e-04) 3.7e-03 (8.23e-04) 3.5e-03 (9.72e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1.4e-03 (5.16e-04) 1.2e-03 (4.22e-04) 1.1e-03 (3.16e-04) 1.4e-03 (5.16e-04) 1.4e-03 (5.16e-04) 1.5e-03 (5.27e-04) 1.3e-03 (4.83e-04) 1.1e-03 (3.16e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1e-04 (0e+00) 1e-04 (0e+00) 1e-04 (0e+00) 1e-04 (0e+00) 9.5e-05 (1.58e-05) 1e-04 (0e+00) 1e-04 (0e+00) 1.2e-04 (6.32e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

2.5e-03 (5.27e-04) 2.6e-03 (5.16e-04) 2.6e-03 (5.16e-04) 2.4e-03 (5.16e-04) 2.5e-03 (5.27e-04) 2.7e-03 (6.75e-04) 2.6e-03 (5.16e-04) 2.5e-03 (5.27e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.8e-04 (7.89e-05) 6e-04 (8.45e-04) 3.4e-04 (5.16e-05) 3.1e-04 (7.38e-05) 3.9e-04 (2.28e-04) 3.2e-04 (4.22e-05) 3.6e-04 (5.16e-05) 3.6e-04 (5.16e-05)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.5e-04 (8.5e-05) 4.1e-04 (2.18e-04) 3.3e-04 (6.75e-05) 3.2e-04 (6.32e-05) 3.1e-04 (5.68e-05) 3.3e-04 (6.75e-05) 3.4e-04 (5.16e-05) 3.1e-04 (5.68e-05) 10, 13, 14
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

3.1e-03 (1.2e-03) 2.9e-03 (8.76e-04) 3e-03 (1.15e-03) 3.2e-03 (1.23e-03) 3.2e-03 (1.55e-03) 2.8e-03 (1.14e-03) 2.6e-03 (9.66e-04) 2.7e-03 (9.49e-04)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1e-03 (0e+00) 1e-03 (0e+00) 9.5e-04 (1.58e-04) 8.9e-04 (2.33e-04) 1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00) 1e-03 (0e+00)
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1.9e-03 (3.16e-04) 1.9e-03 (3.16e-04) 1.9e-03 (3.16e-04) 1.8e-03 (4.22e-04) 2e-03 (0e+00) 1.8e-03 (4.22e-04) 2e-03 (0e+00) 1.9e-03 (3.16e-04)VAGINA 

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON versus MON33, 3: MON11 versus MON33, 4: ISONK versus NK11, 5: ISONK versus NK33, 6: 
NK11 versus NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus 
NK11, 14: MON33 versus NK33

SPLEEN 

OVARY LEFT 

OVARY RIGHT 

PROSTATE VENTRAL  

UTERUS 

ADRENAL GLANDS 

LIVER 

PANCREAS 

THYMUS 

THYROID GLANDS 

Difference 
between 

diets

BRAIN

HEART 

KIDNEY LEFT 

KIDNEY RIGHT 

Difference 
between 

diets
BRAIN

HEART 

KIDNEY LEFT 

KIDNEY RIGHT 

Diet

ADRENAL GLANDS 

LIVER 

PANCREAS 

PROSTATE VENTRAL  

UTERUS 

VAGINA 

Diet

THYMUS 

THYROID GLANDS 

SPLEEN 

OVARY LEFT 

OVARY RIGHT 



Supp. Table 8a: Histopathology of male organ samples. Statistical analysis was performed 
according to the protocol described in the Material and Methods section (Datasets from 
toxicological experiments) 
 
 

 
 
Microscopic findings are reported in the table per diet groups. 10 and 20 rats per sex per 
diet respectively in sub-group A (T90) and sub-group B+C (T180). To differentiate between 
the length of the feeding diet trial, the values are shown into brackets for the sub-group A.   
  

organ observation ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
ADIPOSE TISSUE Adhesion(s) 
ADIPOSE TISSUE Mass yellow
ADIPOSE TISSUE Cyst, translucent content 1
ADRENAL GLANDS Tan discoloration 1
BODY SURFACE Finger: shortened 1
BODY SURFACE Finger: agenesis 1
BODY SURFACE Mass white 1
DUODENUM Thickened
EPIDIDYMIDES Reduced in size 2 (1)
EPIDIDYMIDES White discoloration (1)
EPIDIDYMIDES Enlarged
EPIDIDYMIDES Mass yellow 1
EPIDIDYMIDES Reduced in size
FORESTOMACH Brown discoloration
FORESTOMACH Red discoloration
FORESTOMACH Thickened
FORESTOMACH White discoloration 1
FORESTOMACH Yellow discoloration
ILIAC LYMPH NODES Cyst, translucent content
ILIAC LYMPH NODES Enlarged
JEJUNUM Thickened
KIDNEYS Dilated pelvis right 1 1 (1)
KIDNEYS Dilated pelvis
LIVER Mass brown
LIVER Deformation 1
LIVER Reduced in size 1
LIVER black discoloration 1
LUNGS Red discoloration (1) (1) 1
MANDIBUL. LYMPH NODE Red discoloration (1)
MANDIBUL. LYMPH NODE Enlarged
MESENT. LYMPH NODE : Enlarged
SKIN Scab (1)
STOMACH Red discoloration 1 1 (1) 1
STOMACH White discoloration (1)
STOMACH Yellow discoloration
STOMACH Margoplicatus: thickened 1 1
TAIL Deformation (1)
TEETH White discoloration 1
TESTES Reduced in size 2 1 (1)
TESTES Enlarged firm 1
THYMUS Brown discoloration (2) 1 1 1 (1)
THYMUS Red discoloration (1) (4) 1 (1) 1
THYMUS Reduced in size 1 1
THYMUS irregular color p1728 1

group A: number under bracket



Supp. Table 8b: Histopathology of female organ samples. Statistical analysis was performed 
according to the protocol described in the Material and Methods section (Datasets from 
toxicological experiments) 
 
 

 
 
Microscopic findings are reported in the table per diet groups. 10 and 20 rats per sex per 
diet respectively in sub-group A (T90) and sub-group B+C (T180). To differentiate between 
the length of the feeding diet trial, the values are shown into brackets for the sub-group A.   
 
 
  

organ observation ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33

ADIPOSE TISSUE Adhesion(s) to: spleen (1)
ADIPOSE TISSUE Mass yellow 2 (1) 1
ADIPOSE TISSUE Cyst, translucent content 1
ADIPOSE TISSUE Mass white 1 1
ADIPOSE TISSUE Cyst, translucent content 1
ADRENAL GLANDS Tan discoloration
DUODENUM Thickened
FORESTOMACH Brown discoloration (1) (1)
FORESTOMACH Red discoloration (1) (1)
FORESTOMACH Thickened (1) (1)
FORESTOMACH White discoloration 1 1 1 (1) (1)
FORESTOMACH Yellow discoloration (1)
FORESTOMACH intussusception (1)
ILIAC LYMPH NODES Cyst, translucent content
ILIAC LYMPH NODES Enlarged
JEJUNUM Thickened
KIDNEYS Dilated pelvis
KIDNEYS Dilated pelvis 1 2
LIVER Mass brown (1)
LIVER Deformation 1 1
LIVER Hernia hepato-diaphragmatic 1
LUNGS Red discoloration
LUNGS White discoloration 2 1
MANDIBUL. LYMPH NODE Red discoloration
MANDIBUL. LYMPH NODE Enlarged
MESENT. LYMPH NODE : Enlarged
OVARIES Cyst, translucent content (2) 1 1 1
OVARIES Red discoloration 1
OVARIES Enlarged 1
PORTAL LYMPH NODES Red discoloration 1
SKIN Scab 1 1 1
SKIN Alopecia 1
STOMACH White discoloration (1) 3 (1) 1 1 1 4
STOMACH Yellow discoloration 2 2
TAIL Deformation
TEETH Abnormal growth 1
THYMUS Brown discoloration 1 1 1 (1) (1) 2 1
THYMUS Red discoloration 1 1 (1) (1) 1
THYMUS Brown discoloration 1
THYMUS Reduced size 1
UTERUS Dilatation, translucent content (4) 3 (3) 8 (2) 5 (5) 7 (3) 6 (3) 4 (1) 6 (2) 5
UTERUS Enlarged (1) (1) 1
VAGINA p1664/2022 thinned 1

group A: number under bracket



Supp Table 9a: Cytopathology of male organ samples  

 

Cytopathology findings are reported in the table per diet group. 10 and 20 rats per sex per 
diet respectively in sub-group A (T90) and sub-group B+C (T180)  
Codes and symbols used at finding level: Grade 1 = Minimal / very few / very small, Grade 
2 = Slight / few / small, Grade 3 = Moderate / moderate number / moderate size, Grade 4 
= Marked / many / large, Grade 5 = Severe 
  

Table	5A	:	Histopathology	of	samples	of		males	

MALES Sub-group A / T90
ORGAN abnormality grade ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
EPIDIDYMIS, RIGHT Granuloma; spermatic       Grade 2 1/10
EPIDIDYMIS, RIGHT Infiltr.; mono.cells Grade 2 1/10
EPIDIDYMIS, RIGHT Reduced sperm cont. Grade 5 1/10
EPIDIDYMIS, RIGHT Slou.cells;tub.lumen Grade 2 1/10
LUNGS Hemorrhage Grade 2 1/10 1/10
MANDIBUL. LYMPH NODE Lymphangiectasis  Grade 2 1/10
MANDIBUL. LYMPH NODE Sin. red blood cells  Grade 3   1/10
SKIN Inflammation   Grade 3   1/10
SKIN Serocellular crust Grade 2 1/10
SKIN Ulcer Grade 2 1/10
STOMACH Infiltr.; mono.cells Grade 2 1/10
TESTIS, RIGHT Atrophy/deg.;tubular Grade 5 1/10
THYMUS Hemorrhage Grade 2 1/10 3/10

MALES Sub-group B+C / T180
ORGAN abnormality grade ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
ADIPOSE TISSUE Degener./necrosis Grade 4 1/20
EPIDIDYMIS, RIGHT Granuloma; spermatic       Grade 3   1/20
EPIDIDYMIS, RIGHT Granuloma; spermatic       Grade 4 1/20 1/20
EPIDIDYMIS, RIGHT Reduced sperm cont. Grade 4 1/20 1/20 1/20 1/20
EPIDIDYMIS, RIGHT Reduced sperm cont. Grade 5 1/20
EPIDIDYMIS, RIGHT Inflammation Grade 2 1/20
FORESTOMACH Hyperplasia;squam.c. Grade 3   1/20
ILIAC LYMPH NODES Lymphangiectasis  Grade 2 1/20
KIDNEY, LEFT Dilation pelvis Grade 3   1/20
LIVER Inflammatory c.foci Grade 2 1/20
LIVER Pigment  P1767 Grade 2 1/20
LIVER Congestion Grade 2 1/20
LIVER Lobar torsion/necrosis Grade 4 1/20
MANDIBUL. LYMPH NODE Hyperplasia p1834 Grade 3   1/20
PANCREAS Atrophy; lobule Grade 2 1/20 1/20
RENAL LYMPH NODES Lymphangiectasis  Grade 4 1/20
SPLEEN Congestion Grade 3   1/20
TESTIS, RIGHT Atrophy/deg.;tubular Grade 2 1/20
TESTIS, RIGHT Atrophy/deg.;tubular Grade 4 1/20 1/20 1/20
TESTIS, RIGHT Granuloma p 1663 Grade 4-5 2/20 1/20
TESTIS, RIGHT Inflammation Grade 4 1/20
THYMUS Hemorrhage Grade 2 2/20
THYMUS Pigment Grade 2 1/20

DIET

DIET



Supp Table 9b: Cytopathology of female organ samples  

 

Cytopathology findings are reported in the table per diet group. 10 and 20 rats per sex per 
diet respectively in sub-group A (T90) and sub-group B+C (T180)  
Codes and symbols used at finding level: Grade 1 = Minimal / very few / very small, Grade 
2 = Slight / few / small, Grade 3 = Moderate / moderate number / moderate size, Grade 4 
= Marked / many / large, Grade 5 = Severe 
  

FEMALES Sub-group A / T90
ORGAN abnormality grade ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
ADIPOSE TISSUE Degener./necrosis Grade 2 1/10
FORESTOMACH Hyperplasia;squam.c. Grade 3   2/10 1/10
FORESTOMACH Hyperplasia;squam.c. Grade 4 1/10
FORESTOMACH Inflammation Grade 2-3 2/10 1/10 1/10
FORESTOMACH Ulcer Grade 3   1/10
FORESTOMACH Ulcer p 11692 Grade 4 1/10
LIVER Lobar torsion p1816 Grade 3   1/10
OVARY, LEFT        Dilated/cystic bursa       1/10
OVARY, RIGHT Cyst; follicular Grade 2 1/10
OVARY, RIGHT Cyst; luteal Grade 2 1/10
OVARY, RIGHT Dilated/cystic bursa       1/10
THYMUS Hemorrhage Grade 2 1/10 1/10 1/10
UTERUS Dilated lumen Grade 2-3 3/10 3/10 3/10 4/10 4/10 3/10 1/10 2/10
VAGINA Mucific.; epithelium Grade 2-3 1/10 4/10 1/10
VAGINA Undetermined cycle 1/10 1/10 4/10 1/10

FEMALES Sub-group B+C / T180

ORGAN abnormality grade ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
ADIPOSE TISSUE Degener./necrosis Grade 2 2/20 1/20 1/20
ADIPOSE TISSUE Hemorrhage Grade 3   1/20
ADRENAL GLANDS Infiltr.; mono.cells Grade 2 1/20
ADRENAL GLANDS Cystic degeneration p1800 Grade 2 1/20
ADRENAL GLANDS Hyperplasia p1850 Grade 2 1/20
FORESTOMACH Cyst Grade 2 1/20
FORESTOMACH Hyperplasia;squam.c. Grade 2-3 1/20 1/20
FORESTOMACH Vacuol.; epithelium Grade 2 1/20 1/19
FORESTOMACH Ulcer p 1544 Grade 2 1/20 1/20
KIDNEY, LEFT Dilation pelvis Grade 2-3 1/20 1/20
LIVER Pigment Grade 2-3 2/20 1/20
LUNGS Hemorrhage Grade 2
OVARY, RIGHT Cyst; follicular Grade 2 4/20 2/20 1/20 2/19 7/20 2/20 2/20
OVARY, RIGHT Cyst; luteal Grade 2 3/20
OVARY, RIGHT Cyst; rete ovarii Grade 2 1/20 1/20
OVARY, RIGHT Dilated/cystic bursa       1/20 1/20
OVARY, RIGHT Atrophy Grade 2-3 1/20 1/20 1/20 1/19 2/20 3/20
OVARY, RIGHT Cyst not otherwise specified Grade 2 1/20 1/20
OVARY, RIGHT no/few corp lutea 5/20 2/20 6/20 3/20 3/19 7/20 7/20 5/20
PANCREAS Atrophy; lobule Grade 2 1/20
PORTAL LYMPH NODES Sinusoidal red bool cells Grade 3   1/20
SKIN Inflammation   Grade 2 1/20 1/20
SKIN Serocellular crust Grade 3   1/20
SKIN Serocellular crust Grade 4 1/20
SKIN Ulcer Grade 3   1/20
STOMACH Cyst 1/20
STOMACH Cyst. focal 1/20
THYMUS Hemorrhage Grade 2 1/20 1/20
THYMUS Pigment Grade 2 1/20
UTERUS Dilated lumen Grade 2-3 3/20 8/20 2/20 6/20 5/19 2/20 3/20 5/20
UTERUS Dilated lumen Grade 4 2/20 1/20 2/19 2/20 1/20
UTERUS Infiltrate neutrophils p1913 Grade 2 1/20
VAGINA Mucific.; epithelium Grade 2-3 2/20 5/20 4/20 4/20 3/19 4/20 8/20 6/20
VAGINA Mucific.; epithelium Grade 4 1/20 1/20 1/19 1/20 1/20
VAGINA Undetermined cycle 8/20 8/20 11/20 7/20 9/19 12/20 11/20 11/20

DIET

DIET



Supp. Table 10a: Urinalysis of male samples (diets per column) 
 

 
 
  

Difference
ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33 between diets
n= 22 n= 22 n= 22 n= 22 n= 22 n= 22 n= 22 n= 22
11.27 
(7.73)

10.05 
(4.65)

9.86 
(3.91)

8.32 
(3.29)

8.18 
(3.39)

7.18 
(3.58)

7.59 
(3.83)

8.77 
(4.09)

12

n= 22 n= 22 n= 22 n= 22 n= 22 n= 22 n= 22 n= 22
1020.23 
(6.26)

1023.86 
(6.71)

1019.55 
(4.86)

1023.41 
(7.93)

1023.18 
(5.88)

1022.95 
(7.66)

1023.18 
(4.51)

1020.91 
(6.66)

11

n= 19 n= 21 n= 21 n= 21 n= 22 n= 19 n= 22 n= 21
7.18 

(0.38)
7.64 
(0.5)

7.45 
(0.42)

7.24 
(0.41)

7.36 
(0.66)

7.26 
(0.63)

6.95 
(0.46)

7.1 
(0.54)

4, 10, 11, 14

ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

5.9 
(3.75)

5.6 
(2.07)

8.8 
(6.09)

7.6 
(4.93)

6.3 
(2.36)

8.9 
(4.48)

6.3 
(2.67) 7 (2.21) 1, 2, 10, 12, 13

n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10
1033.5 
(10.01)

1027.5 
(5.89)

1025.5 
(7.62)

1031 
(13.9)

1029 
(9.07)

1030.5 
(10.39)

1032 
(7.89)

1033 
(7.89)

10, 12

n= 8 n= 10 n= 10 n= 9 n= 10 n= 10 n= 9 n= 9
7.31 

(0.46)
7.1 

(0.52)
7.35 

(0.63)
7.5 

(0.56)
7.35 

(0.58)
7.2 

(0.42)
7.22 

(0.51)
7.33 

(0.43)

ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 10 n= 9 n= 10 n= 10 n= 9 n= 10 n= 10 n= 10

8.1 
(3.14)

8.89 
(2.76)

7.9 
(3.31)

9.9 
(9.06)

7.22 
(3.73)

8.8 
(4.08)

7.2 
(3.26)

7.8 
(4.92)

n= 10 n= 9 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10
1028 
(8.88)

1026.11 
(7.82)

1028.5 
(8.18)

1028.5 
(9.14)

1033 
(7.89)

1028 
(11.11)

1029.5 
(9.85)

1032.5 
(11.12)

n= 9 n= 9 n= 10 n= 10 n= 9 n= 10 n= 10 n= 9
7.5 

(0.25)
7.17 

(0.56)
7.4 

(0.74)
7.5 

(0.53)
7.28 

(0.36)
7.15 

(0.34)
7.15 

(0.47)
7.06 

(0.46)
12

Male

Volume 
(mL) 

Specific 
gravity

pH

Volume 
(mL) 

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON 
versus MON33, 3: MON11 versus MON33, 4: ISONK versus NK11, 5: ISONK versus NK33, 6: NK11 versus 
NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 
11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

Specific 
gravity

pH

Volume 
(mL) 

T90 (subgroup A and B animals)

T180 (subgroup B and C animals from the first starting date)

T180 (subgroup B and C animals from the second starting date)

Specific 
gravity

pH



Supp. Table 10b: Urinalysis of female samples (diets per column) 
 

 
 
 
 

ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 22 n= 22 n= 22 n= 22 n= 22 n= 22 n= 22 n= 22
7.09 

(3.68)
8.82 

(4.18)
8.5 

(5.21)
7.32 

(4.55)
8.05 

(7.82)
6.09 

(3.89)
6.73 

(5.02)
6.64 

(4.19)
12

n= 21 n= 22 n= 22 n= 22 n= 22 n= 18 n= 22 n= 16
1024.29 
(9.78)

1019.55 
(9.5)

1020.68 
(5.41)

1023.64 
(8.34)

1024.77 
(9.82)

1023.33 
(8.91)

1026.36 
(11.87)

1020.62 
(5.44)

1, 12, 13

n= 18 n= 20 n= 21 n= 20 n= 19 n= 16 n= 18 n= 16
7.25 

(0.67) 7.2 (0.5) 7.02 
(0.46)

7.1 
(0.64) 7 (0.5) 6.94 

(0.66)
7.06 

(0.48)
7.22 

(0.66)
13

ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 10 n= 9 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

4.1 
(2.64)

6.78 
(2.39)

6.6 
(2.95) 8 (3.83) 3.8 

(1.93)
7.3 

(7.17)
6.7 

(3.37)
4.6 

(2.67)
n= 10 n= 9 n= 10 n= 10 n= 10 n= 10 n= 10 n= 10

1027.5 
(7.17)

1023.89 
(6.01)

1022.5 
(6.35)

1022.5 
(5.4)

1029.5 
(8.32)

1020 
(6.67)

1024.5 
(12.12)

1026.5 
(11.8)

12, 13

n= 7 n= 9 n= 8 n= 10 n= 7 n= 8 n= 8 n= 6
7.21 

(0.49)
7.22 

(0.26)
7.12 

(0.58)
7.3 

(0.71)
7.14 

(0.24)
7.38 

(0.35)
7.44 

(0.32) 7 (0.55)

ISONK NK11 NK33 NKG11 NKG33 ISOMON MON11 MON33
n= 10 n= 10 n= 10 n= 10 n= 9 n= 10 n= 10 n= 10

7.7 
(6.68)

7.9 
(4.72)

5.7 
(3.27)

5.7 
(2.26)

6.33 
(3.08)

7.7 
(3.59)

5.1 
(3.21)

6.7 
(3.27)

n= 10 n= 10 n= 10 n= 10 n= 9 n= 10 n= 10 n= 10
1027 

(10.33)
1021.5 
(7.47)

1027 
(6.75)

1024.5 
(5.5)

1026.67 
(9.01)

1020.5 
(8.96)

1029 
(12.65)

1023.5 
(8.51)

12, 13

n= 8 n= 9 n= 9 n= 9 n= 9 n= 9 n= 8 n= 8
7.19 

(0.37)
7.61 

(0.55)
7.22 

(0.44)
6.94 

(0.46)
7.33 

(0.43)
7.11 
(0.6) 7 (0.27) 7.19 

(0.37)
12pH

Statistical difference between diets with the corresponding codes: 1: ISOMON versus MON11, 2: ISOMON 
versus MON33, 3: MON11 versus MON33, 4: ISONK versus NK11, 5: ISONK versus NK33, 6: NK11 versus 
NK33, 7: ISONK versus NKG11, 8: ISONK versus NKG33, 9: NKG11 versus NKG33, 10: NK11 versus NKG11, 
11: NK33 versus NKG33, 12: ISOMON versus ISONK, 12: 13: MON11 versus NK11, 14: MON33 versus NK33

Difference 
between diets

Specific 
gravity

Female

T90 (subgroup A and B animals)

Volume 
(mL) 

Specific 
gravity

pH

T180 (subgroup B and C animals from the first starting date)

Volume 
(mL) 

Specific 
gravity

pH

T180 (subgroup B and C animals from the second starting date)

Volume 
(mL) 



Supp Table 11: Variety effect on liver transcriptome from female and male samples at T90. Statistical 
analysis is conducted to show a difference between the diets in accordance with a maize variety or 
environment effect. Pair-wise comparisons between biological conditions were applied using specific 
contrasts. A correction for multiple testing was applied using the FDR, probes with FDR ≤ 0.05 were 
considered to be differentially expressed between conditions. Differentially expressed genes 
between two diets are reported in Table 6. 
 

 
 
  

FEMALE MALE
mRNA ISOMON vs ISONK (F T90 Liv) GeneName SystematicName logFC ISOMON vs ISONKadj.P.Val ISOMON vs ISONK mRNA ISOMON vs ISONK (M T90 Liv) GeneName SystematicName logFC ISOMON vs ISONK adj.P.Val ISOMON vs ISONK

RGD1563348 NM_001114939 -0.748578453 1.20E-09 Selk NM_207589 -0.496799255 5.57E-06
Sepw1 NM_013027 -0.788917788 1.98E-05 Selk NM_207589 -0.545116186 2.00E-05
Sepw1 NM_013027 -0.74338066 9.67E-05 LOC100359649 NR_037671 -0.505006234 2.07E-05
Gpx1 NM_030826 -0.725252441 0.000169052 RGD1563348 NM_001114939 -0.508170441 0.000498898
Gpx1 NM_030826 -0.706078459 0.01576217 Gpx1 NM_030826 -0.615065323 0.008940315
Btbd18 XM_008761997 -0.312900552 0.029955337 Gpx1 NM_030826 -0.679132007 0.025080695
Tpm3 NM_173111 -0.283590316 0.038474959 Mrs2 NM_024001 0.281597881 0.025080695

mRNA MON11 vs NK11 (F T90 Liv) GeneName SystematicName logFC MON11 vs NK11 adj.P.Val MON11 vs NK11 mRNA MON11 vs NK11 (M T90 Liv) GeneName SystematicName logFC MON11 vs NK11 adj.P.Val MON11 vs NK11
RGD1563348 NM_001114939 -0.710150093 1.39E-08 Selk NM_207589 -0.560620156 4.64E-08
Gpx1 NM_030826 -0.752419846 0.000113139 Selk NM_207589 -0.613671893 2.68E-07
Btbd18 XM_008761997 -0.346148887 0.006733153 LOC100359649 NR_037671 -0.567225509 3.30E-07
Sepw1 NM_013027 -0.613162471 0.010200125 RGD1563348 NM_001114939 -0.581658415 8.33E-06
Sepw1 NM_013027 -0.590130658 0.018448311 Gpx1 NM_030826 -0.720855439 0.000134261
Gpx1 NM_030826 -0.694734851 0.018448311 LOC103691282 XR_590578 -0.431183113 0.000134261

Nampt NM_177928 1.002024194 0.007842825
Zfp617 XM_008771182 0.350668643 0.012221776

mRNA MON33 vs NK33 (F T90 Liv) GeneName SystematicName logFC MON33 vs NK33 adj.P.Val MON33 vs NK33 Sepn1 XM_008764190 -0.349844013 0.012326043
RGD1563348 NM_001114939 -0.802233938 3.68E-11 AI549040 AI549040 -0.334517891 0.012326043
Sepw1 NM_013027 -0.660419712 0.003498201 Nlgn2 NM_053992 -0.274947194 0.012326043
Sepw1 NM_013027 -0.648557643 0.003961686 ENSRNOT00000074659 ENSRNOT00000074659 -0.389869936 0.012326043
Gpx1 NM_030826 -0.578019457 0.041423476 BI301310 BI301310 -0.352208667 0.012326043

LOC103691083 XR_590126 0.295202689 0.012326043
LOC102551357 XR_590964 -0.325251306 0.012783513

Actc1 NM_019183 -0.278482689 0.013282233
Erich3 XM_008761572 -0.272727631 0.013761012

ENSRNOT00000046019 ENSRNOT00000046019 -0.297142322 0.013761012
Sppl2b NM_001014200 -0.306570013 0.013761012

ENSRNOT00000070853 ENSRNOT00000070853 -0.30022113 0.013761012
Fbxo44 NM_001191576 -0.348479744 0.013761012
Slc4a2 NM_017048 -0.352381562 0.019428277

LOC102552542 XM_006224205 -0.300838966 0.019868997
Gpx1 NM_030826 -0.636381363 0.022030044

CK841682 CK841682 0.317591879 0.022030044
Arhgef7 NM_001113521 -0.279064502 0.022030044

LOC103692449 XM_008763963 -0.363808042 0.022030044
LOC102553636 XR_592266 -0.293569623 0.022030044

Kat5 NM_001005872 -0.24786245 0.022030044
Spata2 NM_053675 -0.296840741 0.022030044
Pip5k1c NM_001009967 -0.257621242 0.022030044
Fam65a NM_001100660 -0.323976832 0.022296618

LOC100911409 XM_008767529 -0.404972988 0.023431001
Mars2 XM_001066991 0.38219445 0.025072916
Ash1l NM_001107689 0.277281395 0.025456774

LOC103691634 XM_008761272 -0.269953959 0.027076563
Cog6 NM_001004262 0.297803867 0.027076563

LOC100361702 XM_002728931 -0.219165341 0.027076563
ENSRNOT00000026342 ENSRNOT00000026342 -0.236083892 0.030097047

LOC102551565 XM_006228341 -0.247530919 0.030097047
Vwf NM_053889 -0.207825603 0.030097047

ENSRNOT00000025179 ENSRNOT00000025179 -0.221279782 0.030097047
Clrn2 NM_001191097 -0.318349492 0.030097047

ENSRNOT00000013017 ENSRNOT00000013017 -0.67580459 0.030097047
Foxd4 XM_001055972 -0.295300519 0.030097047

Flt4 NM_053652 -0.283802708 0.030097047
LOC102548928 XR_343549 -0.29141934 0.030097047

ENSRNOT00000056498 ENSRNOT00000056498 -0.250111832 0.030097047
Pafah1b2 NM_022387 0.276382616 0.030097047

ENSRNOT00000075245 ENSRNOT00000075245 -0.186902687 0.030097047
Snurf NM_001270712 -0.255961931 0.030097047

ENSRNOT00000006676 ENSRNOT00000006676 -0.353134009 0.030097047
ENSRNOT00000003992 ENSRNOT00000003992 0.417603457 0.03252088

LOC103691243 XR_590509 -0.318633282 0.032999944
ENSRNOT00000043006 ENSRNOT00000043006 -0.260074505 0.035648159

LOC680590 XR_593637 0.349312465 0.036440141
LOC103692486 XM_008764191 -0.238380942 0.036440141

Pacs2 XM_006225889 -0.178329034 0.036440141
ENSRNOT00000060506 ENSRNOT00000060506 -0.385532173 0.038136356

Zfp110 NM_001024775 0.231015439 0.040170829
LOC102556527 XR_342144 -0.229152405 0.040849276

Lin28c NR_073158 -0.227306628 0.040912773
LOC102552728 XR_589870 -0.305839238 0.040912773

Gpsm1 NM_144745 -0.301415141 0.040912773
Fbxo41 NM_001107871 -0.299486942 0.040912773
Matr3 NM_019149 0.14148169 0.040912773

Adam11 XM_006247379 -0.636705139 0.040912773
LOC103692592 XM_008764571 -0.317051684 0.040912773

Raver1 NM_001013939 -0.207531075 0.040912773
RGD1310553 NM_001008517 0.248739554 0.041700285

Diablo NM_001008292 0.239626232 0.042322951
Arnt2 NM_012781 -0.381705626 0.042452683

Eef1a2 NM_012660 -0.301226944 0.042452683
Mme NM_012608 -0.931343637 0.042452683

LOC103694036 XM_008771479 -0.278719501 0.042616717
Hes7 NM_001105792 -0.310439377 0.042616717
Palm NM_130829 -0.287132158 0.042616717
Inip NM_001305282 0.251926258 0.043391886

Cirh1a NM_001009640 0.340252716 0.045799471
Bpifa6 XM_006224716 -0.217061336 0.045799471

LOC100910823 XM_008767903 0.418738561 0.045799471
Papola NM_001108056 0.264113108 0.045799471

BG374061 BG374061 -0.348308479 0.045799471
Fbxw11 NM_001106993 0.216992178 0.045799471

Atg3 NM_134394 0.244604688 0.047271113
Ddx50 NM_001013198 0.237562104 0.047271113

LOC298795 NM_001013941 -0.293006513 0.047271113
ENSRNOT00000050795 ENSRNOT00000050795 -0.302776031 0.047271113
ENSRNOT00000053202 ENSRNOT00000053202 -0.335413051 0.047287474

LOC102553671 XM_008767398 -0.344278706 0.049032851
LOC102551085 XM_006240649 -0.277242272 0.049032851

Deptor XM_008765525 0.311221025 0.049032851

mRNA MON33 vs NK33 (M T90 Liv) GeneName SystematicName logFC MON33 vs NK33 adj.P.Val MON33 vs NK33
LOC100359649 NR_037671 -0.872796904 1.57E-16

Selk NM_207589 -0.778678117 4.88E-16
Selk NM_207589 -0.848417557 1.79E-14
Gpx1 NM_030826 -1.072888181 3.61E-11

RGD1563348 NM_001114939 -0.742310871 3.59E-10
Gpx1 NM_030826 -1.019496433 3.21E-07



Supp Table 12: Variety effect on liver transcriptome from female and male samples at T180. 
Statistical analysis is conducted to show a difference between the diets in accordance with a maize 
variety or environment effect. Pair-wise comparisons between biological conditions were applied 
using specific contrasts. A correction for multiple testing was applied using the FDR, probes with 
FDR ≤ 0.05 were considered to be differentially expressed between conditions. Differentially 
expressed genes between two diets are reported in Table 6. 
 

 

FEMALE MALE
mRNA ISOMON vs ISONK (F T180 Liv) GeneName SystematicName logFC ISOMON vs ISONK adj.P.Val ISOMON vs ISONK mRNA ISOMON vs ISONK (M T180 Liv) GeneName SystematicName logFC ISOMON vs ISONK adj.P.Val ISOMON vs ISONK

RGD1563348 NM_001114939 -0.972332743 3.62E-26 RGD1563348 NM_001114939 -0.892948939 7.91E-23
Gpx1 NM_030826 -0.947113048 1.22E-09 Gpx1 NM_030826 -1.076153 1.11E-14
Gpx1 NM_030826 -0.868053619 1.22E-09 Gpx1 NM_030826 -1.100941602 3.02E-13

Sepw1 NM_013027 -0.956537511 5.41E-07 Selk NM_207589 -0.541442088 4.51E-12
Sepw1 NM_013027 -0.908431925 2.52E-06 Selk NM_207589 -0.57062893 1.85E-11
Cspg4 NM_031022 -0.538988975 0.00648071 LOC100359649 NR_037671 -0.555014392 5.81E-11

Sepw1 NM_013027 -0.709493398 0.002475525
Stx18 NM_001012151 0.368020365 0.002475525
Txnrd2 NM_022584 -0.362655653 0.002475525
Sepw1 NM_013027 -0.700640775 0.002750341
Rbm47 XM_006250950 -0.296107121 0.006501061
Epha3 XM_006247977 1.181424347 0.007881447

Gk NM_024381 -0.422077359 0.015793265
Cdc45 NM_001105866 -0.345858878 0.017129841
Agpat6 NM_001047849 0.354276229 0.017425338
Epha3 NM_031564 0.930620008 0.02062123
Serinc5 NM_133395 -0.310221487 0.024039999
Bms1 NM_001100751 0.175417823 0.026046989
Impa2 XM_006254856 -0.459580084 0.026046989
Nudc NM_017271 0.192749144 0.026046989

mRNA MON11 vs NK11 (F T180 Liv) GeneName SystematicName logFC MON11 vs NK11 adj.P.Val MON11 vs NK11 mRNA MON11 vs NK11 (M T180 Liv) GeneName SystematicName logFC MON11 vs NK11 adj.P.Val MON11 vs NK11
RGD1563348 NM_001114939 -0.888207542 1.25E-22 RGD1563348 NM_001114939 -0.870692979 3.41E-22

Gpx1 NM_030826 -0.831337439 1.37E-08 Gpx1 NM_030826 -1.364563745 3.41E-22
Gpx1 NM_030826 -0.888175584 1.91E-08 Gpx1 NM_030826 -1.377306002 6.33E-20
Sepw1 NM_013027 -0.811134746 0.000128522 Selk NM_207589 -0.684193958 1.18E-18
Sepw1 NM_013027 -0.761717031 0.000682753 Selk NM_207589 -0.735133041 2.10E-18

RGD1307235 NM_001134546 -0.180217618 0.016290471 LOC100359649 NR_037671 -0.709209796 1.96E-17
CK841539 CK841539 -0.294005171 0.024589813 Kif6 XM_006226706 -0.696528759 1.68E-06

Zfp334 XM_008775621 0.494001928 0.029421072 Txnrd2 NM_022584 -0.418299029 5.38E-05
Sqstm1 NM_175843 0.399614319 0.029421072 Dynll1 NM_053319 0.431397421 0.001071613

ENSRNOT00000034883 ENSRNOT00000034883 -0.279171911 0.039981656 Apex1 NM_024148 0.364582045 0.001625602
LOC361559 XR_590139 -0.64262593 0.002511331

mRNA MON33 vs NK33 (F T180 Liv) GeneName SystematicName logFC MON33 vs NK33 adj.P.Val MON33 vs NK33 ENSRNOT00000047472ENSRNOT00000047472 -0.484182582 0.002511331
RGD1563348 NM_001114939 -0.714306316 2.17E-15 Ppid NM_001004279 0.309221137 0.002754173

Sepw1 NM_013027 -0.935853839 2.48E-06 Pak1ip1 NM_001037356 0.408161596 0.002754173
Sepw1 NM_013027 -0.908896076 3.48E-06 LOC103690840 XR_597607 -0.455040434 0.003311493
Gpx1 NM_030826 -0.711946614 3.48E-06 ENSRNOT00000019107ENSRNOT00000019107 0.43712957 0.003311493
Gpx1 NM_030826 -0.755781435 6.23E-06 Ppid NM_001004279 0.305172334 0.003311493

ENSRNOT00000034883 ENSRNOT00000034883 -0.324699004 0.002653961 Chst9 XM_008771937 -0.532694917 0.003311493
Trim58 NM_001191641 -0.37661659 0.010373558 Selt NM_001014253 -0.244768329 0.005419341

Rsl1d1 NM_001008876 0.325891086 0.006405526
Yrdc NM_175604 0.249269095 0.006405526
Sfpq NM_001025271 0.309773311 0.006762954
Manf NM_001108183 0.417374536 0.007239429
Wars NM_001013170 0.326014555 0.007239429

FQ230179 FQ230179 -0.265335102 0.007239429
Polr3d NM_001031653 0.285242487 0.007445666
Nop56 NM_001025732 0.419260032 0.007445666

Slc35b1 NM_199081 0.400250822 0.007445666
Eif4a1 NM_199372 0.287118293 0.007445666

DN935199 DN935199 0.42854386 0.007445666
Ctnnbip1 NM_001173388 -0.288731454 0.007445666

Srm NM_053464 0.396898686 0.007967942
Lrrc20 NM_001109171 -0.437723467 0.008469772
Rrp9 NM_001108778 0.378269896 0.008469772
Ptov1 NM_001008304 0.191860489 0.008597937

LOC690147 XM_008769898 0.759908392 0.008891252
Spetex-2F NM_001009968 -0.331101154 0.010267546
XR_145876 XR_145876 0.572801879 0.01052314

Asnsd1 NM_001106763 0.211311586 0.01052314
ENSRNOT00000030832ENSRNOT00000030832 0.182849085 0.010679494

Sepw1 NM_013027 -0.610737246 0.010740267
Sepw1 NM_013027 -0.612424604 0.010751386
Mfsd6 NM_001106911 -0.240587359 0.011053482

Sf1 NM_001110793 0.218440988 0.01105793
Wdr74 NM_001109569 0.229489227 0.01105793
Sez6l NM_001134538 0.363381602 0.011735874

Ccdc86 NM_001006974 0.387426254 0.011735874
Selt FQ211813 -0.225496344 0.011735874

Spata5 NM_001108549 0.453747782 0.011735874
Srsf2 NM_001009720 0.230650692 0.011878328
Srm NM_053464 0.373255659 0.011878328
Selt NM_001014253 -0.237245846 0.012226498

Hspa8 NM_024351 0.468077287 0.012226498
LOC102553285 XR_589400 -0.391027189 0.012226498

Lpar2 NM_001109109 -0.437164657 0.012226498
Srm NM_053464 0.373756257 0.012226498

ENSRNOT00000077040ENSRNOT00000077040 0.427096991 0.012226498
Zfp46 NM_001106691 0.385094032 0.012226498
Rsl1d1 NM_001008876 0.277107574 0.01414278
Dpp4 NM_012789 -0.232370872 0.014760585
Nop58 NM_021754 0.375522125 0.014824243
Krr1 NM_001108094 0.252630745 0.015699231

LOC100912041 NR_131096 0.29957353 0.016183138
Alg12 NM_001108104 0.338571844 0.016183138

ENSRNOT00000067800ENSRNOT00000067800 -0.654334073 0.016183138
H2afy2 NM_001135807 -0.725753794 0.016183138
Eif1a NM_001008773 0.445864532 0.016183138

Akap17a NM_001127246 0.172735216 0.016183138
BF564078 BF564078 0.560085166 0.016183138

ENSRNOT00000025026ENSRNOT00000025026 0.215802568 0.016193619
ENSRNOT00000041740ENSRNOT00000041740 0.593130308 0.016193619

Taf1 NM_001191723 0.244581092 0.016655275
Bag3 NM_001011936 0.424657793 0.017045232
Hspa8 NM_024351 0.627142421 0.017045232
Eif1a XM_006254688 0.391147372 0.017045232

Col25a1 XM_008775267 -0.436864869 0.017045232
Prdm9 NM_001108903 -0.273893239 0.017045232
Usp49 XM_008766858 -0.454946978 0.017045232
Mcee NM_001106341 -0.206497947 0.017173384
Kti12 NM_001044288 0.366940636 0.017446516

Hspa8 NM_024351 0.538595677 0.017446516
ENSRNOT00000029359ENSRNOT00000029359 -0.481325042 0.017523634

Sh3d21 NM_001162535 -0.316806588 0.018028636
ENSRNOT00000003992ENSRNOT00000003992 0.364621147 0.018028636

LOC102547849 XR_591482 -0.610974681 0.018038953
Pik3c2g NM_053923 -0.300794451 0.018095735
Defb25 NM_001037516 -0.628925529 0.018595951

ENSRNOT00000012840ENSRNOT00000012840 0.576353575 0.019099981
Apmap NM_001034003 -0.305644309 0.019565276

LOC103691170 XR_598941 0.177921274 0.019827439
LOC102546737 XR_344795 0.426357205 0.019827439

Rars NM_001105777 0.2028214 0.019827439
Stip1 NM_138911 0.457971781 0.019827439

Mybbp1a NM_031668 0.292043596 0.019827439
ENSRNOT00000002334ENSRNOT00000002334 0.322967121 0.019852509

Eif4a1 NM_199372 0.235798293 0.020137432
Trmt10a XM_006233368 0.290717285 0.020565148

BF547255 BF547255 0.342424018 0.020603653
RGD1561736 XM_006224408 0.296260896 0.020890926

Cdk2ap2 NM_001109498 0.304077453 0.020890926
ENSRNOT00000065432ENSRNOT00000065432 0.562709826 0.020974854

Mdp1 NM_001106039 -0.323819794 0.021162486
Nxf1 NM_021579 0.20860704 0.021162486

LOC100911285 XR_146428 0.520861174 0.021435919
Ggcx BC100621 0.331716594 0.021514935
Mettl1 XM_001054797 0.513195796 0.021514935
Nop2 NM_001191785 0.29861587 0.021514935

Trmt61a NM_001007706 0.594276804 0.021514935
Ubfd1 XM_006230189 0.285673835 0.021514935
Sgpl1 XM_008772873 -0.376648391 0.021514935

LOC103691378 XR_590738 0.270180892 0.021514935
Actl7b NM_001025417 0.279195584 0.021514935
Hspa4l NM_001106428 -0.557538485 0.021514935
Fndc3b XM_006232215 0.346336621 0.021756976

LOC100912996 XR_146132 0.331012682 0.021756976
Apmap NM_001034003 -0.287751092 0.021898311

Dcun1d3 NM_001024886 0.237736162 0.021909581
Nktr XM_008757892 0.245622668 0.021909581

ENSRNOT00000042374ENSRNOT00000042374 0.596890438 0.021910017
Mfsd11 NM_001108308 0.300444804 0.022200095
Pde12 NM_001013998 0.287882473 0.022200095
Hspa4l XM_006232297 -0.600518938 0.022200095



 

mRNA MON11 vs NK11 (M T180 Liv) Srsf3 NM_001047907 0.356112955 0.023023494
ENSRNOT00000074420ENSRNOT00000074420 0.193937794 0.023023494

Eef1e1 NM_001106106 0.284641161 0.023023494
Hyou1 NM_138867 0.439233233 0.023023494
Gmppb NM_001108781 0.393386322 0.023023494
Slc35e1 NM_001109107 0.216735335 0.023213591
Bms1 NM_001100751 0.157660486 0.023213591
Cdk12 NM_001033867 0.239666575 0.023213591
Nop56 NM_001025732 0.280099401 0.023223524

ENSRNOT00000048258ENSRNOT00000048258 0.216351456 0.023223524
ENSRNOT00000073193ENSRNOT00000073193 0.460647888 0.023223524

Crebrf NM_001277157 -0.32593565 0.023223524
Ppid NM_001004279 0.249386537 0.023289173

Farsa NM_001024237 0.22744435 0.023289173
Rngtt NM_001107923 0.219066484 0.023289173
Rxrb NM_206849 0.178566798 0.023289173
Hykk XM_006243072 -0.453304454 0.023289173
Hspa5 NM_013083 0.318362444 0.024896283
Prmt1 NM_024363 0.229320686 0.025133348
Ap1g1 NM_134460 0.256122162 0.025133348
Mta3 XM_008764474 -0.307360669 0.025596882
Elac1 XM_008772151 -0.224472833 0.025743721
Crtc1 NM_001047115 -0.367624414 0.025743721

Rnf125 XM_008771951 -0.895445305 0.025743721
Nol12 NM_001012747 0.259501962 0.026049209

ENSRNOT00000019044ENSRNOT00000019044 0.267431503 0.026049209
Bet1l NM_019368 0.295972386 0.026049209

Rnf125 NM_001108424 -0.813436577 0.026049209
Trabd NM_001106788 0.293370879 0.026049209

Polr3d-ps1 XR_599386 0.425262907 0.027059079
Ran XM_006249285 0.225537397 0.027440835

LOC500881 XM_008765532 0.280258649 0.027447774
Lhpp NM_001009706 -0.266232165 0.027447774
Pnck NM_017275 -0.343607289 0.02847197

Tmem202 NM_001109636 0.328820107 0.028760802
Ctnnbip1 NM_001173388 -0.286003604 0.029130426
Ruvbl2 NM_001025405 0.15492391 0.029488707
Usp16 NM_001100501 0.161284147 0.029488707
Mbnl3 XM_008773556 -0.481524773 0.029488707

ENSRNOT00000042163ENSRNOT00000042163 -0.496724118 0.029488707
Dmxl2 XM_008766357 -0.463958724 0.029488707
Stxbp4 XM_006247131 0.226994204 0.029488707
Pus7 NM_001170589 0.389768592 0.029488707
Hspa8 NM_024351 0.40933994 0.029488707
Ganc XR_352522 -0.258133781 0.029488707

ENSRNOT00000039652ENSRNOT00000039652 -0.470076159 0.029488707
Zfand4 NM_173332 -0.249972985 0.029488707
Trim27 NM_001134974 0.243560507 0.029488707
Mtch2 NM_001106488 -0.20778269 0.029488707
Pomc NM_139326 -0.318652887 0.029488707
Cct6a NM_001033684 0.195019101 0.029830292
Ube2n NM_053928 0.137573027 0.029959986

ENSRNOT00000075544ENSRNOT00000075544 0.399266522 0.029959986
Pus1 NM_001025563 0.20639661 0.029959986
Aftph NM_001305127 0.249571578 0.029959986

Mus81 NM_001025645 0.225452024 0.029959986
Clec2d XM_008763309 -0.303945606 0.029959986
Ddx27 NM_001135801 0.236143755 0.029959986

Hsp90aa1 NM_175761 0.608628728 0.029959986
CB545338 CB545338 0.209396323 0.029959986

Cct3 NM_199091 0.220810685 0.030595709
Itpka NM_031045 -0.39327196 0.030595709

ENSRNOT00000055114ENSRNOT00000055114 -0.243907521 0.030595709
LOC499644 XM_008761120 0.413661273 0.030820595

Tssc1 NM_001012192 0.273926661 0.031143492
Cdr2 NM_001025682 0.408158128 0.031266286

Dusp11 NM_001025650 0.252680593 0.031266286
Myom1 NM_001191584 -0.483731999 0.031266286
Gnl2 NM_001025736 0.226683388 0.031266286

AA899782 AA899782 0.291515699 0.031447581
LOC102556034 XR_345592 -0.38554532 0.031597547

Smurf1 NM_001109598 -0.226829089 0.031700968
Ficd XM_008769320 0.569604733 0.031700968

FQ230468 FQ230468 0.261009188 0.031701245
Fbl NM_001025643 0.195251243 0.031733143

Lman1 NM_053886 0.283696035 0.031777014
Sdad1 NM_001006958 0.317266595 0.032313607

LOC102547700 XR_594058 0.456923414 0.032604668
Stbd1 NM_001013988 0.355892907 0.032604668

AY539917 AY539917 0.356784719 0.032911584
Lias NM_001012037 -0.190898107 0.03292658
Thra NM_031134 -0.412800105 0.034231221
Tpp2 NM_031137 0.223523908 0.034231221

Agtpbp1 NM_001106100 0.358544131 0.034256798
Gar1 XM_006232006 0.275447265 0.034256798
Ifrd2 NM_001047871 0.438241267 0.034256798

Fubp1 XM_008761553 0.373345386 0.034403722
Ppapdc1b NM_001109411 0.278857666 0.034714597

Eif3d NM_001004283 0.118246785 0.035203911
Cct3 NM_199091 0.223949783 0.035238327
Rbm4 NM_001170484 0.201624908 0.036200322

Sdccag8 NM_177929 -0.221919274 0.03650497
Tars NM_001006976 0.263242402 0.03705177
Srm NM_053464 0.347180685 0.03705177
Mme NM_012608 -0.742288948 0.03705177
Ctps1 NM_001134873 0.485569943 0.037281537
Gtpbp4 NM_053689 0.359733277 0.037303546
Wdr12 NM_199410 0.273455882 0.037381534
Ddx39a NM_053563 0.20277685 0.037381534
Wdr43 NM_001037791 0.275088595 0.037381534
Lhpp XM_008759911 -0.314430992 0.037381534
Cdkl1 XM_006240171 -0.261921774 0.038969522

LOC103695086 XM_008775040 0.508522103 0.039011016
Spata5 NM_001108549 0.330916585 0.039011016

LOC680377 XM_002724961 -0.326329108 0.039011016
Ptrh2 NM_001013860 0.229022255 0.039319827
Acer1 NM_001106875 -0.171744721 0.039319827
Diexf NM_001013986 0.252791242 0.039319827

LOC102549632 XR_342426 -0.322595636 0.039319827
Ppil3 NM_175707 0.285338923 0.039319827
Mthfr XM_001074061 0.755368384 0.039701743

Cct6a-ps1 XR_594402 0.250887861 0.040105519
ENSRNOT00000072574ENSRNOT00000072574 0.238865436 0.04024349

Skiv2l2 NM_001034093 0.206456945 0.04024349
LOC100302372 NM_001162897 -0.411053357 0.04024349

Mettl2b NM_001108839 0.193685857 0.040318672
ENSRNOT00000074420ENSRNOT00000074420 0.214686837 0.040546111

Rnf25 NM_001012004 0.172922935 0.040546111
ENSRNOT00000023721ENSRNOT00000023721 -0.748996404 0.040546111

U2af1 NM_001044291 0.213390614 0.042039592
LOC317165 NM_001047892 0.173376661 0.042368809

LOC103694232 XR_597034 -0.339755124 0.042544477
Ftsj3 NM_001012014 0.261603303 0.04291185

Ddx21 NM_001037201 0.26348842 0.04291185
Cldn1 NM_031699 -0.669147849 0.04291185

Ccdc137 NM_001143896 0.270106266 0.04291185
Atp2a2 NM_001110823 0.226978384 0.042930613
Zfp566 NM_001134726 0.254147746 0.042930613
Ddx18 NM_001006996 0.253035654 0.042930613
Nol9 XM_001076353 0.307497106 0.042930613

Senp7 NM_001105888 -0.234002337 0.042930613
Alg13 NM_001013951 0.170533033 0.043062914

ENSRNOT00000007267ENSRNOT00000007267 -0.324003194 0.043738024
ENSRNOT00000020944ENSRNOT00000020944 0.171920762 0.043738024

Dennd3 XM_001072997 -0.332952328 0.043803471
Tnfsf13 NM_001009623 -0.376313167 0.043803471
Uso1 NM_019379 0.190456843 0.043967742

Psmd4 NM_031331 0.168781726 0.04398873
LOC103693172 XR_594135 0.346016666 0.04405019

Slc30a5 NM_001106404 0.239299511 0.044302343
LOC100912083 NR_130115 0.447175059 0.044537915

ENSRNOT00000031735ENSRNOT00000031735 0.241882449 0.044537915
EV775980 EV775980 0.335245128 0.044556026

LOC102551481 XR_593363 0.457512888 0.044556026
Atic NM_031014 0.212538933 0.044556026

LOC103690309 XM_006227245 -0.827977427 0.044556026
Tmem218 NM_001008325 -0.423571618 0.044556026
Slc35b4 NM_001106590 0.268591676 0.044556026

LOC102554909 XR_346175 -0.261384384 0.044556026
Mthfr U57049 0.286173878 0.044556026
Strbp NM_053416 -0.154835117 0.044556026
Jmjd6 NM_001012143 0.288103035 0.044801413
Tgfbi NM_053802 -0.200301007 0.044801413

Wdr43 NM_001037791 0.277573182 0.04548613
Cad NM_001105710 0.278227079 0.04548613

LOC682571 XR_591014 0.321187849 0.045769873
Cox18 NM_001106000 0.167269067 0.045883881
Wdr91 NM_001127298 -0.36760468 0.045883881
Rnf169 XM_006223425 -0.219852633 0.046429216
Fam20a NM_001012237 -0.269615264 0.046641366

Pan3 XM_006248845 0.206052652 0.046641366
Rbpms XM_006253238 -0.257072966 0.046641366
Ddx21 NM_001037201 0.276355153 0.046641366

Spetex-2H NM_001009969 -0.521425568 0.046641366
Fam129c NM_001100908 -0.580686894 0.046641366
Zfp964 XM_006222187 -0.289667985 0.046641366

AI010816 AI010816 0.338031293 0.046753712
Nif3l1 NM_001024763 0.222811699 0.047296705
Utp3 NM_001012036 0.231940508 0.047484993

RGD1310429 NM_001139506 -0.198895586 0.047484993
Golga3 XM_006249563 0.19403401 0.047543252
Ndufaf4 NM_198783 0.349348793 0.047543252
Uimc1 NM_001013884 0.147270313 0.047633356
Gprin3 XM_006224942 0.50919064 0.047633356

LOC103694938 XR_598160 0.323307324 0.047633356
Prmt6 NM_001106466 0.291788036 0.047633356

ENSRNOT00000036931ENSRNOT00000036931 0.191642717 0.048305759
Rbm42 NM_001014159 0.139443471 0.048570421

Nifk NM_139186 0.250936174 0.048570421
Tfdp2 XM_006243568 -0.317520004 0.048570421
Atg13 NM_001271212 0.204622706 0.048880007
Yars NM_001025696 0.248380234 0.049252105
Gfra3 NM_053398 -0.493775381 0.049252105

Tbc1d14 NM_001012152 0.308504414 0.049252105
LOC102553272 XR_361431 0.731675409 0.049252105

Carkd NM_001108402 -0.203860097 0.049252105
Pno1 NM_199083 0.317326509 0.049273422

Trmt2a NM_001011895 0.180270602 0.049507618
LOC100912031 XR_590384 0.291021595 0.049674119

Sfi1 NM_001191682 -0.247562139 0.049810246

mRNA MON33 vs NK33 (M T180 Liv) GeneName SystematicName logFC MON33 vs NK33 adj.P.Val MON33 vs NK33
RGD1563348 NM_001114939 -0.854608112 3.23E-21

Selk NM_207589 -0.704780561 2.48518E-19
Gpx1 NM_030826 -1.244766342 2.63295E-19
Gpx1 NM_030826 -1.297422026 4.34377E-18
Selk NM_207589 -0.710557433 2.43872E-17

LOC100359649 NR_037671 -0.704094994 3.26001E-17
Selt NM_001014253 -0.280142306 0.00297542

RGD1306195 NM_001014062 0.306780562 0.010995923
ENSRNOT00000065364ENSRNOT00000065364 -0.472467748 0.020167273



Supp Table 13: Variety effect on kidney transcriptome from female and male samples at T90. 
Statistical analysis is conducted to show a difference between the diets in accordance with a maize 
variety or environment effect. Differentially expressed genes between two diets are reported in Table 
6.  
 
 

  
 

  
  

FEMALE
mRNA ISOMON vs ISONK (F T90 Kid) GeneName SystematicName logFC ISOMON vs ISONK adj.P.Val ISOMON vs ISONK

- - - -

mRNA MON11 vs NK11 (F T90 Kid) GeneName SystematicName logFC MON11 vs NK11 adj.P.Val MON11 vs NK11
- - - -

mRNA MON33 vs NK33 (F T90 Kid) GeneName SystematicName logFC MON33 vs NK33 adj.P.Val MON33 vs NK33
RGD1563348 NM_001114939 -0.411688544 0.00285428

MALE
mRNA ISOMON vs ISONK (M T90 Kid) GeneName SystematicName logFC ISOMON vs ISONK adj.P.Val ISOMON vs ISONK

RGD1563348 NM_001114939 -0.386617388 0.014157279

mRNA MON11 vs NK11 (M T90 Kid) GeneName SystematicName logFC MON11 vs NK11 adj.P.Val MON11 vs NK11
RGD1563348 NM_001114939 -0.529204231 7.67E-07

Gpx1 NM_030826 -0.502367749 0.024985459
Sepw1 NM_013027 -0.468927883 0.043602885
Gpx1 NM_030826 -0.580686598 0.043602885

mRNA MON33 vs NK33 (M T90 Kid) GeneName SystematicName logFC MON33 vs NK33 adj.P.Val MON33 vs NK33
RGD1563348 NM_001114939 -0.375148815 0.014422217

Evc2 XM_008770206 -0.837002945 0.014422217
Mxra8 NM_001007002 0.496308183 0.036897913

ENSRNOT00000043837 ENSRNOT00000043837 -0.611373266 0.036897913
ENSRNOT00000038994 ENSRNOT00000038994 0.781134261 0.036897913

Metap1d NM_001107812 0.49115044 0.036897913



Supp Table 14: Variety effect on kidney transcriptome from female and male samples at T180. 
Statistical analysis is conducted to show a difference between the diets in accordance with a maize 
variety or environment effect. Differentially expressed genes between two diets are reported in Table 
6.  
 

  
 

  
  

FEMALE
mRNA ISOMON vs ISONK (F T180 Kid) GeneName SystematicName logFC ISOMON vs ISONK adj.P.Val ISOMON vs ISONK

RGD1563348 NM_001114939 -0.459518664 0.022229505

mRNA MON33 vs NK33 (F T180 Kid) GeneName SystematicName logFC MON33 vs NK33 adj.P.Val MON33 vs NK33
- - - -

mRNA MON11 vs NK11(F T180 Kid) GeneName SystematicName logFC MON11 vs NK11 adj.P.Val MON11 vs NK11
RGD1563348 NM_001114939 -0.565475097 6.15E-05

MALE
mRNA ISOMON vs ISONK  (M T180 Kid) GeneName SystematicName logFC ISOMON vs ISONK adj.P.Val ISOMON vs ISONK

RGD1563348 NM_001114939 -0.674161251 7.12E-08
Snca NM_019169 0.618337303 3.10E-05

Sepw1 NM_013027 -0.601265509 0.001479807
Gpx1 NM_030826 -0.716557092 0.005270266
Selk NM_207589 -0.46491012 0.005270266
Sepw1 NM_013027 -0.556009822 0.0159719

RGD1561849 NM_001109260 -0.763448329 0.0159719
Selk NM_207589 -0.445980946 0.028970173
Gpx1 NM_030826 -0.70971499 0.038869139

mRNA MON33 vs NK33 (M T180 Kid) GeneName SystematicName logFC MON33 vs NK33 adj.P.Val MON33 vs NK33
RGD1563348 NM_001114939 -0.597523733 8.96E-06

Btbd18 XM_008761997 -0.340145453 0.007515139
Sephs2 NM_001079889 0.278657431 0.010037133
Gpx1 NM_030826 -0.704959397 0.010037133
Gpx1 NM_030826 -0.73388819 0.036190393

mRNA MON11 vs NK11 (M T180 Kid) GeneName SystematicName logFC MON11 vs NK11 adj.P.Val MON11 vs NK11
Defb42 NM_001037532 -0.649470628 0.001628982

RGD1563348 NM_001114939 -0.468306081 0.002811973
Cercam NM_001011962 -0.55708102 0.002811973

LOC102551611 XR_356364 -2.158327753 0.002811973
Cdk5 NM_080885 0.441386645 0.002811973
Eno2 NM_139325 -0.36285108 0.003802962

Tmem199 NM_001024992 0.525123188 0.004991098
Ubac1 NM_001007742 0.419089157 0.00638088
Gpsm1 NM_144745 -0.486303553 0.008087231

Anln XM_008766019 -0.804674018 0.009711513
LOC103693113 XR_593958 -0.369229959 0.009711513

Dydc2 NM_001134797 -0.452141204 0.009711513
Ugdh NM_031325 0.341254291 0.009711513
Asna1 NM_001100505 0.523284049 0.009711513



  
  

ENSRNOT00000012840ENSRNOT00000012840 0.578523252 0.009711513
Txnl4b NM_001013891 0.321605951 0.009711513

Hivep2 NM_024137 0.242372122 0.009711513

Entpd8 XM_006233640 -0.752095779 0.009711513
Lcn12 NM_001128138 -0.396603207 0.009711513
Ube2s NM_001106224 0.293270303 0.009711513
Rangrf NM_001105790 0.3986515 0.009711513

ENSRNOT00000074813ENSRNOT00000074813 -0.584733861 0.009711513
Gcgr NM_172091 -0.710313682 0.009711513

LOC298795 NM_001013941 -0.467496733 0.009711513
Evc2 NM_001106012 -1.307024017 0.009711513
Sbno1 NM_001107138 0.329937889 0.009711513
Dph3 NM_001134850 0.269923199 0.009711513

LOC103691719 XR_591372 0.420768295 0.009896653
Cd55 NM_022269 0.486790526 0.009896653

LOC102547901 XM_006226326 -0.501578391 0.009896653
Nudcd2 NM_001009621 0.236112089 0.010545977
U2af1l4 NM_001008775 0.265698017 0.011593349
Pkd2l2 NM_001106156 -0.675175251 0.012008266
Pold3 NM_001024750 -0.241616779 0.012165455

ENSRNOT00000049198ENSRNOT00000049198 -0.74431421 0.012165455
Znf740 XM_008765872 -0.185466992 0.013386378
Kif24 XM_006225247 -0.499090673 0.013907722
Dgkg XM_006248540 0.595354666 0.0150102
Mrpl49 NM_001047883 0.284388654 0.0150102

Fam107b NM_001025034 0.452248181 0.0150102
ENSRNOT00000056815ENSRNOT00000056815 0.266258507 0.0150102

Taf10 NM_001134735 0.224758107 0.015578835
ENSRNOT00000074908ENSRNOT00000074908 0.299612103 0.016051254

Ndufa8 NM_001047862 0.291694555 0.016280431
Ubash3b XM_006242850 -0.463105671 0.016319821

ENSRNOT00000008391ENSRNOT00000008391 0.334027614 0.017096261
Tmed1 NM_001013432 0.282850119 0.017096261
Fam110b NM_001024341 -0.660087965 0.017633515
Acsm5 XM_006230123 -0.856019544 0.017633515
Rcan1 NM_153724 0.681350147 0.017633515
Gigyf1 NM_001107133 -0.612039916 0.017633515
Rexo2 NM_001008326 0.377744358 0.017834391

LOC102553411 XR_591408 -0.485405169 0.017834391
Abtb2 NM_134403 0.47958079 0.017834391

Fam227a NM_001130581 -0.415063677 0.017834391
Kcnn3 NM_019315 0.311191192 0.018181803

LOC103691469 XR_590931 -0.625087688 0.018558413
Ano1 NM_001107564 -0.532448314 0.018558413
Spock1 NM_001271297 -0.401836751 0.018558413
Pglyrp1 NM_053373 -0.366444223 0.018920374
Aven NM_001107757 0.239777842 0.018920374

DV722710 DV722710 0.219003899 0.018920374
Slc35d2 NM_001106098 -0.39660311 0.018946068
Mtfp1 NM_001006960 0.250400743 0.019640394
Kctd17 NM_001134529 0.431044763 0.020559611

LOC688893 XM_008775988 -0.532909528 0.020559611
LOC103690193 XR_592783 -0.463473811 0.02068139
RGD1561849 NM_001109260 -0.666312601 0.021223633

ENSRNOT00000066953ENSRNOT00000066953 -0.482073481 0.021580013
LOC299282 BC088096 -0.351188777 0.021673796

ENSRNOT00000026370ENSRNOT00000026370 0.232572519 0.022114698
MGC94199 NM_001007746 0.340074938 0.022114698

Manf NM_001108183 0.538663229 0.022114698
Gjb1 NM_017251 0.616799532 0.022114698

ENSRNOT00000075597ENSRNOT00000075597 0.25176514 0.022114698
LOC100912459 XM_008770105 -0.415494443 0.022114698
LOC102553131 XR_601054 -0.664310838 0.022114698

ENSRNOT00000071698ENSRNOT00000071698 -0.313660307 0.022114698
Oaf NM_001014090 0.412304337 0.022114698

Slc6a20 NM_133296 -0.464969596 0.022114698
Cnn2 XM_008776396 0.512732771 0.022114698
Arrdc1 NM_001100770 -0.280399046 0.022114698

ENSRNOT00000061411ENSRNOT00000061411 0.561606955 0.022114698
Abhd3 NM_001106162 0.448422504 0.022114698

ENSRNOT00000058805ENSRNOT00000058805 -0.639551209 0.022114698



  

ENSRNOT00000028041ENSRNOT00000028041 0.501047106 0.022114698
Oas1b NM_144752 -0.235933199 0.022114698

ENSRNOT00000030070ENSRNOT00000030070 0.325129408 0.022114698
ENSRNOT00000046378ENSRNOT00000046378 -0.555805986 0.022114698

Hspa8 NM_024351 0.580538052 0.022114698
Med20 NM_001013178 0.199353127 0.022114698

LOC103690137 XM_008761933 -0.45152466 0.022114698
Slc25a45 NM_001271179 0.383524854 0.022114698

ENSRNOT00000056815ENSRNOT00000056815 0.248089648 0.022114698
Rasl2-9 NM_001166675 0.37941966 0.022114698
Spin1 NM_001024796 0.379207189 0.022114698

BU760441 BU760441 -0.531633126 0.022114698
Npr3 XM_006232045 0.432780266 0.022574115

ENSRNOT00000038294ENSRNOT00000038294 0.391439155 0.022782731
ENSRNOT00000013021ENSRNOT00000013021 0.215723569 0.022782731

Amt NM_001014004 0.456584116 0.023056503
ENSRNOT00000039904ENSRNOT00000039904 -0.492208327 0.023280007

LOC102551390 XR_343992 -0.915747788 0.023372479
Pecr NM_133299 0.489148374 0.023372479

Sdccag8 NM_177929 -0.261937489 0.023372479
Rnaseh2b NM_001007007 0.358808431 0.023372479
Senp3 NM_001013116 0.314872966 0.023558651
Rnf38 XM_006238017 -0.367538737 0.023820113

LOC100909609 XM_003749001 -0.335049873 0.023871867
ENSRNOT00000038079ENSRNOT00000038079 0.355851989 0.023871867

Sec16b NM_053571 -0.534512885 0.02486638
ENSRNOT00000005562ENSRNOT00000005562 0.300031777 0.02486638

Exnef NM_001079706 -0.578172838 0.02486638
ENSRNOT00000015352ENSRNOT00000015352 0.428725084 0.02486638
ENSRNOT00000072492ENSRNOT00000072492 0.374440682 0.02486638

Ift22 NM_001011902 0.347330385 0.02486638
Robo3 NM_001108135 -0.5580175 0.02486638
Sspo NM_001007016 -0.731748567 0.02486638

ENSRNOT00000047472ENSRNOT00000047472 -0.490900361 0.02486638
Btf3 NM_001008309 0.335909409 0.02486638

Fam114a1l1 XM_001056810 0.282945828 0.02486638
LOC100361907 XM_003752645 -0.667688533 0.02486638

Zxdc XM_002729395 -0.227988773 0.02486638
Fam189b NM_001107690 -0.518807006 0.024979654
Prss30 NM_199371 -0.432122032 0.024979654

LOC102555173 XR_591311 0.287946632 0.024979654
Nod1 NM_001109236 -0.317425223 0.024979654
Hif1a NM_024359 0.344616162 0.025060924

RGD1304595 NM_001106661 -0.333740279 0.025078625
ENSRNOT00000071123ENSRNOT00000071123 0.315306928 0.025078625

Ube2v1 NM_001110345 0.514915591 0.025078625
ENSRNOT00000003656ENSRNOT00000003656 0.373491822 0.025757338

Crlf3 AF072835 0.46981273 0.025877082
ENSRNOT00000036121ENSRNOT00000036121 0.274654299 0.025877082

Prmt1 NM_024363 0.306479391 0.025877082
LOC103692371 XR_592539 0.572025437 0.025877082

Pcyt1a NM_078622 0.239659181 0.026429316
LOC102547038 XR_599788 -0.349739767 0.027328999
RGD1562079 NM_001177687 0.23455335 0.027689846

ENSRNOT00000034131ENSRNOT00000034131 -0.813697323 0.027689846
RGD1565059 XM_008761057 -0.460616584 0.0279117

G6pd NM_017006 -0.194802208 0.028387083
LOC102546772 XR_591333 -0.31377156 0.028387083
LOC102552229 XR_348340 -0.215644733 0.028440428
LOC102556881 XM_008758189 -0.440001142 0.028440428

Srsf5 NM_019257 -0.399916183 0.028682806
LOC102553961 XR_347750 -0.531011034 0.028682806

Mrpl17 NM_133539 0.338187071 0.028682806
ENSRNOT00000034507ENSRNOT00000034507 0.320438907 0.028682806

Kcnk5 NM_001039516 0.505710988 0.028682806
Ndufab1 NM_001106294 0.239538929 0.028682806

ENSRNOT00000065432ENSRNOT00000065432 0.40468958 0.028682806
Mdm4 XM_006249777 -0.233973662 0.028682806

ENSRNOT00000045349ENSRNOT00000045349 0.302873325 0.028682806
Golt1a NM_001109070 0.497201577 0.028682806
Dnajb4 XM_008761550 0.355444226 0.028682806
Med29 NM_001106237 0.239139369 0.028682806
Grpel1 NM_024487 0.234923315 0.028682806
Pde5a NM_133584 -0.378824722 0.028682806
Fzr1 NM_001108074 0.386521534 0.028682806

ENSRNOT00000074505ENSRNOT00000074505 0.285297193 0.028682806
Bet1l NM_019368 0.187082724 0.028682806

RGD1562673 NM_001108823 -0.570661053 0.028682806
Igfbp4 NM_001004274 0.62318162 0.028682806

LOC691920 XM_006234815 0.256049486 0.028682806
EX490534 EX490534 -0.653945568 0.028682806



  

ENSRNOT00000037171ENSRNOT00000037171 0.233478037 0.028682806
Rab27b NM_053459 -0.441360553 0.028682806

ENSRNOT00000072973ENSRNOT00000072973 0.205688546 0.028682806
Ccdc3 XM_574081 -0.364926431 0.028682806

ENSRNOT00000021181ENSRNOT00000021181 -0.49733245 0.028682806
ENSRNOT00000061286ENSRNOT00000061286 -0.276090879 0.028682806

Hps4 NM_001107148 -0.360106525 0.028682806
LOC102547085 XR_358441 -0.432679284 0.028682806

FQ219355 FQ219355 0.276488016 0.028682806
ENSRNOT00000049602ENSRNOT00000049602 -0.267094186 0.028682806
ENSRNOT00000002408ENSRNOT00000002408 0.270899104 0.028682806

mRNA MON11 vs NK11 (M T180 Kid) Dll3 NM_053666 -0.431540109 0.028682806
Fam213b NM_001108697 0.425219199 0.028682806

ENSRNOT00000034930ENSRNOT00000034930 0.236342246 0.028682806
LOC102555570 XR_357338 -0.423920863 0.028682806

AA900803 AA900803 0.279198292 0.029259467
ENSRNOT00000048033ENSRNOT00000048033 0.432383351 0.029796105
ENSRNOT00000021803ENSRNOT00000021803 0.294111419 0.029796105

Add3 NM_001164103 0.385860408 0.029796105
Dda1 NM_001134790 0.566553517 0.029796105
Pde5a XM_006233260 -0.373765952 0.029796105
Bsg NM_001109882 0.836248855 0.029845629
Mag NM_017190 -0.427960642 0.029904594

ENSRNOT00000030916ENSRNOT00000030916 0.343377387 0.029904594
Psmb7 NM_053532 0.286544441 0.029904594
Pef1 NM_001007651 0.501343641 0.029904594
Pigm NM_024144 0.330082036 0.030585679
Mpst NM_138843 0.733227512 0.030585679

LOC680435 XR_145970 0.485042716 0.030658738
Card6 NM_001106413 -0.271453571 0.030937159

ENSRNOT00000058142ENSRNOT00000058142 0.207495031 0.030957413
Prkab2 XM_006233011 -0.225373318 0.031671769
Ube2f NM_001008381 0.446925342 0.031938112

Fam8a1 NM_001305175 -0.806281007 0.031960303
Mien1 NM_001108296 0.223987824 0.032040907
Mast3 NM_001134796 -0.429916408 0.032169051
Acvr1c NM_139090 -0.532575219 0.032169051

LOC102546966 XR_341886 -0.660002075 0.032340679
Dgcr6 NM_001107080 0.254256222 0.032340679
Wdr60 NM_001191773 -0.511949213 0.032340679

Tmem252 NM_001007738 0.49761896 0.032340679
LOC100910594 BC158761 -0.440923144 0.032340679

Pdp2 AF062741 0.340150321 0.032340679
ENSRNOT00000027236ENSRNOT00000027236 0.406016933 0.032340679
ENSRNOT00000047286ENSRNOT00000047286 -0.398687596 0.032340679

Traf3ip2 NM_001044248 -0.259469615 0.032451986
Ror1 XM_008763887 -0.257470003 0.032451986

ENSRNOT00000017628ENSRNOT00000017628 0.407266143 0.032451986
Jagn1 NM_001044272 0.306408095 0.032451986
Tspan3 NM_001005547 0.370174037 0.032451986
Rgs6 NM_019342 -0.555171438 0.032451986
Unk XM_003750953 -0.240425416 0.032451986

LOC102550584 XM_008766969 -0.60498545 0.032451986
ENSRNOT00000042684ENSRNOT00000042684 0.27753886 0.032451986
ENSRNOT00000073886ENSRNOT00000073886 0.32752938 0.032451986

LOC103693939 XR_596440 -0.635323805 0.032451986
ENSRNOT00000000279ENSRNOT00000000279 -0.247979344 0.032451986
ENSRNOT00000072657ENSRNOT00000072657 -0.590796998 0.032451986

Dhodh NM_001008553 0.416968935 0.032451986
ENSRNOT00000028890ENSRNOT00000028890 0.262715445 0.032451986

Rnf24 NM_001108591 -0.245486296 0.032451986
Acacb XM_008769310 -0.621059196 0.032451986
Pnkd NM_001134753 0.193693019 0.032451986

Ammecr1l XM_008772042 -0.459320734 0.032580528
Isy1 NM_001014188 0.170075255 0.032580528

LOC103691375 XR_590723 -0.551249232 0.032580528
LOC100909928 XR_346172 -0.430757514 0.032580528

Zdhhc15 NM_001039101 0.289289867 0.032580528
Ntmt1 NM_001025019 0.34390018 0.032580528

ENSRNOT00000048258ENSRNOT00000048258 0.209681493 0.032580528
Twf2-ps1 XR_597489 0.310695096 0.032580528

ENSRNOT00000000246ENSRNOT00000000246 0.294161975 0.032580528
Iws1 XM_006254574 -0.334557261 0.032580528

LOC100911221 XR_592623 -0.328549897 0.032580528
Calr3 NM_001012212 0.320791399 0.032580528
Prdm9 NM_001108903 -0.229869716 0.032580528
Jagn1 NM_001044272 0.330352148 0.032580528

Slc26a2 NM_057127 -0.736209324 0.032580528
Abcc2 NM_012833 0.341745572 0.032580528

RGD1564036 XM_008767694 -0.294530028 0.032580528
LOC100359649 NR_037671 -0.350077712 0.032954914



  

Dtd2 NM_001108981 0.258154616 0.032954914
Syce1 XM_006230572 -0.459709046 0.032954914

LOC102553140 XM_006222080 -0.408370772 0.032954914
Acer1 NM_001106875 -0.248885482 0.032954914

Zdhhc16 NM_001039346 -0.175565083 0.032954914
ENSRNOT00000025716ENSRNOT00000025716 0.31923736 0.032954914

LOC102557169 XR_594819 0.255093523 0.032954914
Nek8 NM_001105804 -0.908367539 0.032954914

LOC102553891 XR_347123 -0.416043469 0.032954914
Arf1 NM_022518 0.539235105 0.032954914

AI237189 AI237189 -0.331288188 0.032954914
Il3ra NM_139260 -0.335830391 0.032954914
Abca4 NM_001107721 -0.425985493 0.032954914

AI012328 AI012328 -0.456071467 0.032954914
Gnb5 NM_031770 0.496592164 0.032954914

ENSRNOT00000074505ENSRNOT00000074505 0.255606467 0.032954914
Nfkbib NM_030867 0.373571016 0.032975858
Pdp2 NM_145091 0.329162938 0.032975858
Mettl1 XM_001054797 0.480225851 0.032975858
Ormdl3 NM_001047897 0.437191502 0.032975858

LOC100911830 XR_360566 0.482989062 0.032975858
LOC102548225 XR_598360 0.291520588 0.032975858

ENSRNOT00000022273ENSRNOT00000022273 0.421473039 0.032975858
Kcnc3 NM_053997 0.260478362 0.032975858
Palm2 NM_001305995 -0.359558517 0.032975858

ENSRNOT00000073612ENSRNOT00000073612 0.380386292 0.032975858
Chmp4b XM_006224717 -0.78749909 0.033274018

LOC361346 XM_008772154 0.524039894 0.033377513
Mapk1 NM_053842 0.251117351 0.033377513
Ppp2r5b NM_181379 0.395216388 0.033418015

LOC103692671 XR_593108 -0.637638993 0.033418015
Snx12 NM_001108817 0.223585581 0.033418015
Ap1s1 NM_001108331 0.346719904 0.03343226

LOC102551899 XM_008771580 -0.422868851 0.03353693
Tnrc6c XM_008768441 -0.220098737 0.03353693
Metap1d XM_008761908 -0.245010553 0.03353693
Trim27 NM_001134974 0.152441559 0.03353693

LOC103693493 XR_594963 -0.351038493 0.03353693
ENSRNOT00000019816ENSRNOT00000019816 -0.460060832 0.033688129
ENSRNOT00000034149ENSRNOT00000034149 0.299164231 0.034088081

RGD1305014 NM_001014025 0.363437163 0.034088081
DV729033 DV729033 -0.224008991 0.034161001
Mcm7 NM_001004203 -0.481939327 0.034161001

RGD1560523 XR_591192 -0.407900526 0.034161001
Imp3 NM_001108152 0.242683387 0.034161001
Ydjc NM_001013863 0.367894142 0.034161001

ENSRNOT00000072001ENSRNOT00000072001 0.347006554 0.034161001
Zfp7 NM_001142757 0.237429476 0.034212611
Tgfbr1 NM_012775 -0.313259407 0.034414274

CX570570 CX570570 0.346336087 0.034414274
L3hypdh NM_001108031 0.424919373 0.034414274
Zfp655 XM_003751126 0.334833449 0.034508689
Nudt11 XM_006227291 0.456055959 0.034508689
Hadhb NM_133618 0.405268334 0.034940903
Ethe1 NM_001106234 0.472656787 0.034940903
Gmppa NM_001025056 0.430975244 0.035130583
Akr1b10 NM_001013084 0.384520196 0.035130583
Phf19 NM_001106570 -0.621194158 0.035130583
Iscu NM_001105936 0.276959586 0.035130583

Tceanc2 NM_001014260 0.346439221 0.035130583
RGD1564788 XM_006253254 -0.374344077 0.035346914

Rnf130 NM_001037658 0.349402117 0.035346914
Stxbp2 NM_031126 0.3746953 0.035346914
Lamp1 NM_012857 0.967405281 0.035346914
Entpd2 NM_172030 -0.855388553 0.035346914

LOC102546355 XR_598440 -0.578165005 0.035346914
ENSRNOT00000017658ENSRNOT00000017658 -0.378836626 0.035346914

Cyb5d1 XM_006246767 0.278409654 0.035354991
H1f0 NM_012578 -0.437708833 0.035634471
Tspo2 XM_008757949 -0.501840829 0.036119779

Ubash3b NM_001191792 -0.321826436 0.036463558
Glra2 NM_012568 -0.866536565 0.036463558
Cyp51 NM_012941 -0.309220396 0.036687153
Acaa1a NM_012489 0.543283497 0.036697319
Rsl24d1 NM_001014212 0.317276366 0.037030215
Atat1 NM_212498 -0.194736157 0.037030215
Cacfd1 NM_001106561 0.251447483 0.037030215

ENSRNOT00000014629ENSRNOT00000014629 -0.621798421 0.03764179
Ran NM_053439 0.174289136 0.038010841

Slc39a14 NM_001107275 0.330784822 0.038010841
LOC102556012 XR_347339 -0.514798242 0.038153849

Arfrp1 NM_053980 0.225512502 0.03829775
Renbp NM_031095 0.495150364 0.038330211
En2 NM_001109214 -0.531613531 0.038378726

RGD1306195 NM_001014062 0.318983657 0.038574264
FM075708 FM075708 0.391874462 0.038574264

LOC102549764 XR_357345 -0.309049086 0.038731491
ENSRNOT00000014726ENSRNOT00000014726 0.312934797 0.038731491

LOC103694989 XR_598623 -0.436417012 0.038731491
Itm2a NM_001025712 0.398034686 0.038731491
Pqlc2 NM_001108689 0.280202814 0.038731491
Gbas XM_006249280 -0.251018195 0.038731491
Lsm10 NM_001108976 0.24107881 0.039003684

LOC102555762 XR_589551 -0.248587452 0.039003684
ENSRNOT00000075595ENSRNOT00000075595 -0.308381545 0.039003684

LOC102552929 XR_354066 -1.048368513 0.039028621



  

Man2a1 NM_012979 -0.464951516 0.03903654
Sco1 NM_001173374 0.205068711 0.03903654

Chchd4 NM_001013431 0.32525984 0.03903654
Slc25a36 XM_576451 -0.622593432 0.03903654

Cym NM_020091 -1.01560957 0.03903654
Rpusd2 NM_001135845 0.262570284 0.03903654
Zfp579 NM_001126276 -0.364785172 0.03903654

ENSRNOT00000072836ENSRNOT00000072836 0.34346569 0.03903654
Bace1 NM_019204 -0.333345202 0.039107097

Tst NM_012808 0.472860251 0.039107097
Timmdc1 NM_001007676 0.236806191 0.039107097
Arhgef15 NM_001105789 -0.65111572 0.039322327

ENSRNOT00000074183ENSRNOT00000074183 0.179148292 0.039325433
Hdac11 NM_001106610 -0.32342986 0.039325433

ENSRNOT00000033450ENSRNOT00000033450 0.520738734 0.039325433
Golga5 NM_001033065 0.271277372 0.039325433
Ociad1 NM_001013874 0.315124689 0.039325433
Gatc NM_001108339 0.244543809 0.039325433

ENSRNOT00000009404ENSRNOT00000009404 0.447679876 0.039325433
Rassf4 NM_001024275 -0.528899856 0.039325433
Ager NM_053336 -0.580862574 0.03964474
Extl3 NM_020097 -1.022975906 0.039678109

Kcnip1 NM_001261387 0.323581512 0.039678109
Snrpc NM_001271040 0.311091675 0.039803606
Chrne NM_017194 -0.325016482 0.039803606
Casp9 NM_031632 0.252440381 0.039803606

RGD1562673 NM_001108823 -0.35873426 0.039803606
Cx3cr1 NM_133534 -1.030740417 0.039803606

ENSRNOT00000032112ENSRNOT00000032112 -0.321622495 0.039803606
LOC103695304 XR_601507 -0.348701368 0.039803606

ENSRNOT00000073819ENSRNOT00000073819 -0.269679877 0.039803606
Wdr18 NM_001039027 0.373502425 0.039803606

LOC100911320 XM_006226325 0.25545549 0.039883483
Timm23 NM_019352 0.304284325 0.039883483

mRNA MON11 vs NK11 (M T180 Kid) Hus1 NM_001109092 0.261403307 0.039883483
Rnf121 NM_001107540 0.270638309 0.039883483
Pecr NM_133299 0.424832083 0.039883483

BP497910 BP497910 0.44185647 0.039883483
Padi4 NM_017227 -0.706940843 0.039883483
Mxra7 XM_006247843 -0.330440423 0.039883483
Eif5a NM_001033681 0.24902436 0.039883483
Tgfbi NM_053802 -0.514091261 0.039929909

Mrps11 NM_001109148 0.26281554 0.040081872
Dhx57 NM_001191907 -0.201229593 0.040081872
Pfdn2 NM_001109476 0.238068071 0.040081872
Stx16 NM_001108610 0.240018831 0.040081872

ENSRNOT00000036357ENSRNOT00000036357 -0.582912565 0.040081872
Gper1 NM_133573 0.42260773 0.040081872

LOC102547434 XR_595946 -0.96686908 0.040081872
Lamtor1 NM_199102 0.393695274 0.040081872

Plk4 NM_001107669 0.307540638 0.040081872
Adam1a NM_020078 -0.396919942 0.040081872

ENSRNOT00000015352ENSRNOT00000015352 0.362365095 0.040081872
Rnf220 XM_008764077 0.512451116 0.040081872
Akirin1 NM_001030054 0.28056829 0.040081872

Tmem167b NM_001135260 0.189343804 0.040081872
Ankle1 XR_596411 -0.377664529 0.040081872

ENSRNOT00000007554ENSRNOT00000007554 0.201584232 0.040081872
Emc4 NM_001106495 0.257569389 0.040081872
Cmss1 NM_001013866 0.292338975 0.040149594
Rassf2 NM_001037096 -0.995935403 0.040285007
Sstr5 NM_012882 0.255768184 0.040285007

LOC103692101 XR_592081 -0.314327106 0.040285007
Edf1 NM_001106557 0.201400897 0.040285007

RGD1563714 NM_001126297 -0.455851376 0.040285007
Ces2h NM_001044258 0.559908219 0.040285007
Vasp NM_001108475 -0.245096996 0.040717918

ENSRNOT00000046156ENSRNOT00000046156 0.305039716 0.040717918
Tspan18 NM_001107750 -0.826253138 0.040717918

LOC102552016 XM_006247549 -1.014068958 0.040732448
Tmprss9 NM_001047100 -0.495087164 0.040744788
Serpinb7 NM_130404 -0.509858463 0.040744788

ENSRNOT00000023457ENSRNOT00000023457 0.317271965 0.040744788
ENSRNOT00000038369ENSRNOT00000038369 -0.514059095 0.040744788

Fkbp9 NM_001007646 -0.242206104 0.040826215
Hrct1 XM_002729475 -0.353827578 0.040836599

LOC102557166 XR_589080 0.716723253 0.040836599
Arl2 NM_031711 0.354261232 0.040836599

Hmgcl NM_024386 0.524780994 0.040836599
Vps9d1 NM_001107440 -0.229603182 0.040836599
Mcfd2 NM_139253 0.367107536 0.040836599

BF563670 BF563670 -0.296169666 0.040836599
LOC103690838 XM_008758429 0.373707692 0.040857222

Slc17a2 NM_001107353 0.364860992 0.040876298
RGD1566212 XM_008775067 -0.414196369 0.040876298

Nsmf NM_057190 -0.271749561 0.040928869
Rslcan18 XM_008760963 -0.380582069 0.040928869

ENSRNOT00000030771ENSRNOT00000030771 0.196164516 0.040928869
Icos NM_022610 0.271317073 0.041073341

LOC103690307 XR_343313 -1.032926192 0.041167072
Jkamp NM_001106738 0.261209583 0.041167072
Epg5 XM_006222637 -0.257060576 0.041246175

ENSRNOT00000068689ENSRNOT00000068689 -0.536594173 0.041254329
Hnrnpk NM_057141 0.221858693 0.041402712

Csnk1g2 NM_001033870 -0.190435284 0.041434177
ENSRNOT00000034217ENSRNOT00000034217 0.656916972 0.041509701
ENSRNOT00000037297ENSRNOT00000037297 0.232186837 0.041509701

Spin1 NM_001024796 0.320769172 0.041509701
Aqp8 NM_019158 -0.296192314 0.041509701
Tiparp XM_003753596 0.585054611 0.041509701

LOC102547850 XM_006224502 0.252668046 0.041509701
ENSRNOT00000068285ENSRNOT00000068285 -0.610226854 0.041509701

Mcoln2 NM_001039005 -0.47667259 0.041509701



  
  

CK841682 CK841682 0.379297515 0.041523971
Polr3d NM_001031653 0.237236611 0.041523971
Tomm40 NM_212520 0.525731875 0.041523971
Sepn1 XM_008764190 -0.309411066 0.041523971
Creb3 XM_006238050 0.391961371 0.041523971
Asb6 NM_001011963 0.29684653 0.041523971
Spns3 XM_006246786 -0.546934367 0.041523971

LOC103693690 XM_008769884 -1.011283415 0.041523971
LOC103694115 XM_008771814 0.306212544 0.041523971

Ebf1 XM_006246118 -0.27895139 0.041523971
Grwd1 NM_001012067 0.389106977 0.041523971
Carhsp1 NM_152790 -0.235003041 0.041523971

RGD1311756 XM_006240442 -0.287112599 0.041523971
Cpne4 NM_001109003 -0.406683488 0.041523971

LOC102549375 XR_593647 -1.037939354 0.041523971
Tsga10 NM_001030022 -0.469653845 0.041523971
Acaa1b NM_001040019 0.399955084 0.041523971
Ddhd1 XM_006251769 -0.286242092 0.041523971
Fbxo18 NM_001106119 0.215650398 0.041523971
Grb10 NM_001109093 0.371545143 0.041852021
Ndufa11 NM_212517 0.237620712 0.042189686
Epc1 XM_003752989 -0.657726415 0.042278286
Steap2 NM_001107846 0.34346855 0.042278286
Fubp1 NM_001037653 0.216833359 0.042409859
Smim12 NM_001276483 0.267769514 0.042409859

ENSRNOT00000025343ENSRNOT00000025343 -0.919374203 0.042448371
ENSRNOT00000075544ENSRNOT00000075544 0.392174903 0.042448371

C2cd2l NM_001011996 0.44178051 0.042448371
LOC103693161 XM_008770234 -0.616745797 0.042448371
LOC686014 XR_590969 0.279486999 0.042448371
Txndc15 NM_001024998 -0.188593778 0.042448371
Strbp XM_008761778 -0.252931802 0.042448371
Cpsf7 XM_008760238 -0.231453426 0.042448371
Srp72 NM_001170601 0.263336201 0.042448371
Kcnt1 XM_006233697 -0.597285394 0.042448371
Arhgap6 XM_008758397 -0.263581889 0.042448371
Tmco1 NM_001009631 0.373870478 0.042448371
Ppp2cb NM_017040 0.327769236 0.042448371

LOC102555274 XM_008758952 0.302583922 0.042448371
LOC102551374 XR_358971 0.542259607 0.042448371

AI043820 AI043820 -0.466421852 0.042448371
Atf7 NM_001108115 -0.28267514 0.042448371

ENSRNOT00000076580ENSRNOT00000076580 -0.499309714 0.042448371
Marc2 NM_134410 0.627261027 0.042448371
Dgka NM_080787 -0.238327628 0.042448371
Hnrnpdl XM_008770024 -0.255464411 0.042448371
Spin1 NM_001024796 0.297407175 0.042448371
Hmga1 NM_139327 -0.316661036 0.042467085
Mfsd7 NM_001107246 -0.275192433 0.042467085
Hspa8 NM_024351 0.188263347 0.042467085
Cul9 XM_008766864 -0.293321335 0.042467085

Map2k1 NM_031643 0.303703921 0.042467085
LOC102557183 XR_346772 -0.317461786 0.042467085

Pex11b NM_001025684 0.261128173 0.042467085
LOC102553121 XR_600245 -0.621131634 0.042684645

Dcps NM_153302 0.367508897 0.042934329
LOC102551952 XR_592833 -0.627224159 0.042934329

Slc24a2 NM_031743 -1.05200208 0.042934329
Spetex-2H NM_001009969 -0.768227761 0.043007958

LOC103691080 XR_590119 -0.289989125 0.043007958
LOC102553461 XR_594658 0.25300609 0.043007958

Rab10 BC070518 0.252407918 0.043007958
LOC103695021 XR_598832 -0.517646557 0.043007958

ENSRNOT00000073250ENSRNOT00000073250 0.500038377 0.043007958
Cyp2r1 NM_001108499 0.331707073 0.043007958
Cap1 NM_022383 0.390419634 0.043007958

Dcun1d2 NM_001134798 0.289849699 0.043007958
Ccdc89 NM_001134833 -0.451831542 0.043007958
Rpl34 NM_001108567 -0.151690156 0.043007958
Ankrd54 NM_001025285 -0.225172205 0.043007958
Auh NM_001108407 0.534183342 0.043007958
Gtf2f2 NM_031042 0.223337761 0.043007958



  
  

Trabd NM_001106788 -0.202170552 0.043007958
Arcn1 NM_001007662 0.380442545 0.043100393
Pdcl3 FQ211568 -0.189459313 0.043142083

ENSRNOT00000004045ENSRNOT00000004045 0.244876036 0.043142083
Mettl4 NM_001191814 -0.287885934 0.043142083

ENSRNOT00000075331ENSRNOT00000075331 0.304745232 0.043142083
Cby1 NM_145676 0.284364085 0.043142083
Melk NM_001108662 -0.428615817 0.043142083
Arf6 NM_024152 0.419309902 0.043142083
Nmt2 XM_008771855 0.198069333 0.043142083
Kng1l1 NM_001009628 0.310857269 0.043142083
Fam3c NM_198771 0.342527622 0.043142083

ENSRNOT00000049046ENSRNOT00000049046 0.333344522 0.043142083
Tdrkh NM_001014038 0.276118397 0.043142083

ENSRNOT00000026114ENSRNOT00000026114 0.329547866 0.043142083
St7l XM_008761382 -0.664821615 0.043142083

ENSRNOT00000009530ENSRNOT00000009530 0.416986084 0.043142083
Zfp113 XM_008759281 0.2202649 0.043142083
Sap18 NM_001033685 0.2332659 0.043142083

Sema3e XM_008762698 0.401049856 0.043142083
RGD1309870 NM_001106018 -0.312146701 0.043142083

Spag1 NM_001012116 -0.23866755 0.043142083
ENSRNOT00000059115ENSRNOT00000059115 0.573647618 0.043142083

Adcyap1r1 NM_001270579 -0.458636937 0.043142083
CA508580 CA508580 -0.34370293 0.043142083

Ndufs3 NM_001106489 0.176633897 0.043142083
Med20 NM_001013178 0.40691295 0.043142083
Arrb1 XM_006229739 -0.382455495 0.043142083
Grik5 NM_031508 -0.308126494 0.043142083

ENSRNOT00000044132ENSRNOT00000044132 -0.584369502 0.043142083
Agrn NM_175754 -0.376345591 0.043142083

LOC102549817 XM_006225919 -1.036906925 0.043142083
Wdr93 NM_001191949 -0.285284099 0.043142083

ENSRNOT00000072994ENSRNOT00000072994 -0.312961806 0.043142083
Defb43 NM_001037528 -0.846299622 0.043142083

CF110107 CF110107 -1.51159764 0.043142083
Bdh2 NM_001106473 0.353769043 0.043142083

Fam98a NM_001014073 0.36720164 0.043142083
Cadps2 XM_006224832 0.260185838 0.043142083

LOC100911193 XR_348554 0.255419778 0.04334196
Dnajc6 NM_001107949 0.43015763 0.043363628
Mdp1 NM_001106039 -0.17445947 0.043363628
Bax NM_017059 0.123205384 0.043363628

Piezo2 XM_006222595 -0.406174765 0.043363628
ENSRNOT00000005237ENSRNOT00000005237 0.296504119 0.043363628
ENSRNOT00000029099ENSRNOT00000029099 0.379331622 0.043432096
ENSRNOT00000072056ENSRNOT00000072056 0.312613796 0.04349729

Psmg2 NM_001106138 0.349003634 0.04349729
Mat2a NM_134351 -0.561939992 0.043597091
Ptprn2 NM_031600 -0.699701178 0.043709356
Ndufs8 NM_001106322 0.34826654 0.043709356

LOC685352 XR_086011 0.191505228 0.043709356
Higd1a NM_080902 0.415545186 0.043709356

Msantd3 NM_001108664 -0.266127585 0.043709356
CO574850 CO574850 -0.280606247 0.043747009

LOC102556893 XR_343659 0.412229368 0.043758024
LOC300308 NM_001013952 -0.434552998 0.043758024

Kctd5 NM_001105768 0.295107442 0.043952972
Tmem45a NM_001191074 -0.388407203 0.043952972

mRNA MON11 vs NK11 (M T180 Kid) Kcnip4 NM_181365 -0.417195621 0.044170857
Naglt1 NM_176080 0.476312745 0.044313175
Car4 NM_019174 0.418582989 0.044313175
Ing2 NM_001106083 -0.246837312 0.044313175

Ncald NM_001024371 -0.480805115 0.044313175
LOC100362981 NM_001245924 -0.717508413 0.044313175

Sfi1 NM_001191682 -0.275538716 0.044313175
ENSRNOT00000006963ENSRNOT00000006963 -0.270468147 0.044690052
ENSRNOT00000047000ENSRNOT00000047000 -0.348213715 0.044939099

Ppp1r14b NM_172045 0.172352563 0.045092457
Acaa2 NM_130433 0.523265744 0.045092457
Snca NM_019169 0.331415705 0.045098502

RGD1564093 NM_001105946 0.193081088 0.045098502
ENSRNOT00000049858ENSRNOT00000049858 0.20093632 0.045098502

LOC102553924 XR_339878 -0.974476917 0.045098502
Fxyd6 NM_022005 0.169235521 0.04523806



  

LOC103690624 XR_589424 -0.509109856 0.04523806
Arf4 NM_024151 0.267456763 0.04523806
Tfpt NM_138870 0.340176872 0.04523806

Zmym4 NM_001107982 -0.158185429 0.04523806
XR_146229 XR_146229 0.318269279 0.04523806

Plbd1 NM_001013927 0.572044268 0.04523806
Taf15 NM_001105824 -0.522992496 0.045352004
Nudt19 NM_001004258 0.431772537 0.045352004

ENSRNOT00000056229ENSRNOT00000056229 0.383680028 0.045352004
Sik3 NM_001271216 0.297757949 0.045417202

Gnpda1 NM_001134995 0.405418748 0.045417202
Krt80 NM_001008815 -0.860416036 0.045417202
Akap8 NM_053855 -0.229376678 0.0455896
Preb NM_001170708 0.33695741 0.0455896
Atp5f1 NM_134365 0.16293155 0.0455896

ENSRNOT00000004447ENSRNOT00000004447 0.382282763 0.0455896
ENSRNOT00000029424ENSRNOT00000029424 0.143955077 0.0455896

Rbck1 NM_021764 -0.229769519 0.0455896
ENSRNOT00000009181ENSRNOT00000009181 0.297935781 0.0455896

LOC100363520 XM_008775219 -0.247678139 0.0455896
CF106921 CF106921 0.646886624 0.0455896
Pde6d NM_001108806 0.356124445 0.0455896
Aig1 XM_008758603 -1.667543118 0.0455896

Atp6v1b2 NM_057213 0.39263269 0.0455896
Phgdh NM_031620 1.018753763 0.0455896

LOC102554046 XR_354606 -0.271627634 0.0455896
ENSRNOT00000036987ENSRNOT00000036987 -0.729418179 0.0455896

LOC102550756 XR_590177 -0.394971265 0.0455896
Mpp6 XM_008762898 -0.685904433 0.045683236
Slc35b1 NM_199081 0.229338329 0.045683236

LOC100362547 XM_002728280 -0.315919399 0.045683236
Mrps7 NM_001100471 0.149656624 0.045683236
Cirbp NM_031147 -0.356614093 0.045683236
Mxra7 XM_006220949 -0.340009388 0.045689011

LOC103691972 XR_591861 0.278719511 0.045689011
LOC102556705 XR_344636 -0.617930523 0.045749586

Eif1 NM_001105837 0.183754049 0.045853372
ENSRNOT00000071433ENSRNOT00000071433 0.284268877 0.045853372

Plekha4 NM_199101 -0.25983382 0.045853372
Dbndd2 NM_001047111 0.537904274 0.045853372

LOC103691392 XR_590760 -0.396314251 0.045853372
Zfp84 NM_001107500 0.201071162 0.045853372
Isg20 NM_001008510 -0.334877451 0.045853372
Akap10 NM_001114606 0.234784429 0.045853372

ENSRNOT00000039311ENSRNOT00000039311 -0.368813797 0.046007041
LOC103690046 XM_008769779 0.303569895 0.046007041

Mkrn1 NM_001004233 0.222457911 0.046007041
BP474494 BP474494 -0.976477758 0.046007041

ENSRNOT00000001504ENSRNOT00000001504 0.237958562 0.046036872
Syf2 NM_133417 0.204010614 0.046036872
Rab6a NM_053366 0.301743932 0.046036872
Hdac8 XM_008773263 0.308036975 0.046146569
Med8 NM_001108673 0.148009614 0.046146569
Habp4 NM_001079940 0.267480824 0.046146569
Srm NM_053464 0.514083503 0.046146569
Ccm2l XM_008762395 -0.261194881 0.046255478

ENSRNOT00000005120ENSRNOT00000005120 0.388814314 0.046305094
Hp NM_012582 -0.335406297 0.046305094

ENSRNOT00000032417ENSRNOT00000032417 0.298455549 0.046305094
Itfg2 NM_001108648 0.199987402 0.046305094

RGD1559600 NM_001109153 0.505389414 0.046305094
Bbs4 NM_001106826 -0.280809031 0.046305094

LOC498912 XR_597132 0.255370826 0.046305094
Robo1 NM_022188 -0.363398315 0.046305094
Rfx3 NM_001012172 -0.265119607 0.046493729

RGD1305110 XM_006251544 0.299153465 0.046562048
Crem NM_001110860 0.500520212 0.046570975

ENSRNOT00000068586ENSRNOT00000068586 0.254114177 0.046775131
Rnf145 NM_001105778 0.23609305 0.046775131
Fam118b NM_001025283 0.269124249 0.046775131
Ncmap NM_001253918 0.251549706 0.046775131

LOC102554595 XR_348626 -0.613717014 0.046899198
ENSRNOT00000024110ENSRNOT00000024110 -0.224394004 0.046899198

DV725692 DV725692 0.277547642 0.046947675
Alg12 NM_001108104 0.248006476 0.047020401
Znrf2 NM_001108628 0.542567907 0.047020401

Fam84a NM_001127299 -0.423811279 0.047021611
Ccl27 NM_001108660 -0.192595161 0.047021611

LOC103690538 XR_589251 -0.483203511 0.047094987
ENSRNOT00000074824ENSRNOT00000074824 0.154472103 0.047113224

Prss55 XM_008769300 -0.370507333 0.047113224
Src NM_031977 0.353714407 0.047113224
Nfx1 XM_008763623 -0.215964076 0.047113224
P2ry4 XM_006257093 -0.255347793 0.047113224

ENSRNOT00000024010ENSRNOT00000024010 0.314357009 0.047113224
Rcbtb2 NM_199084 0.282875939 0.047113224



  

Ass1 NM_013157 0.476976955 0.047113224
Reep3 NM_001106386 -0.331914638 0.047113224

CF107865 CF107865 -0.591579366 0.047113224
LOC103692320 XR_592448 -0.320842526 0.047113224

Ptcd2 NM_001107648 0.193386692 0.047113224
Kl NM_031336 -0.677472009 0.047113224

ENSRNOT00000029167ENSRNOT00000029167 0.301694749 0.047113224
Cog3 NM_001012157 0.166908394 0.047113224

Vom2r18 NM_173318 -0.997849003 0.047113224
ENSRNOT00000065693ENSRNOT00000065693 -0.327182215 0.047113224
ENSRNOT00000026807ENSRNOT00000026807 -0.928800414 0.047113224

Usp45 XM_008758329 0.172525716 0.047113224
LOC681177 XM_008768615 -0.277547569 0.047113224
Slc25a26 NM_001108638 0.25288451 0.047113224
Ndufb2 NM_001108624 0.146997155 0.047439015

ENSRNOT00000075670ENSRNOT00000075670 -0.511473362 0.047439015
LOC102550604 XR_589754 -0.562753314 0.047439015

Apobec2 NM_001106883 -0.350047379 0.047439015
Ube3d NM_001039610 0.356443079 0.047439015
M83142 M83142 -0.432239315 0.047439015
Csnk1d NM_139060 -0.347784524 0.047439015
Samd4a NM_001107254 -0.392423511 0.047439015
Ctdspl2 NM_001014048 -0.307378041 0.047456259

LOC103693831 XR_596105 0.248317229 0.04761441
Bnip1 NM_080897 0.202543549 0.04761441
Vwa5a NM_198755 -0.331121886 0.04761441
Farsb NM_001004252 0.299962863 0.04761441
Traf3ip2 NM_001044248 -0.201443496 0.04761441
Abca12 XM_001054709 -1.597608489 0.04761441
Ddi1 NM_001085475 -0.313672489 0.04761441

ENSRNOT00000038391ENSRNOT00000038391 0.215009214 0.047626194
Cdhr1 NM_053572 0.441577075 0.047626194

A_44_P1157593 A_44_P1157593 0.797721325 0.047626194
Tmed2 NM_031722 0.326222625 0.047626194
B9d2 NM_001107494 0.232157391 0.047626194

LOC102551450 XR_593403 -0.420373043 0.047626194
Fbxw7 XM_006232555 -0.34265484 0.047626194
Cope NM_001106076 0.29814208 0.047626194
Hpd NM_017233 0.346544664 0.047626194
Bola3 NM_001106601 0.301680525 0.047626194

ENSRNOT00000034755ENSRNOT00000034755 0.965050823 0.047626194
Slc3a2 NM_019283 0.635821038 0.047626194
Mccc1 NM_001009653 -0.937612716 0.047665734

ENSRNOT00000074368ENSRNOT00000074368 -0.519748251 0.047665734
Olr752 NM_001000367 0.1701956 0.04793372

ENSRNOT00000049468ENSRNOT00000049468 0.194586072 0.047986513
ENSRNOT00000060370ENSRNOT00000060370 -0.252855444 0.048166494

Ube2v1 NM_001110345 0.355247742 0.048166494
ENSRNOT00000012234ENSRNOT00000012234 -0.383080518 0.048184632

Bad BC061728 -0.191048177 0.048226216
ENSRNOT00000030161ENSRNOT00000030161 0.395484389 0.04823578

Lrrc4 NM_001037336 0.228818709 0.048319313
Ttc27 NM_001106706 -0.140142153 0.04835369
Stx1a NM_053788 -0.280287429 0.048364273

LOC102555781 XR_343657 0.481290681 0.048364273
Spg21 NM_001006987 0.304290762 0.048364273

ENSRNOT00000023642ENSRNOT00000023642 0.335954181 0.048364273
Col22a1 XM_008765637 -0.32962634 0.048364273
St6gal1 NM_001113344 -0.388034224 0.048364273

LOC102554532 XR_599906 -0.26682135 0.048364273
Ephx4 NM_001105994 0.278311851 0.048406109
Emc8 NM_001012165 0.18362227 0.048406109
Pycrl NM_001011993 0.328605198 0.048406109
Sp4 NM_012761 -0.277976053 0.048406109
Camlg NM_053334 0.293889549 0.048406109

ENSRNOT00000009220ENSRNOT00000009220 0.256735692 0.048493746
LOC102549446 XR_597138 -0.330297205 0.048493746

Ankrd6 NM_001134969 -0.286593206 0.048493746
Farp1 NM_001107287 -0.337560457 0.048493746

LOC103690627 XM_008758147 -0.421662563 0.048493746
Pabpn1l NM_001113779 0.323014824 0.048493746
Ptp4a1 NM_031579 0.239033752 0.048493746

RGD1565143 XR_591769 -0.333822757 0.048493746
Ccdc25 NM_001108382 -0.886298661 0.048493746

LOC100360821 XM_002726509 -0.897933021 0.048493746
LOC102547720 XR_600045 -0.462655234 0.048493746

Smpdl3b NM_001025737 0.440559744 0.048513591
LOC103692402 XR_601073 0.184532032 0.048531071

Fam126a NM_001191969 -0.525299822 0.048531071
Tmem147 NM_001038494 0.193646785 0.048531071

ENSRNOT00000005365ENSRNOT00000005365 0.289432081 0.048531071
Inha NM_012590 -0.37088634 0.048637872

Trmt61a NM_001007706 0.178595775 0.048723495
Tm2d3 NM_001106267 0.251066558 0.048723495
Otop1 NM_181433 0.2561564 0.048723495
Uaca NM_001195564 0.400534504 0.048723495
Hnrnpf NM_022397 0.120531835 0.048907438
Glrx5 NM_001108722 0.580806754 0.048907438
Mospd2 XM_008773174 -1.563629348 0.049066537
Nnmt NM_001106819 -0.414227365 0.049099618

LOC103690134 XR_600046 0.287642126 0.049140235
Dhodh XM_006255601 -0.337580968 0.049438881

ENSRNOT00000039316ENSRNOT00000039316 0.471796246 0.049438881
Cirbp XM_006241013 -0.357532539 0.049438881

ENSRNOT00000037558ENSRNOT00000037558 0.186015383 0.049438881
Surf4 NM_001033868 0.331670107 0.049438881
Mrps2 NM_001108576 0.380074913 0.049594887

LOC102552711 XR_349581 0.293543221 0.049594887
Hmgcs1 NM_017268 -0.289732614 0.049594887
Diablo NM_001008292 0.109783215 0.049594887

ENSRNOT00000030541ENSRNOT00000030541 0.266125871 0.049594887
Clic1 NM_001002807 0.345020894 0.049594887
Tnrc6a NM_001107549 -0.232388064 0.049594887

RGD1564036 NM_001109030 -0.209094082 0.049594887
Btf3 NM_001008309 0.254439828 0.049594887
M6pr NM_001007700 0.261110274 0.049594887
Scarb1 NM_031541 -0.399668039 0.049594887
Klhl17 NM_145671 -0.523613676 0.049594887
Fbp1 NM_012558 0.420101194 0.049594887

Fam193b NM_001170408 -0.225989625 0.049594887
Rnf125 XM_008771951 -0.621189273 0.049594887
Aip NM_172327 0.283499677 0.049614604
Dgkg XM_006248538 0.440010691 0.049809865

AF030090 AF030090 -0.322289585 0.049809865
LOC102553073 XR_359005 -0.589928266 0.049809865
LOC102550182 XR_596264 -0.333685038 0.049809865



Supp Table 15: GMO effect on liver transcriptome from female and male samples at T90 and T180. 
Statistical analysis is conducted to show a difference between the diets in accordance with a maize 
variety or environment effect. Differentially expressed genes between two diets are reported in Table 
6.  
 
 
 
 

 
 

  
  

FEMALE

mRNA MON11 vs ISOMON (F T180, Liv) GeneName Log FC  MON11 vs ISOMON adj.pvalue  MON11 vs ISOMON
LOC102551503 0.355036646 0.04863234

Myof 0.372576169 0.014202497

mRNA MON33 vs ISOMON (F T90, Liv) GeneName Log FC MON33 vs ISOMON adj.pvalue MON33 vs ISOMON
LOC103692155 -0.559600018 0.005636531

MALE

mRNA NK11 vs ISONK (M T180, Liv) GeneName Log FC  NK11 vs ISONK adj.pvalue NK11 vs ISONK
Cpa3 -0.439255216 0.038003617

Slc16a6 0.509871152 0.038003617
LOC102547085 0.519176336 0.038003617

Wee1 -0.556074834 0.038003617
AI408643 0.387783958 0.038003617

Sytl5 0.785158291 0.03925469
CK841539 0.287815993 0.03925469

Alas1 -0.677037211 0.041877319
LOC102548978 -0.558552879 0.049950455

Gckr 0.443608869 0.049950455
ENSRNOT00000007548 0.674144865 0.049950455



Supp Table 16: GMO effect on kidney transcriptome from female and male samples at T90 and  
T180. Statistical analysis is conducted to show a difference between the diets in accordance with a 
maize variety or environment effect. Differentially expressed genes between two diets are reported 
in Table 6 
.  

  
 

  

FEMALE

mRNA NK33 vs ISONK (F T90, Kid) GeneName Log FC NK33 vs ISONK adj.pvalue NK33 vs ISONK
LOC102556058 -0.401277585 0.040861298

mRNA NK33 vs NK11 (F T90, Kid) GeneName Log FC NK33 vs NK11 adj.pvalue NK33 vs NK11
LOC102556058 -0.420470226 0.01371335

MALE

mRNA NK33 vs ISONK (M T180, Kid) GeneName Log FC NK33 vs ISONK adj.pvalue NK33 vs ISONK
Spata25 0.384125009 0.046308262

3.078357096

mRNA MON33 vs ISOMON (M T180, Kid) GeneName Log FC MON33 vs ISOMON adj.pvalue MON33 vs ISOMON
Clcn7 -0.342283927 0.002953523

ENSRNOT00000009998 -0.285615907 0.007786886

LOC317165 -0.300621221 0.007786886

Smpdl3a 0.481168913 0.013682841

Gtf2e2 0.412918066 0.013682841

Tatdn3 0.336169421 0.013682841

FM111634 0.332643812 0.013682841

Zfp426 0.316380145 0.013682841

Rfc3 0.295268654 0.013682841

Stx12 0.293815166 0.013682841

Smim20 0.284738774 0.013682841

Smim20 0.27447569 0.013682841

Kdm5a 0.260875465 0.013682841

Cdc23 0.256136996 0.013682841

Gpr160 0.255707005 0.013682841

LOC102552229 0.244968329 0.013682841

ENSRNOT00000030005 0.242627629 0.013682841

LOC103690558 -0.232562571 0.013682841

Eef2kmt -0.283694299 0.013682841

ENSRNOT00000075483 -0.293781942 0.013682841

Peli2 -0.311467677 0.013682841

Stk38l -0.313753875 0.013682841

Nle1 -0.319520059 0.013682841

Ubqln1 -0.336193199 0.013682841

ENSRNOT00000068351 -0.33882528 0.013682841

ENSRNOT00000019843 -0.347781964 0.013682841

Snx9 -0.39802947 0.013682841

Nhlrc2 -0.41683333 0.013682841

Bcl7b -0.434317736 0.013682841



  

CO398027 -0.439847047 0.013682841

Acaa1b -0.517905033 0.013682841

Ggact -0.54091729 0.013682841

Pagr1 -0.563444873 0.013682841

ENSRNOT00000065167 -0.606904663 0.013682841

Mmachc -0.699932804 0.013682841

Timm8a2 -1.622160597 0.013682841

ENSRNOT00000009816 -0.386076335 0.014107062

ENSRNOT00000026371 0.366600436 0.015032878

Fam71e1 0.360229825 0.015032878

Camk2d 0.356464154 0.015032878

Ankrd10 0.324294596 0.015032878

Hnrnpdl 0.319488299 0.015032878

Dnlz 0.313884883 0.015032878

LOC102552250 0.308637535 0.015032878

BF396553 0.307730327 0.015032878

RGD1560099 0.264559958 0.015032878

Vamp1 0.243745349 0.015032878

Uri1 0.225160934 0.015032878

ENSRNOT00000051387 -0.219340897 0.015032878

Noa1 -0.242088551 0.015032878

ENSRNOT00000043245 -0.260033458 0.015032878

ENSRNOT00000036333 -0.277057043 0.015032878

Xpnpep3 -0.288878476 0.015032878

Fkbpl -0.299945074 0.015032878

Hexim1 -0.312627702 0.015032878

Lman2 -0.331321558 0.015032878

Rab7a -0.361477947 0.015032878

ENSRNOT00000009588 -0.571881068 0.015032878

Guca2a 0.543289034 0.015405756

Hnrnpa1 0.237247206 0.015405756

Nt5c3b 0.224130718 0.015405756

Tmem53 0.247564438 0.015513713

Itpa 0.22997242 0.015513713

Atxn7l3b -0.264153595 0.015513713

CO561790 -0.386098741 0.015513713

ENSRNOT00000002935 -0.395297293 0.015513713

Vapb -0.418458382 0.015513713

Pdcd6ip -0.422536099 0.015513713

Timp3 -0.645820591 0.015513713

Gpld1 0.293910739 0.015812479

AF044581 0.264892452 0.015812479

Smim20 0.242979969 0.015812479

ENSRNOT00000004303 0.215993287 0.015812479

ENSRNOT00000009998 -0.232061293 0.015812479

AI556568 -0.273810943 0.015812479

ENSRNOT00000034377 -0.306013058 0.015812479

Cdh2 -0.318902045 0.015812479

Zcchc14 -0.333189035 0.015812479

Nfia -0.362301739 0.015812479

Pcbp1 -0.372994951 0.015812479

Eif1b -0.382869188 0.015812479

ENSRNOT00000072616 -0.425666596 0.015812479

ENSRNOT00000012892 -0.426363794 0.015812479

Ezr -0.428827302 0.015812479

Leo1 -0.455165692 0.015812479

ENSRNOT00000012840 -0.526416657 0.015812479

Calr -0.571353194 0.015812479

Hspa8 -0.584678369 0.015812479

ENSRNOT00000009328 -0.602309012 0.015812479

XR_146475 -0.652565755 0.015812479

Hsp90ab1 -0.735866071 0.015812479

Szrd1 -0.361785219 0.016033892
mRNA MON33 vs ISOMON (M T180, Kid) Tpd52l1 0.438035485 0.016354142

ENSRNOT00000075563 0.320161189 0.016354142

Acot2 -0.356679197 0.016354142

Larp1 -0.357150945 0.016354142

ENSRNOT00000006131 -0.370652037 0.016354142

ENSRNOT00000026920 -0.655804522 0.016354142

Sema6b 0.356249104 0.016615377

LOC102548015 0.29047905 0.016615377

Dis3l -0.237150235 0.016615377

Zfp622 -0.255032845 0.016615377

LOC100912041 0.29754551 0.017221234

Tmem194b 0.221434541 0.017525383

AI230282 -0.323304253 0.017525383

ENSRNOT00000071372 -0.722237124 0.017525383

CB582275 -0.391542267 0.017730031

Aste1 0.399630062 0.017947063

Stx4 0.300189172 0.017992913

ENSRNOT00000074657 -0.347759191 0.017992913

Utp15 -0.376504824 0.017992913

Utp15 -0.386414348 0.017992913

Acaa1a -0.613444442 0.017992913

ENSRNOT00000004997 -0.701929717 0.017992913

 

LOC100912083 0.27572733 0.018005273

LOC102557192 0.258641047 0.018005273

Anks6 -0.284780979 0.018005273

LOC306766 -0.338374473 0.018005273

Eif3k -0.338871886 0.018005273

Ift22 -0.35506493 0.018005273

Slc15a4 -0.361157405 0.018005273

Ankrd33b -0.401310821 0.018005273

Zfp503 -0.453354095 0.018005273

Samd4b -0.856086534 0.018005273

Cideb -0.400018797 0.018085565

Kctd17 -0.417397225 0.018085565

ENSRNOT00000073443 0.311135101 0.018315135

ENSRNOT00000043945 -0.225197397 0.018315135

Nop16 -0.351409397 0.019088843

Psmb6 0.323931498 0.019302366

Mok 0.209612535 0.019532939

ENSRNOT00000035954 -0.283804076 0.019532939

XR_146458 -0.412388529 0.019532939

ENSRNOT00000014860 -0.392037068 0.019562473

ENSRNOT00000001479 -0.272726665 0.019688074

Pcyt1a -0.244244267 0.019775871

Cep104 -0.357223863 0.019775871

LOC103692047 0.41684417 0.019823152

Mkln1 0.294571233 0.019823152

Hnrnpk -0.253540023 0.019823152

ENSRNOT00000036146 -0.265219776 0.019823152

Sqstm1 -0.295114777 0.019823152

Lrp6 -0.332796065 0.019823152

CB547694 -0.384708811 0.019823152

Lmtk2 -0.50611431 0.019823152

Sox9 -0.526664484 0.019823152

FQ213636 0.286565029 0.020209471

Adh5 0.184640635 0.020209471

Slc47a1 -0.304736722 0.020209471

Steap2 -0.394085601 0.020209471

LOC102547246 0.288108482 0.020295235

Capn2 0.235289347 0.020295235

Mtf1 -0.224798313 0.020295235

ENSRNOT00000045349 -0.313061258 0.020295235

Dok4 -0.33495344 0.020295235

Armc6 -0.346716469 0.020295235

ENSRNOT00000041959 -0.387254247 0.020295235

Rbbp4 -0.435877886 0.020295235

LOC103690050 -0.425952642 0.020483959

Tmem87a 0.289852574 0.020712947

Rpl11 0.2906307 0.020844592

Clybl -0.437796982 0.020845841

Rpl19 0.159232867 0.020859301

Abhd1 -0.498067111 0.020859301

Rpl7a -0.209306017 0.0211487

Mpst -0.759775766 0.021213075

Nars -0.275889085 0.021276673

Dgcr14 -0.414337609 0.021276673

Bcr -0.466098298 0.02135441

Paqr7 -0.525106703 0.02135441

Nfatc3 -0.343055378 0.021433716

Dcbld1 -0.264335221 0.021544024

Cystm1 0.33303284 0.021616948

Selm 0.309835102 0.021616948

Acot1 -0.661396565 0.02180791

Ppil6 0.255049633 0.0223216

Emc1 -0.520418003 0.0223216

Gdf15 -0.663371443 0.022470115

Tdrd7 -0.2375867 0.022500746

Ubiad1 -0.272905686 0.022968791

ENSRNOT00000075930 -0.276105636 0.022968791

Stxbp2 -0.402066662 0.022968791

ENSRNOT00000064857 -0.354407513 0.022969334

Pstk 0.210582658 0.023127934

Lyrm9 0.224079675 0.023145932

ENSRNOT00000024857 -0.372310838 0.023145932

Susd6 -0.426101545 0.023145932

Txnrd1 -0.549693145 0.023145932

Slc4a3 0.530773001 0.023490699

U2surp 0.268273611 0.023490699

Zfp868 0.232790797 0.023490699

Brd9 0.182823887 0.023490699

ENSRNOT00000075179 -0.226223825 0.023490699

Mob3b -0.336284962 0.023490699

ENSRNOT00000007670 -0.35517988 0.023490699

ENSRNOT00000075783 -0.458001389 0.023490699

BC090008 -0.513067599 0.023490699

Ptpn18 0.600995479 0.0235059

ENSRNOT00000021750 -0.424358855 0.023620629

Hras -0.250105233 0.023648122

Acaa1a -0.350471215 0.023648122

ENSRNOT00000007194 1.165001483 0.023760119

Nfkbib -0.390005259 0.023821713

Sorbs1 -0.30403089 0.023964931

Dazap2 -0.265441658 0.0242385

Cops7a -0.225998083 0.024280687

ENSRNOT00000029202 -0.353106629 0.024280687

LOC102547008 0.329674114 0.02455722

ENSRNOT00000043230 0.313592291 0.024616784

Rbmx 0.260547142 0.024616784

Baiap2l1 -0.244334963 0.024616784

Amacr -0.342530368 0.024616784

CK838805 -0.244221269 0.024676545

ENSRNOT00000049468 -0.225337349 0.025056649

ENSRNOT00000024010 -0.36134083 0.025056649

Pabpc1-ps1 -0.401990003 0.025056649

Rad23a -0.589444186 0.025056649

ENSRNOT00000031056 -0.687736429 0.025056649

Sap25 0.396809942 0.025326955

LOC317456 -0.179739371 0.025326955

Trak2 -0.284428523 0.025326955

Ivns1abp 0.327290333 0.025502179

Cab39l 0.342136136 0.02566207

ENSRNOT00000072684 0.32841276 0.02566207

ENSRNOT00000072001 -0.360936768 0.02566207

Chkb 0.260828026 0.025680344

ENSRNOT00000030090 0.300491127 0.025879524



  
  
  

Rbm12 -0.251217584 0.025879524

Shf -0.316361064 0.025879524

Acot7 -0.547656287 0.025879524

Rps19 0.238982196 0.025889653

Pot1 0.36052331 0.026109789

Mtfp1 -0.226239174 0.026109789

Camk1 -0.391251079 0.026109789

Dpy19l1 -0.201024664 0.026135774

LOC102555570 -0.383725896 0.026135774

Mgat3 -0.387369586 0.026135774

Snrnp48 0.691271486 0.026258878

Sfxn4 0.325955452 0.026258878

ENSRNOT00000075825 0.290471791 0.026258878

Arap3 0.288252491 0.026258878

RGD1563905 0.260010617 0.026258878

Ccl27 0.217886032 0.026258878

ENSRNOT00000074605 0.187637377 0.026258878

ENSRNOT00000048783 -0.218235032 0.026258878

ENSRNOT00000039451 -0.224725653 0.026258878

Pcbp2 -0.228040525 0.026258878

Coprs -0.235676629 0.026258878

Gmppb -0.344872185 0.026258878

ENSRNOT00000065036 -0.385368703 0.026258878

Tspan5 -0.386262558 0.026258878

ENSRNOT00000027439 -0.416487809 0.026258878

Abtb2 -0.423414867 0.026258878

Prr5 -0.438963287 0.026258878

Serpinb8 -0.500586132 0.026258878

BF564870 0.263461589 0.026412114

Nek6 -0.341826366 0.026412114

Lrrc8d -0.38956853 0.026412114

Ska2 0.424174915 0.026548647

LOC103692812 0.422278937 0.026548647

ENSRNOT00000068694 0.232409053 0.026548647

Rpl38 0.175849863 0.026548647

ENSRNOT00000004303 0.174299368 0.026548647

Rpl32 0.169916724 0.026548647

ENSRNOT00000042547 -0.151167737 0.026548647

Myd88 -0.187903967 0.026548647

Slc35f2 -0.275238688 0.026548647

Daglb -0.282655491 0.026548647

Srp72 -0.286222122 0.026548647

Scaf11 -0.290094748 0.026548647

Khsrp -0.321766636 0.026548647

Rnmtl1 -0.323163986 0.026548647

ENSRNOT00000010988 -0.333620656 0.026548647

Hcn4 -0.337533528 0.026548647

Myo10 -0.410698879 0.026650553

Dph3 -0.209655743 0.026888283

Rpl7a -0.215310725 0.026888283

ENSRNOT00000055664 -0.396560065 0.026930344

Coprs -0.282648201 0.026955749

Bag3 -0.48172515 0.026955749

Hnrnpu 0.348219849 0.027166845

Mdm4 0.22626405 0.027166845

Rpl36 0.209361874 0.027166845

ENSRNOT00000036001 -0.315504398 0.02726659

Pot1b 0.359681673 0.0274862

LOC102546327 0.222698308 0.0274862

Ddx17 0.311166464 0.027521739

Gstt1 -0.412304222 0.027521739

ENSRNOT00000041763 0.3322378 0.027546881

Dock9 0.21307838 0.0278532

Rpl27a 0.185257655 0.0278532

Gipc2 -0.325983042 0.0278532

mRNA MON33 vs ISOMON (M T180, Kid) Preb -0.371534701 0.0278532

ENSRNOT00000036121 -0.258519462 0.028004969

ENSRNOT00000028940 -0.302947197 0.028083075

Mettl7b -0.63772094 0.028083075

ENSRNOT00000007001 -0.300443142 0.028089729

Phlda2 -0.363094141 0.028089729

Mios 0.269891524 0.028356774

Dock1 -0.522131785 0.028356774

DV715231 0.293296236 0.028525601

Sumf1 -0.207461908 0.028525601

Eif4ebp2 -0.571330595 0.028525601

Acrbp 0.355440904 0.028734615

Prps2 0.291689992 0.028815737

P4ha1 -0.408550829 0.028945897

C1qbp -0.265411303 0.029250664

Slc46a1 -0.389368505 0.029250664

Slc47a1 -0.857267457 0.029250664

ENSRNOT00000049151 -0.224560474 0.029283234

Nadk -0.414344882 0.029283234

Cotl1 -0.443738456 0.029283234

Zbtb1 0.26418518 0.029586781

Timp3 -0.432302753 0.029586781

Lrrc8d -0.586733395 0.029586781

ENSRNOT00000056815 -0.223134129 0.030113934

Rbm47 -0.625916844 0.030113934

Txndc5 -0.331796328 0.030281703

LOC102552625 0.310946446 0.03039681

LOC102550793 0.276269981 0.03039681

ENSRNOT00000070978 0.273752077 0.03039681

Eny2 0.24400224 0.03039681

Ctps2 0.229938683 0.03039681

ENSRNOT00000016409 -0.210416187 0.03039681

Cdyl -0.235860485 0.03039681

Rexo2 -0.324550948 0.03039681

RGD1307155 -0.348275113 0.03039681

Arpc1a -0.376332151 0.03039681

Chn2 -0.420212197 0.03039681

ENSRNOT00000056815 -0.219751811 0.030476024

Nudt9 -0.293544839 0.030623451

Hist1h2bh -0.30045273 0.030623451

ENSRNOT00000072461 -0.286108565 0.030638357

Ssu72 0.257697949 0.030761031

ENSRNOT00000020832 0.207401583 0.030985264

ENSRNOT00000055114 -0.249853886 0.030985264

ENSRNOT00000045509 -0.251486012 0.030985264

Ephx2 -0.333353363 0.030985264

Hspa1a -1.17282157 0.030985264

Frk 0.332251123 0.031009848

Sst -0.564454068 0.031009848

ENSRNOT00000025383 -0.29968113 0.031117144

Tmem248 -0.296278376 0.031514859

Cited2 -0.338105081 0.031514859

Syvn1 -0.340894635 0.031514859

Ints5 -0.487423082 0.031514859

Izumo4 0.322429914 0.031517784

LOC100360380 0.289978298 0.031517784

Bysl -0.340455248 0.031517784

LOC102550895 0.376851334 0.03153272

Rrm1 0.214355954 0.03153272

Vasn -0.68891235 0.03153272

Irak1 -0.244495878 0.031648256

Lars2 -0.235898429 0.03216384

BI289684 0.233713186 0.032345338

Npr1 0.304597816 0.032353017

Mkrn2 0.149921307 0.032353017

Mcu -0.221764886 0.032353017

Rangrf -0.305952309 0.032353017

Gar1 -0.332135388 0.032353017

Ccdc6 -0.403580354 0.032353017

ENSRNOT00000068085 0.344229554 0.032412038

Tpcn2 0.290474804 0.032412038

LOC103692371 -0.524892556 0.032412038

Ntmt1 -0.333834243 0.032424338

Cep104 -0.271996076 0.032434976

LOC102556614 0.280047843 0.032488237

ENSRNOT00000037771 -0.221276695 0.032488237

Psmc3 -0.263863783 0.032488237

Surf4 -0.365538835 0.032488237

ENSRNOT00000033216 -0.512356484 0.03342809

Brd4 -0.302936373 0.0334574

ENSRNOT00000042173 -0.485984775 0.0334574

Pnkd -0.579029807 0.0334574

Hp 0.360103046 0.033552559



  

Exosc8 0.26676083 0.033552559

Rps15 0.249176489 0.033552559

H3f3b 0.245963635 0.033552559

Cutc 0.244548265 0.033552559

LOC498265 0.232576905 0.033552559

St13 -0.250046039 0.033552559

Kctd6 -0.292934381 0.033552559

ENSRNOT00000035368 -0.306475213 0.033552559

Fn3krp -0.315464806 0.033552559

Myl12b -0.368626368 0.033552559

ENSRNOT00000033687 -0.373417307 0.033552559

Dapk3 -0.407455786 0.033552559

ENSRNOT00000073200 0.232419483 0.033785586

Eif6-ps1 -0.351490327 0.033923941

FQ232275 0.313599173 0.03393898

Aph1a -0.210485463 0.03393898

ENSRNOT00000037000 -0.220350327 0.03393898

LOC102551839 0.384147924 0.034236999

ENSRNOT00000041555 0.257847867 0.034236999

LOC102555743 0.214146519 0.034236999

As3mt -0.217670866 0.034236999

ENSRNOT00000055679 -0.294127458 0.034236999

Myl6 0.286538661 0.034251124

Tia1 0.27572547 0.034448108

ENSRNOT00000029982 -0.213213026 0.034601514

Ipo4 -0.331069034 0.034601514

Aldh4a1 -0.260858919 0.034663769

Hyou1 -0.384230198 0.034805392

RT1-T24-3 0.205682923 0.034963335

Polr3k -0.362693053 0.035343844

Arpc1b -0.267250025 0.035364574

Trappc3 0.15068896 0.035402767

Padi1 -0.249677906 0.035402767

Eif3i 0.189255488 0.03541736

BQ782032 -0.245378762 0.03541736

Ahsa1 -0.338038737 0.03541736

FQ151035 -0.203536844 0.035420431

LOC102550182 0.363079471 0.035565923

ENSRNOT00000051114 0.214167567 0.035565923

Pi4k2a -0.340916358 0.035591138

Arfip2 0.199897 0.035680918

LOC102556485 0.255178545 0.03602412

Phf2 -0.402374582 0.036224719

Rp2 0.498336356 0.036641241

LOC103691294 0.258951518 0.036641241

Rps15 0.210865676 0.036641241

ENSRNOT00000024338 0.136225075 0.036641241

ENSRNOT00000060277 -0.322304905 0.036641241

Rpl7a -0.199587356 0.03665293

Setd8 -0.322423932 0.03665293

Agk -0.321437662 0.03691667

LOC102554783 0.288030478 0.037075552

Wdr77 -0.208101113 0.037408916

Mtm1 -0.259404612 0.037408916

Acad11 -0.252840977 0.03754344

Hoxb3 0.287105386 0.037747287

Cers5 0.2335427 0.037747287

AI029575 -0.370304355 0.037747287

Ube2l3 -0.374193332 0.037747287

ENSRNOT00000041777 -0.33608235 0.037768356

ENSRNOT00000006970 -0.586476112 0.037768356

Lnc134 0.374983161 0.037790762

ENSRNOT00000025628 0.216208206 0.037790762

Tor1a -0.310789644 0.037790762

Npepps -0.318752289 0.037790762

Rac1 -0.524973256 0.037790762

Mtx1 -0.216792465 0.037866727

ENSRNOT00000004159 -0.223269876 0.037866727

Pdzd2 -0.295390459 0.037866727

C2cd2l -0.449802018 0.037866727

BF556097 0.34709957 0.037877989

Hepacam2 0.346708338 0.037877989

Irf3 0.27078531 0.037877989

Mrps18b -0.659812909 0.038036483

Ergic3 -0.211605135 0.038134772

Eef2 -0.503513493 0.038134772

Glb1l2 -0.283690166 0.038169621

Stip1 -0.427088071 0.038323838

Hdgfrp2 -0.301797972 0.03834682

Tmbim6 -0.452043714 0.03834682

RGD1306215 0.184329696 0.038604599

ENSRNOT00000072349 0.163523549 0.038604599

Fam104a 0.148029914 0.038604599

Sssca1 -0.260271784 0.038604599

Tpm3 -0.280829479 0.038604599

Ercc3 -0.347269753 0.038604599

Psmc4 -0.359166186 0.038604599

ENSRNOT00000044643 -0.458276014 0.038604599

Hmox1 -0.61431027 0.038604599

Rpl11 0.21192936 0.038616091

Ctla2a 0.326879151 0.038642611

ENSRNOT00000006851 0.297082662 0.038642611

Vamp1 0.26607621 0.038642611

Msantd2 0.231817615 0.038642611

Mrgbp 0.149834865 0.038642611

Pcnxl4 -0.296304058 0.038642611

Gbas 0.244231557 0.038795497

Snw1 0.243756775 0.039014001

Lsm12 -0.21357874 0.039014001

ENSRNOT00000026039 0.19589738 0.039074748

Bri3 -0.29649762 0.039107903

Smg8 -0.38548016 0.039117218

Spg7 -0.575953615 0.039117218

Ptcd1 -0.413443824 0.039157241

Cherp -0.273029353 0.039225768

Atp6v0d2 0.428473244 0.039311369

LOC103692821 0.271146361 0.039311369

Nicn1 -0.187943337 0.039311369

Senp1 0.489279464 0.039463192

Rassf6 0.342324649 0.039463192

LOC102552179 0.296210872 0.039463192

Mfap3l 0.273214425 0.039463192

Acad9 0.259876929 0.039463192

Nfat5 0.257461589 0.039463192

ENSRNOT00000000346 0.20701663 0.039463192

Zfp131 0.189581839 0.039463192

RGD1304567 -0.165914813 0.039463192

mRNA MON33 vs ISOMON (M T180, Kid) Snrpc -0.176558709 0.039463192

ENSRNOT00000020833 -0.202423417 0.039463192

Phlpp1 -0.216574732 0.039463192

Zfand3 -0.224072305 0.039463192

Proser1 -0.258908343 0.039463192

Bcs1l -0.288065825 0.039463192

ENSRNOT00000034507 -0.290240041 0.039463192

Brap -0.301775411 0.039463192

Hp1bp3 -0.328241793 0.039463192

ENSRNOT00000075544 -0.393910297 0.039463192

ENSRNOT00000044499 -0.401531298 0.039463192

ENSRNOT00000047522 -0.404188015 0.039463192

LOC102553296 -0.422428137 0.039463192

Adnp 0.262713733 0.039737785

CB557922 0.208403597 0.039737785

Phyhd1 -0.345884826 0.039737785

Rps15a 0.207597375 0.03985988

Pyroxd2 -0.548324203 0.03985988

ENSRNOT00000006326 0.216864232 0.040023365

Rpl7a -0.211739938 0.040023365

Flnb -0.6215309 0.040023365

Vps41 0.318331628 0.04010195

Pxmp4 -0.425646176 0.04010195

Rplp2 -0.291146854 0.040151968

Iffo1 0.242978806 0.04018926

Polr2c -0.351597555 0.040375273

Hat1 0.204664028 0.040496331

Brd9 0.161530883 0.040562159

Ppp1r9a 0.263904095 0.040585431

Gpkow 0.200622658 0.040585431

Tulp4 -0.288768539 0.040585431

Abcc2 -0.316140604 0.040585431

Ccnd3 -0.319210642 0.040585431

Hnrnph1 0.233881844 0.040591547

Snrpc -0.301850765 0.040592439

Tbx19 0.239807007 0.040610027

Ttc3 0.251136967 0.040790694

ENSRNOT00000035662 0.240121421 0.040790694

Sp140 0.235867793 0.040790694

RGD1560108 0.231473336 0.040790694

Ywhah -0.244773035 0.040790694

Mvb12b -0.311710643 0.040790694

ENSRNOT00000075574 -0.314942973 0.040790694

Gstt2 -0.315132019 0.040790694

Rprd1b -0.334983481 0.040790694

Amn -0.34426015 0.040790694

Rbbp4 -0.485784571 0.040790694

Akap1 -0.181911429 0.040865083

ENSRNOT00000041990 0.138279809 0.041097333

Heatr5b -0.309604111 0.041254452

Ptbp3 0.301065209 0.041263014

Spry4 -0.380569664 0.041263014

ENSRNOT00000071443 0.207871566 0.041321247

Npff 0.357223142 0.041364168

Zfp202 0.262269939 0.04166911

Hipk4 0.205051526 0.04166911

Eif3i 0.201524609 0.04166911

Ddx5 0.183930242 0.04166911

ENSRNOT00000030832 -0.139221233 0.04166911

Sash1 -0.217104694 0.04166911

Rpl7a -0.217441776 0.04166911

Mapt -0.219698713 0.04166911

Swap70 -0.260373905 0.04166911

LOC683593 -0.266025795 0.04166911

Phb2 -0.292248353 0.04166911

FQ226403 -0.302302622 0.04166911

ENSRNOT00000021498 -0.307789952 0.04166911



  
  
  

Oaz2 -0.341393373 0.04166911

Fbxo21 -0.356388906 0.04166911

ENSRNOT00000065432 -0.356767748 0.04166911

Psmd3 -0.370647814 0.04166911

Kbtbd4 -0.373822534 0.04166911

Mesdc1 -0.404705204 0.04166911

Cyp4f1 -0.411827354 0.04166911

Acot2 -0.447696063 0.04166911

ENSRNOT00000066265 -0.462481974 0.04166911

Pdlim1 -0.470816266 0.04166911

Hexa -0.48608694 0.04166911

Ddost -0.518711552 0.04166911

LOC102550586 0.407256308 0.041679255

Yipf1 0.38362792 0.041679255

Stx1a 0.290103273 0.041679255

Igbp1 0.272914089 0.041679255

Hddc2 0.264618362 0.041679255

Kti12 -0.258374293 0.041679255

Snf8 -0.316751091 0.041679255

Mgll -0.689765144 0.041679255

LOC690806 0.183205978 0.041732706

ENSRNOT00000013596 0.230445547 0.041791491

RGD1305347 -0.29956507 0.041791491

Sertad2 -0.312194599 0.041791491

ENSRNOT00000073577 -0.500762009 0.041791491

Mss51 0.249664781 0.041867845

Klhdc7a -0.374198545 0.041867845

Sbsn 0.216321139 0.042197216

Nek4 0.213493412 0.042197216

LOC103693118 0.204345875 0.042197216

Rnf185 -0.283780302 0.042197216

Wdfy3 -0.336988864 0.042197216

Zc3h7b -0.37631899 0.042197216

Lsm4 -0.225529756 0.042253376

Dynll2 -0.226087629 0.042253376

Numb -0.233208488 0.042253376

Socs7 -0.255095843 0.042253376

ENSRNOT00000039048 -0.41559258 0.042253376

Akr7a2 -0.418180042 0.042253376

Ethe1 -0.440630781 0.042253376

CD373272 0.182655904 0.042270401

Btbd7 0.329657874 0.042274384

ENSRNOT00000036572 0.298194487 0.042274384

Fbxo3 0.282290585 0.042274384

RGD1564062 0.244374089 0.042274384

Mapk8ip3 0.222022412 0.042274384

Copb2 0.212074142 0.042274384

Tmem53 0.198833482 0.042274384

FQ233947 0.195774069 0.042274384

Tmem141 0.184301775 0.042274384

Kdm8 -0.142223062 0.042274384

Xpo5 -0.243045524 0.042274384

ENSRNOT00000071058 -0.246909548 0.042274384

ENSRNOT00000073060 -0.306632309 0.042274384

Pgpep1 -0.321240802 0.042274384

Rcl1 -0.335373727 0.042274384

Cryl1 -0.351882043 0.042274384

Mrps2 -0.393792003 0.042274384

Krtcap2 -0.417348625 0.042274384

Cpn1 -0.42907337 0.042274384

Atp2a2 -0.393992098 0.042316593

ENSRNOT00000055219 0.260755048 0.042416032

Cdc26 0.198051697 0.042416032

ENSRNOT00000004260 -0.240803057 0.042416032

Nploc4 -0.312015187 0.042416032

ENSRNOT00000031419 0.267728529 0.042813473

Rpl18 -0.252814581 0.042813473

Dhdds -0.276442521 0.042813473

Rilpl2 -0.377186555 0.042813473

ENSRNOT00000030768 -0.39377777 0.042813473

Dgcr2 -0.233320874 0.042845398

Rbmxrtl -0.146400274 0.042920692

Fubp1 -0.21128188 0.042923701

Rbm5 0.171407663 0.043050175

ENSRNOT00000022410 0.170716332 0.043050175

Rpl7a -0.196015568 0.043050175

ENSRNOT00000041927 -0.308092541 0.043050175

LOC102554669 -0.376848515 0.043050175

Gba2 0.346921261 0.043119804

Tomm40 -0.509437314 0.043119804

Hdgfrp3 0.41506541 0.043354043

Uqcrh 0.218240744 0.043831316

Pla2g10 0.396667132 0.044192144

Grk4 0.217748874 0.04428815

Prkab2 0.200142642 0.04428815

Arid5b -0.313727881 0.04428815

ENSRNOT00000014541 -0.315166067 0.04428815

Pla2g4a 0.419080314 0.044517072

Uxt 0.251780266 0.044517072

ENSRNOT00000029207 -0.292535109 0.044517072

Slc13a3 -0.320735122 0.044517072

Zbtb25 0.293828046 0.044529803

ENSRNOT00000002781 -0.272812392 0.044604908

Sap130 -0.322358004 0.044812641

Gars -0.545753754 0.044825347

LOC102548801 0.595203148 0.044915479

Ptbp2 0.272017936 0.044954533

LOC102550667 0.21053864 0.044954533

ENSRNOT00000057096 -0.425616547 0.044954533

ENSRNOT00000004329 0.299880878 0.045013153

Ttyh3 -0.347157975 0.045013153

Ctnnbl1 -0.452241377 0.045013153

Ube2d1 -0.242305594 0.045063861

Eps8 -0.368669598 0.045063861

ENSRNOT00000019959 0.286686424 0.045069477

Tmem237 0.250978003 0.045069477

ENSRNOT00000055716 -0.223703111 0.045069477

Numb -0.30004869 0.045069477

ENSRNOT00000032671 -0.447515516 0.045069477

LOC103695224 0.211237469 0.045171979

Btf3 -0.28132912 0.045416663

Slc16a10 -0.466635504 0.045416663

Fbxw8 -0.277075215 0.045478047

Cyp2d4 -0.599871327 0.045764673

Acot9 0.390500122 0.045846705

Cirbp 0.363893528 0.045885679

Mal2 0.347778917 0.045885679

Iws1 0.299788241 0.045885679

ENSRNOT00000046725 0.282624463 0.045885679

LOC690182 -0.25990578 0.045885679

Ndufv3 -0.277689095 0.045885679

Tpm3 -0.328997407 0.045885679

LOC103692331 -0.331849947 0.045885679

Cnot11 -0.343595472 0.045885679

ENSRNOT00000074913 -0.39658407 0.045885679

Tspan12 0.383513906 0.045918184

LOC103690446 0.289766926 0.045971293

Akip1 0.242188959 0.045971293

ENSRNOT00000036334 -0.193212708 0.045971293

ENSRNOT00000074900 -0.232483706 0.045971293

Ppp1r16b -0.248103701 0.045971293

Ccdc65 -0.276487487 0.045971293

Cebpb -0.34551859 0.045971293

mRNA MON33 vs ISOMON (M T180, Kid) Erp29 -0.365282772 0.045971293

Ogdh -0.375035281 0.045971293

Hspbp1 -0.452125053 0.045971293

Ctnna1 -0.668118903 0.045971293

RGD1559786 0.301661144 0.045994236

ENSRNOT00000004399 0.177630343 0.046280047

ENSRNOT00000074675 0.26819592 0.046335279

Higd2a -0.172955179 0.046335279

Bcas3 -0.288986365 0.046335279

ENSRNOT00000052265 0.151175991 0.046362272

Nup85 -0.159632524 0.046362272

Xrcc2 -0.21929249 0.046362272

ENSRNOT00000067902 -0.27356794 0.046362272

Rft1 -0.37633798 0.046362272

RGD1564149 -0.437495968 0.046362272

ENSRNOT00000015718 -0.558126158 0.046362272

ENSRNOT00000036527 0.206529367 0.046498974

Dapl1 0.41545793 0.046506071

Grhpr -0.227525467 0.046506071

Tp53 -0.298388732 0.046506071

Sesn2 -0.533438462 0.046506071

ENSRNOT00000074199 0.276967821 0.04656115

ENSRNOT00000036778 -0.181412409 0.046588432

Cyp4a1 -0.541600433 0.046658205

Ttc9c 0.191494993 0.04684044

XR_145835 -0.348213675 0.04684044

Mfap1a 0.336158532 0.046975006

Arhgap18 0.214938363 0.046975006

Lrrfip2 -0.193137315 0.046975006

Rpl7a -0.202797209 0.046975006

Pard6b -0.332992674 0.046975006

ENSRNOT00000041793 -0.367743138 0.046975006

LOC102552219 0.564829008 0.047026107

LOC100909830 0.26225138 0.047244916

Atp5e 0.210520967 0.047244916

Psenen 0.169763908 0.047244916

RGD1562543 0.129371428 0.047244916

Hnrnpm -0.161049337 0.047244916

LOC102553002 -0.378150452 0.047244916

DV727963 -0.393106708 0.047244916

ENSRNOT00000019853 -0.439642964 0.047244916

Igf1r -0.494389516 0.047244916

ENSRNOT00000071966 0.231936146 0.047397266

Afg3l2 -0.175052209 0.047397266

Elk1 -0.271818398 0.047397266

Wdr18 -0.347512576 0.047397266

RGD1307704 -0.36258881 0.047397266

Pde3b -0.299772853 0.047485505

Camk2n1 -0.348128899 0.047485505

Pcbp1 -0.569775996 0.047485505

Rwdd4 -0.20892327 0.047540459

LOC689346 0.138392368 0.047684655

Ankrd11 -0.234588045 0.047684655

Leng8 0.330002068 0.047953848

RGD1311447 0.309509131 0.047953848



  

ENSRNOT00000031646 0.279672674 0.047953848

ENSRNOT00000019331 -0.173122726 0.047953848

Tmed9 -0.183698528 0.047953848

LOC102550255 -0.210772376 0.047953848

Hacd3 -0.29089595 0.047953848

Rangap1 -0.538747229 0.047953848

ENSRNOT00000042939 0.257371629 0.04803378

LOC102555756 0.294851584 0.048126519

Leo1 -0.304809625 0.048211121

ENSRNOT00000012386 0.296584926 0.048232714

ENSRNOT00000070912 -0.306688113 0.048361295

Tmem65 0.592930483 0.048864397

Cul2 0.435513616 0.048864397

FQ227405 0.286903783 0.048864397

LOC103691782 0.249855343 0.048864397

ENSRNOT00000013476 0.24615831 0.048864397

Strbp 0.239201385 0.048864397

Rpp14 0.229860534 0.048864397

Rps19 0.226507826 0.048864397

ENSRNOT00000004329 0.22309684 0.048864397

BF406820 0.214793553 0.048864397

LOC102547829 0.206490372 0.048864397

Tubd1 0.193514769 0.048864397

Rpl5 0.175518791 0.048864397

Mfn1 0.167080522 0.048864397

Rsl1d1 -0.183554922 0.048864397

ENSRNOT00000043491 -0.194785442 0.048864397

Mtx1 -0.1983429 0.048864397

Sfxn1 -0.199081555 0.048864397

Eif1 -0.235173519 0.048864397

Mrpl2 -0.236290329 0.048864397

Ddx49 -0.242171958 0.048864397

Cesl1 -0.246572442 0.048864397

ENSRNOT00000041848 -0.249837633 0.048864397

LOC103691367 -0.251366088 0.048864397

ENSRNOT00000005722 -0.267811458 0.048864397

ENSRNOT00000046945 -0.289492524 0.048864397

Ubc -0.308735044 0.048864397

Arl2 -0.330121501 0.048864397

Pcbp2 -0.337664765 0.048864397

Nrg1 -0.339297559 0.048864397

Dnal4 -0.3485672 0.048864397

Zfhx3 -0.354007288 0.048864397

Psmd9 -0.361585777 0.048864397

RGD1308923 -0.364250094 0.048864397

Trim25 -0.366974383 0.048864397

Ddah1 -0.370692066 0.048864397

Ccdc6 -0.40852768 0.048864397

Pdzk1 -0.444206307 0.048864397

Slc16a9 -0.474086377 0.048864397

Hmgcl -0.49059247 0.048864397

ENSRNOT00000013519 -0.499660926 0.048864397

Lonp2 -0.512654494 0.048864397

Pomt1 -0.523815235 0.048864397

Ezr -0.547443889 0.048864397

ENSRNOT00000035283 -0.567516093 0.048864397

ENSRNOT00000054921 -0.620260775 0.048864397

Hmgcs2 -0.849717102 0.048864397

ENSRNOT00000038809 -0.211853276 0.048865274

Pdpn -0.331970901 0.04893127

RGD1563941 0.296315045 0.048994382

Coro2a 0.231425077 0.049055514

LOC103690999 0.221307946 0.049055514

Bud13 -0.261234662 0.049055514

Polg -0.429857548 0.049055514

Asb6 -0.676241621 0.049055514

Chchd1 0.411071639 0.049277614

LOC100910596 0.20309202 0.049452331

Nsf -0.526269105 0.049517737

Pbx4 -0.293009477 0.049550417

Pcbp1 -0.388390882 0.049661638

ENSRNOT00000067603 0.200823532 0.049669163

Eif1 -0.178179252 0.049703218

Btf3 -0.253383694 0.049703218

Pard3 -0.263732345 0.049703218



 

MALE

mRNA MON33 vs MON11  (M T180, Kid) GeneName Log FC MON33 vs MON11 adj.pvalue MON33 vs MON11
ENSRNOT00000056815 -0.332218188 0.004482928

Cyp4a1 -0.781462208 0.00844421
Ndrg1 -0.690118877 0.00844421
Plcb1 -0.525007703 0.00844421

Hist1h2bh -0.392366848 0.00844421

Pcyt1a -0.285752194 0.00844421

ENSRNOT00000056815 -0.283067622 0.00844421

LOC317165 -0.275229573 0.00844421

Noa1 -0.272574911 0.00844421

LOC102547246 0.341122741 0.00844421

Nrbp2 0.377716276 0.00844421

LOC103693217 0.405831808 0.00844421

Ptpn18 0.43894505 0.00844421

Hrct1 0.472651115 0.00844421

Car11 0.508867834 0.00844421

ENSRNOT00000039904 0.586279181 0.00844421

Tle2 0.643930641 0.00844421

Astl 0.673527184 0.00844421

Tmprss9 0.67437331 0.00844421

ENSRNOT00000068689 0.730942322 0.00844421

LOC103691767 0.717216176 0.009082252

Pxk 0.466130154 0.009800481

Stx1a 0.391118853 0.010374902

L3hypdh -0.533419429 0.0105643

FQ224877 0.458964447 0.010865753

XR_145835 -0.478580437 0.011012831

Mdm4 0.275203339 0.011012831

Igf2 0.293867122 0.011012831

Tpcn2 0.36404226 0.011012831

Adcyap1r1 0.605831629 0.011012831

Fam213b -0.494587454 0.011063807

Vamp1 0.251723407 0.011063807

Fam71e1 0.370963334 0.011063807

Hoxb5 0.469458166 0.011063807

Abcc2 -0.409672052 0.011972885

Kctd17 -0.458066289 0.012656228

Rbck1 0.303166538 0.012670047

Gcgr 0.678299521 0.012706143

Steap1 -0.789145624 0.014147128

Acaa1b -0.49844815 0.014147128

Abhd3 -0.473410549 0.014147128

Snx9 -0.378069501 0.014147128

LOC684762 -0.294931932 0.014147128

ENSRNOT00000024464 -0.288356458 0.014147128

Isy1 -0.196322889 0.014147128

LOC102552229 0.240944691 0.014147128

Cul9 0.373081038 0.014147128

Rgs11 0.374945011 0.014147128

Sema6b 0.377993036 0.014147128

Il3ra 0.389047022 0.014147128

XR_006808 0.443280741 0.014147128

Tmem45a 0.49134703 0.014147128

Mcm7 0.57100623 0.014147128

LOC102552895 0.592817204 0.014147128

Kcnt1 0.673570949 0.014147128

Klhl17 0.690749754 0.014147128

Kcnt1 0.755102697 0.014147128

Pde1a 0.841951078 0.014147128

Evc2 1.229156711 0.014147128

Fst 2.353898502 0.014147128

Tmem199 -0.4472268 0.014417849

LOC102554005 0.355513299 0.014417849

Cirbp 0.467215451 0.014417849

C2cd2l -0.545947972 0.01468205

Msantd3 0.333756536 0.01468205

Rgs6 0.631564718 0.01468205

LOC102550182 0.43501767 0.014955593

Pdgfa 0.555618274 0.015830163

Gpc5 0.969717404 0.016115926

LOC102557169 -0.289950535 0.016286428

Snhg11 0.939638497 0.016286428

Ugdh -0.305002784 0.016327204

Inha 0.475294175 0.016572068

ENSRNOT00000002781 -0.341902769 0.016575242

Plcb1 -0.326453586 0.016611968

Lonrf3 -0.358904096 0.01664325

LOC102557192 0.266799984 0.01664325

Zfp426 0.291746259 0.01664325

Fam227a 0.407952253 0.01664325

Abcc5 0.466971401 0.01664325

Zswim4 0.263469409 0.016879539

Rab7a -0.349853111 0.016886538

Slc47a1 -0.318877534 0.016886538

Ptpn18 0.359377239 0.016886538

Cacnb2 0.373482927 0.016886538

Zfp39 0.517722296 0.016886538

Pdgfa 0.541022077 0.016886538

Kcnt1 0.575005834 0.016886538

Zxdc 0.237202865 0.017927804

Qsox1 0.479338295 0.01796079

LOC102556093 0.402006279 0.018365878

Phlda2 -0.403727061 0.018611754

Hnrnpk -0.261468577 0.01863824

Fam110b 0.634331432 0.01863824

Sim2 0.933152892 0.019237412

 

mRNA MON33 vs MON11  (M T180, Kid) Hnrnpdl 0.303465148 0.019419495
Ankrd6 0.356892522 0.019552189

Fzd1 -0.373051614 0.019803345

ENSRNOT00000028176 0.298047773 0.019803345

Hp 0.409469642 0.019803345

ENSRNOT00000048306 0.458470215 0.019803345

Klhdc8a 0.845241961 0.019803345

Gper1 -0.487796709 0.019896214

Ercc2 0.262673493 0.019896214

LOC102547901 0.448121349 0.019896214

Rab27b 0.463950014 0.019896214

Snhg11 0.907388714 0.019896214

Acaa1a -0.609071289 0.020620885

Znf740 0.169534956 0.020620885

Iws1 0.364491684 0.020620885

ENSRNOT00000027439 -0.445083606 0.021145192

Calcr 0.274107761 0.021145192

LOC100911266 0.290041664 0.021145192

Cystm1 0.342015751 0.021145192

Suv420h2 0.346902117 0.021145192

Sfxn4 0.347200384 0.021145192

Gba2 0.414219691 0.021145192

BF522944 0.435818031 0.021145192

Acacb 0.669679619 0.021145192

Igf1 0.901743074 0.021145192

Pdp2 -0.363198424 0.021278382

Pold3 0.217416901 0.021278382

LOC103693915 0.375291259 0.021278382

Mapk8ip3 0.262630653 0.021499653

LOC103692812 0.451614091 0.021665849

Mpst -0.770122401 0.021914803

Greb1 -0.612404647 0.021914803

Cyba -0.43716381 0.021914803

Clcn7 -0.245891905 0.021914803

Ywhaz -0.202272387 0.021914803

Dock9 0.229276556 0.021914803

Rgl2 0.281684978 0.021914803

Csnk1g2 0.21725029 0.022175269

Ndufab1 -0.245468712 0.022734135

LOC103690351 0.853335529 0.022734135

LOC102555904 0.37311908 0.022762524

Dcbld1 -0.266568834 0.02283915

Zfp622 -0.245019191 0.02283915

Mtfp1 -0.235960836 0.02283915

ENSRNOT00000009998 -0.220919827 0.02283915

ENSRNOT00000008523 0.251695271 0.02283915

Ankrd10 0.29672323 0.02283915

Ager 0.646477335 0.02283915

ENSRNOT00000060595 0.293265707 0.023025185

Arap3 0.300984236 0.023025185

Leng8 0.395322254 0.023025185

LOC102554845 0.413083237 0.023025185

Slc4a3 0.541795314 0.023025185

LOC102546787 0.686987941 0.023025185

ENSRNOT00000021750 -0.43282083 0.023358803

Slc25a36 0.685312446 0.023396757

LOC102548194 0.386441614 0.023412461

Sdhc -0.184548642 0.024053429

Greb1 -0.599988372 0.02475451

Spink8 0.775440484 0.02475451

Myd88 -0.195983572 0.024988593

Faxdc2 0.351865883 0.024988593

ENSRNOT00000065167 -0.525370905 0.025396643

Slc6a20 -0.476658852 0.025396643

RGD1305014 -0.384663408 0.025396643

Rdh10 -0.319291178 0.025396643

Arl6ip6 -0.299856905 0.025396643

Pank2 -0.299179987 0.025396643

Nudt5 -0.258640431 0.025396643

Abl2 -0.199343814 0.025396643

Uri1 0.202275591 0.025396643

Gtpbp6 0.246496516 0.025396643

Fbxl19 0.256519999 0.025396643

Chkb 0.266616826 0.025396643

Rassf6 0.38210935 0.025396643

Dhodh 0.399572837 0.025396643

LOC102554355 0.430690022 0.025396643

AI012328 0.480791711 0.025396643

EX490534 0.655297707 0.025396643

Slc12a1 0.719285494 0.025396643

Igf1 1.020220968 0.025396643

Timm10b -0.384672696 0.025808308

LOC102552250 0.276062506 0.025808308

Sap25 0.401897232 0.025808308

BF396321 0.425825108 0.025808308

Vapb -0.38109726 0.026011609

Tmem198b 0.260120568 0.026011609

LOC103691469 0.569730431 0.026011609

Tmem207 0.471685763 0.026442525

Phyhd1 -0.38459429 0.02667014

G0s2 -0.629259685 0.02669603

Gipc2 -0.337130322 0.02669603

Rnmtl1 -0.331348291 0.02669603

Osbpl11 -0.3299525 0.02669603

N4bp1 -0.308243243 0.02669603

Kcnn3 -0.280603977 0.02669603



  

Sapcd1 0.250236206 0.02669603

Vps9d1 0.25084622 0.02669603

LOC102550484 0.264330991 0.02669603

Gabbr1 0.416938489 0.02669603

Wdr60 0.522074019 0.02669603

Igf1 0.545325884 0.02669603

Apcdd1 0.680613526 0.02669603

Hspa12a -0.283150378 0.027052337

ENSRNOT00000009759 -0.371014053 0.02722132

Acot2 -0.328676368 0.02722132

Rpusd2 -0.280438055 0.02722132

Dis3l -0.219644813 0.02722132

Stx4 0.280828734 0.02722132

Parp8 0.281321862 0.02722132

Dpep2 0.808615705 0.027236714

Gpr146 0.40117427 0.027974502

As3mt -0.231672169 0.028017125

Slc47a1 -0.881179428 0.028222579

LOC684841 -0.652894321 0.028222579

ENSRNOT00000072001 -0.359571263 0.028222579

Hist1h2bl -0.338847431 0.028222579

Hspd1-ps3 -0.275449995 0.028222579

Cstf3 -0.201234027 0.028222579

Ran -0.183550331 0.028222579

Ndst2 0.217313474 0.028222579

Fam193b 0.262018867 0.028222579

LOC100909609 0.316358846 0.028222579

Pglyrp1 0.329618591 0.028222579

DV720603 0.317100997 0.028315535

ENSRNOT00000038391 -0.245875582 0.028547891

LOC102554927 -0.270357144 0.028572648

Rbms3 0.352902298 0.028572648

Prm2 0.962897415 0.028572648

Eif3k -0.315023522 0.028630482

Hist3h2ba -0.342882958 0.028748359

Prkab2 0.224726382 0.02876735

Tmcc3 -0.265701236 0.029274555

Pdp2 -0.335692818 0.029525054

Gatm -0.713833985 0.029573731

ENSRNOT00000042173 -0.50800012 0.029573731

Abtb2 -0.421575141 0.029573731

Dnajb5 -0.400600594 0.029573731

Amacr -0.335182034 0.029573731

ENSRNOT00000074908 -0.258824413 0.029573731

RGD1560028 -0.236221122 0.029573731

LOC103691285 -0.221256302 0.029573731

Nfat5 0.278731083 0.029573731

Igf1 0.952107597 0.029573731

Iffo1 0.263978926 0.029606312

Ehf 0.470923199 0.029649728

Ift22 -0.327318671 0.029761128

LOC691920 -0.248327567 0.030086141

Kdm4a 0.203649841 0.030086141

Rexo2 -0.33157757 0.030189219

Hnrnpa1 0.207589531 0.030189219

LOC102553131 0.600323792 0.030336299

Ephx1 -0.466388271 0.03061139

Capn2 0.22139386 0.03061139

Ddx17 0.311965597 0.03061139

Rasl2-9 -0.346507454 0.030849905

ENSRNOT00000073305 -0.310313237 0.030849905

LOC102547851 -0.218569183 0.030849905

ENSRNOT00000030005 0.199882795 0.030849905

Gpld1 0.262715231 0.030849905

Gpc2 0.319759265 0.030849905

Tfap4 0.348810221 0.030849905

Acsm5 0.743184051 0.030849905

Fam8a1 0.793626311 0.030849905

LOC102548260 0.446589313 0.031497305

Bglap 0.221628434 0.031573715

Cotl1 -0.446183084 0.03214651

LOC100911864 -0.266727169 0.03214651

LOC103691080 0.312849945 0.032164994

Msantd2 0.245668663 0.032178344

Prom2 0.58484357 0.032178344

Acot1 -0.624573494 0.032255887

Pgpep1 -0.350414668 0.032255887

Grb10 -0.395079541 0.032878799

Steap2 -0.365742113 0.032878799

LOC102551374 -0.577797493 0.032973038

Pdlim7 -0.408924456 0.032973038

Lman2 -0.283905035 0.032973038

BF548480 -0.277655026 0.032973038

Setl1 -0.189532322 0.032973038

Idua 0.234436787 0.032973038

RGD1560108 0.247985507 0.032973038

Ssbp4 0.322825631 0.032973038

St5 0.322979679 0.032973038

Sp100 0.485239368 0.032973038

Wscd1 0.508993778 0.032973038

Slc38a4 0.592564661 0.032973038

Nrn1l 0.946326025 0.032973038

Hmgcs2 -0.951817005 0.033099605

Eya4 -0.225674527 0.033099605

AI011771 0.445896545 0.033099605

LOC100910558 0.519794326 0.033099605

LOC102550584 0.59243412 0.033099605

LOC100362606 -0.387057232 0.033190849

BQ209366 -0.221112857 0.033190849

XR_146458 -0.376401238 0.033205918

Suclg2 -0.274404419 0.033205918

Inadl -0.18380115 0.033205918

Dvl1 0.194481766 0.033205918

Tatdn3 0.277391657 0.033874293

 

mRNA MON33 vs MON11  (M T180, Kid) Slc6a4 -0.330365439 0.034234869

Ezr -0.374754968 0.0343844

Oaz2 -0.364266667 0.0343844

Slc25a15 -0.2816727 0.0343844

LOC103691640 0.373003877 0.0343844

LOC102553140 0.401403164 0.0343844

Rab26 0.327742823 0.034821198

ENSRNOT00000076185 -0.237286173 0.035115003

Nek3 0.229335605 0.035115003

Tpcn2 0.314585921 0.035115003

Rcan1 -0.578869587 0.035119984

Nicn1 -0.196568058 0.035119984

Ccm2l 0.283799368 0.035140606

BF563670 0.307155411 0.035140606

Gbas 0.254378947 0.035229051

Epc1 0.688664445 0.035710646

Bola3 -0.330897246 0.035823039

Plin2 -0.419198031 0.036142821

ENSRNOT00000055114 -0.248117587 0.036546424

ENSRNOT00000071046 0.317904332 0.036546424

CN541542 0.529723972 0.036799006

Surf4 -0.366137065 0.036959358

Dgkg -0.490695476 0.037018822

Timp3 -0.424175553 0.037018822

Rbm12 -0.2383118 0.037018822

Ldlrad3 -0.229362927 0.037018822

Thumpd2 0.184750454 0.037018822

Dnlz 0.259543681 0.037018822

Acrbp 0.347184632 0.037018822

Akap8l 0.39021093 0.037018822

LOC102546902 0.390303674 0.037018822

Chmp4c 0.264988031 0.03732469

En2 0.53323387 0.03732469

Arhgef37 0.622224289 0.037370366

ENSRNOT00000075783 -0.425321523 0.037887941

Slc17a3 -0.306778188 0.037916361

Chchd4 -0.597729579 0.037934637

Golt1a -0.45880548 0.037934637

Ptcd1 -0.426179942 0.037934637

LOC103695243 -0.224137134 0.037934637

ENSRNOT00000020155 0.263586647 0.037934637

Mturn 0.352626823 0.037934637

LOC100911719 0.361014849 0.037934637

Abo 0.336622875 0.038005989

Slc35f2 -0.263318435 0.038166819

LOC102554025 -0.247463828 0.038166819

Mapk1 -0.244546484 0.038166819

Grk4 0.232217 0.038166819

Foxp1 0.278500082 0.038166819

Bzrap1 0.351659129 0.038166819

Lcat 0.362140677 0.038203471

Col22a1 0.357996399 0.038330425

Stxbp2 -0.369365501 0.038382938

Ntmt1 -0.330447057 0.038677924

LOC103692371 -0.518614702 0.038969919

Mtfr1 -0.351911324 0.038969919

LOC100911221 0.314858207 0.038969919

Notch4 0.332687096 0.038969919

Fdx1 -0.28287302 0.038982731

LOC103694288 0.245985999 0.039078538

Ermard 0.25704518 0.039078538

Sphkap 0.57411671 0.039078538

ENSRNOT00000034723 -0.312036867 0.039113384

Cdc23 0.204923944 0.039113384

LOC102550318 0.802547157 0.039113384

Camk1 -0.36743166 0.039172061

Bnc2 -0.409001528 0.039199082

Swap70 -0.271143466 0.039199082

LOC102551165 0.213161105 0.039199082

AW143366 0.260322964 0.039199082

Bcl2l11 0.3121962 0.039199082

ENSRNOT00000068085 0.338752166 0.039199082

Nrbp2 0.371198201 0.039199082

CB556309 0.587440428 0.039199082

ENSRNOT00000022598 1.39950335 0.039199082

ENSRNOT00000006131 -0.318051095 0.039247991

F3 -0.480735375 0.039449605

ENSRNOT00000066953 0.411807796 0.039449605

Chid1 -0.301785843 0.039917707

ENSRNOT00000014629 0.611888829 0.040054714

Elmo2 -0.412584406 0.040066034

Mok 0.18474625 0.040341279

Akr1c19 0.377022314 0.040341279

ENSRNOT00000036987 0.767653208 0.040341279

Kdm5a 0.196063805 0.040389338

Cyth4 0.394191861 0.040389338

RGD1564149 -0.465065223 0.040937862

Slc22a5 -0.402238357 0.040937862

Ciita -0.384098908 0.040937862

Galnt4 -0.256387262 0.040937862

LOC102552417 -0.216540252 0.040937862

Vasp 0.246171128 0.040937862

ENSRNOT00000030090 0.279187623 0.040937862



  

Arrdc1 0.240937964 0.041337042

LOC103692257 0.599924823 0.041398191

Fam107b -0.364278525 0.041567855

Sord -0.397833102 0.041793605

CV102938 -0.378633302 0.041793605

Tnfaip8 -0.290640685 0.041793605

Pygl -0.252373291 0.041793605

LOC102548015 0.247682858 0.041793605

Cort 0.266603755 0.041793605

Arhgef16 0.226953173 0.041820849

Mzf1 0.276102628 0.041820849

Eif1b -0.318182633 0.041911437

Amt -0.396621 0.042004417

Pcca -0.741556232 0.04213831

ENSRNOT00000067603 0.516396646 0.04213831

Sbsn 0.223190731 0.042210224

LOC103693156 0.271231841 0.042214691

Slc35d2 0.330313237 0.042214691

Btf3 -0.295163668 0.042398011

Igfbp4 -0.568952422 0.042475856

ENSRNOT00000005854 -0.304284285 0.042475856

Fam98c 0.56030671 0.042475856

Leo1 -0.381939139 0.042493599

FQ219355 -0.250560456 0.042493599

RGD1565059 0.412634932 0.042493599

Senp1 0.494072148 0.042493599

Slc22a24 0.603571323 0.042493599

CK839277 -0.352351923 0.042583058

Arid2 -0.454589014 0.042732664

LOC102550957 -0.405739825 0.042884165

Chn2 -0.401317631 0.042884165

Asna1 -0.394490598 0.042884165

LOC103690050 -0.375825592 0.042884165

LOC103692137 0.329802634 0.042884165

LOC102556271 0.473210026 0.042884165

Hacd2 -0.368375821 0.043202613

Txndc15 0.190499544 0.043300302

Stx6 -0.146446983 0.043321281

Cd55 -0.371993435 0.043688899

Ormdl3 -0.412791193 0.043872537

Prosc -0.33295214 0.043891544

Kcnj12 -0.56021288 0.044029565

Gale -0.394978277 0.044029565

ENSRNOT00000038547 -0.222636573 0.044029565

ENSRNOT00000004159 -0.220908638 0.044029565

Strbp 0.254459468 0.044029565

Cercam 0.364117289 0.044029565

LOC100360017 0.373284331 0.044029565

Smim5 1.149839377 0.044029565

Rasl10b -0.287221616 0.044080317

Smarcd2 0.203655527 0.044288108

LOC102548532 -0.456664583 0.044349779

ENSRNOT00000049695 0.182179873 0.044494862

Nsmf 0.269253551 0.0446483

ENSRNOT00000010217 -0.696303692 0.044989719

Dleu7 -0.38216773 0.045201602

Adamts1 -0.486671212 0.045203023

Ninl 0.380014233 0.045352029

Serpinf1 -0.494778353 0.045352498

Paqr7 -0.462059105 0.045352498

Slc15a4 -0.307960495 0.045352498

Olr1535 -0.289574263 0.045352498

Kpna2 -0.24756333 0.045352498

LOC103692865 -0.187662754 0.045352498

Mfap3l 0.272341314 0.045352498

Acaa2 -0.533824784 0.045487494

Sord -0.384648994 0.045487494

LOC102551327 -0.288743039 0.045487494

Acsm2a -0.278459112 0.045487494

Atpaf2 -0.189467606 0.045487494

Mapk1ip1 0.183588933 0.045487494

Emc9 0.232224731 0.045487494

Ophn1 0.257650848 0.045487494

BF523525 0.274077284 0.045487494

Hsd17b13 0.292418852 0.045487494

Gtf2e2 0.308001604 0.045487494

LOC102552189 0.353646045 0.045487494

LOC102550895 0.35833712 0.045487494

Ass1 -0.493714094 0.045669556

ENSRNOT00000038294 -0.332565104 0.045669556

Ccdc141 -0.330852749 0.045669556

Hif1a -0.299478032 0.045669556

Pex5 -0.168004442 0.045669556

Unk 0.220639493 0.045669556

Lmbr1l 0.252061989 0.045669556

LOC103694965 0.255754177 0.045669556

ENSRNOT00000034877 0.465489318 0.045669556

Uxs1 -0.179071953 0.04575088

Txnrd2 -0.327490845 0.045879508

ENSRNOT00000009120 -0.225120698 0.045911521

Srp72 -0.261894918 0.04593499

Fxyd6 0.3779247 0.04611636

Dcun1d2 -0.289609044 0.046155863

Myo9b 0.321767012 0.046155863

ENSRNOT00000004303 0.159295533 0.04632258

Oas1b 0.197708959 0.04632258

Ahnak 0.325762554 0.04632258

Sspo 0.629888688 0.04632258

Fst 1.650388997 0.04632258

Sytl3 -0.514283536 0.046383453

Rpia -0.262991817 0.046383453

Gba2 0.214307906 0.046383453

Pan3 0.23982992 0.046383453

Sppl2b 0.269784017 0.046383453

LOC102550763 0.310844084 0.046383453

Nup153 -0.248926352 0.046447451

Vil1 -0.485093109 0.046474736

 

mRNA MON33 vs MON11  (M T180, Kid) Cnn2 -0.430965509 0.046474736

Szrd1 -0.29753094 0.046474736

Bid -0.268048986 0.046474736

ENSRNOT00000006177 0.257546325 0.046474736

LOC102546966 0.599199802 0.046474736

LOC103692952 0.743267772 0.046474736

ENSRNOT00000058190 -0.152249001 0.046614356

Pfkfb3 0.42317222 0.046614356

ENSRNOT00000061411 -0.471021496 0.046621753

Abhd17c -0.302591172 0.046621753

Ndufb6 -0.294737882 0.046621753

ENSRNOT00000074657 -0.290822068 0.047154019

LOC103691367 -0.261483804 0.047154019

AI044311 0.380094278 0.047154019

Hmgcl -0.51037247 0.04715728

Nmu 0.490478401 0.047449649

CB582275 -0.325455487 0.047536529

LOC103690046 -0.308514368 0.047536529

Arl6ip4 0.163568641 0.047536529

LOC103693129 0.272751422 0.047536529

ENSRNOT00000074971 0.382377473 0.047536529

RGD1305928 0.585712953 0.047536529

Ahcyl2 -0.354569464 0.047710619

Tulp4 -0.285024323 0.047710619

Hsp90b1 -0.220017255 0.047710619

Arfip2 0.191566505 0.047710619

Cdk10 0.210546782 0.047710619

Ethe1 -0.440591522 0.04787133

Gstt1 -0.376225104 0.04787133

Id2 -0.369006947 0.04787133

Add3 -0.343407814 0.04787133

Lrp6 -0.283393957 0.04787133

Traf3ip1 -0.257493188 0.04787133

Ubqln1 -0.241581791 0.04787133

Ankle1 0.363174907 0.04787133

Mss51 0.248863207 0.047976435

Brd9 0.16039481 0.048063183

Frk 0.302076525 0.048063183

Umps -0.287675788 0.048309399

Selm 0.267835595 0.048309399

FM094539 0.338179861 0.048309399

Rgl3 0.398102168 0.048309399

DV729033 0.207479805 0.048465998

LOC103691185 0.204599045 0.048473883

Fbp1 -0.435003059 0.048544271

ENSRNOT00000017938 -0.422684602 0.048544271

Nfkbib -0.342141358 0.049132816

ENSRNOT00000039048 -0.413318797 0.049179337

Lats1 -0.308389173 0.049179337

Hspd1-ps6 -0.269279106 0.049179337

ENSRNOT00000037558 -0.191767183 0.049179337

Tnrc6a 0.240262352 0.049179337

ENSRNOT00000024266 0.259414604 0.049179337

Irf3 0.260486291 0.049179337

LOC100362547 0.317284732 0.049179337

Akr1c13 0.693019706 0.049179337

Rangrf -0.285351334 0.049387333

Nek6 -0.306112027 0.049763485

Lzic -0.186385848 0.049763485

Rslcan18 0.366609295 0.049763485

Tmem189 -0.262587001 0.049881101

ENSRNOT00000005562 -0.254240806 0.049881101

Jkamp -0.251731162 0.049881101

Suox -0.300434347 0.049960722

Cort 0.232857487 0.049960722

Rnd3 -0.293189394 0.049994617

Ankrd40 -0.17271591 0.049994617

Entpd2 0.792364804 0.049994617



 

 
  

MALE

miRNA MON33 vs ISOMON (M T180, Kid) GeneName Log FC MON33 vs ISOMON adj.pvalue MON33 vs ISOMON
rno-miR-667-3p -0.114845982 0.041936671

rno-let-7e-5p 0.140997212 0.041936671
rno-miR-3084b-5p -0.142465864 0.041936671

miRNA NK33 vs NK11 (M T180, Kid) GeneName Log FC NK33 vs NK11 adj.pvalue NK33 vs NK11 

rno-miR-125b-5p -0.144044511 0.032737363

mRNA NK33 vs ISONK (M T90, Kid) GeneName Log FC NK33 vs ISONK adj.pvalue NK33 vs ISONK 

Ncs1 -0.42049945 0.034696765

BI296089 0.439288261 0.034696765



Supp. Table 17: NMR measurement of the metabolites in female and male urines at T90. Statistical 
analysis is conducted to show a difference between the diets in accordance with a glyphosate, or 
maize variety or GMO effect. The ratio of concentrations between two diets is reported. 
 

 
 

FEMALE
EFFECT

  Metabol.               
                           Comparison NKG11/

NK11
NKG33/

NK33
ISONK/

ISOMON
NK11/

MON11
NK33/

MON33
MON11/
ISOMON

MON33/
ISOMON

MON33/
MON11

NK11/
ISONK

NK33/
ISONK

NK33/
NK11

1-methylnicotinamide 1.21 0.79 0.69 0.77
2-aminoadipic acid
2-oxoglutaric acid 0.79 0.8 0.88

3-phenylpropionic acid 1.12 0.84 0.88
Acetate 1.19 0.6 1.51
Alanine

Ascorbic acid
Benzoic acid 1.12 0.88 0.84 1.25
Cholic acid 1.25

Choline 0.84
Carnitine

cis-aconitic acid 1.55 1.59
Citric acid 1.1 0.89 0.88
Creatine 1.11 0.78 1.1

Creatinine
Dimethylamine 0.76 0.82
Dimethylglycine
Ethanolamine 0.87 0.87

Formate
Fumarate
Fucose

Glucuronic acid 0.75 0.77 0.91 0.89
Glutamic acid 0.91

Glycine
Glycocholic acid 0.87 0.56 0.75 0.71

Hippuric acid 1.14 0.73 0.9
Histidine 0.89

Imidazole
Indoxylsulfate 0.87 0.88 1.1 0.79 0.8
Isobutyric acid 1.14 0.84 1.09

Isoleucine 1.1
Lactic acid 1.1 0.86 1.11

Leucine
Lysine

Methionine 1.41 0.59 0.61 0.62
Methylamine

Pantothenic acid 1.28
Proline 0.82 0.78
Taurine 0.91 0.9 1.14 1.14

Taurocholic acid 1.86 1.35 0.62
Trigonelline 0.81 0.91
Valeric acid 0.91 1.1

Valine 1.15 0.86 1.14

GLYPHOSATE VARIETY GM



 
  

MALE
EFFECT

  Metabol.               
                           Comparison NKG11/

NK11
NKG33/

NK33
ISONK/

ISOMON
NK11/

MON11
NK33/

MON33
MON11/
ISOMON

MON33/
ISOMON

MON33/
MON11

NK11/
ISONK

NK33/
ISONK

NK33/
NK11

1-methylnicotinamide
2-aminoadipic acid
2-oxoglutaric acid 0.6 0.81 0.69 0.8 1.1

3-phenylpropionic acid
Acetate 0.83 1.33 1.16 0.82
Alanine

Ascorbic acid
Benzoic acid 1.51
Cholic acid

Choline
Carnitine 1.43 1.42

cis-aconitic acid 0.72 1.33 1.28
Citric acid 1.09 0.88 1.11 0.92
Creatine

Creatinine
Dimethylamine 0.69
Dimethylglycine
Ethanolamine

Formate 1.34 1.33 0.74
Fumarate

Fucose
Glucuronic acid
Glutamic acid 1.12

Glycine
Glycocholic acid

Hippuric acid 0.88 1.2
Histidine 0.9
Imidazole

Indoxylsulfate 1.24
Isobutyric acid

Isoleucine
Lactic acid

Leucine
Lysine

Methionine 1.15
Methylamine

Pantothenic acid 1.2 1.14 0.83
Proline 0.64 1.56 1.55 0.64
Taurine 1.13 0.86 0.85

Taurocholic acid 0.83
Trigonelline 0.88 0.81
Valeric acid

Valine

GMGLYPHOSATE VARIETY



Supp Table 18: NMR measurement of the metabolites in female and male urines at T135. Statistical 
analysis is conducted to show a difference between the diets in accordance with a glyphosate, or 
maize variety or GMO effect. The ratio of concentrations between two diets is reported. 
 
 

 
 

FEMALE

EFFECT
 Metabol.
                       Comparison NKG11/

NK11
NKG33/

NK33
ISONK/

ISOMON
NK11/

MON11
NK33/

MON33
MON11/
ISOMON

MON33/
ISOMON

MON33/
MON11

NK11/
ISONK

NK33/
ISONK

NK33/
NK11

1-methylnicotinamide 1.51
2-aminoadipic acid 1.12
2-oxoglutaric acid 0.73 0.82 1.1

3-phenylpropionic acid 0.9
Acetate
Alanine 1.13

Ascorbic acid
Benzoic acid 1.15
Cholic acid 1.39

Choline
Carnitine

cis-aconitic acid 1.46
Citric acid 0.86
Creatine

Creatinine
Dimethylamine 0.61 0.85 0.77
Dimethylglycine 1.25
Ethanolamine

Formate
Fumarate 1.13

Fucose
Glucuronic acid 0.86 0.74 1.13 0.88 0.88 0.8 1.16
Glutamic acid

Glycine
Glycocholic acid 1.65 1.45 1.83

Hippuric acid 1.31 0.88 0.89
Histidine
Imidazole

Indoxylsulfate
Isobutyric acid

Isoleucine 1.22 1.13 1.13
Lactic acid 1.13 0.9

Leucine 1.2
Lysine

Methionine 0.86 0.87
Methylamine 0.82

Pantothenic acid 1.1 1.21
Proline
Taurine 0.74 0.66 1.16 1.22 1.23

Taurocholic acid 1.63 2.02 1.38 0.77
Trigonelline 0.86 0.89 1.15
Valeric acid 1.16 0.82 1.14

Valine 1.24

GLYPHOSATE VARIETY GM



 
  

MALE

EFFECT
 Metabol.
                       Comparison NKG11/

NK11
NKG33/

NK33
ISONK/

ISOMON
NK11/

MON11
NK33/

MON33
MON11/
ISOMON

MON33/
ISOMON

MON33/
MON11

NK11/
ISONK

NK33/
ISONK

NK33/
NK11

1-methylnicotinamide
2-aminoadipic acid
2-oxoglutaric acid 0.62 0.73 0.72 1.19

3-phenylpropionic acid
Acetate 1.24
Alanine

Ascorbic acid 1.12
Benzoic acid
Cholic acid

Choline
Carnitine

cis-aconitic acid 0.83 1.3 1.35
Citric acid 0.89 1.17
Creatine 0.83 0.76 1.2

Creatinine
Dimethylamine 0.72 1.15 1.27 0.76
Dimethylglycine
Ethanolamine

Formate
Fumarate

Fucose
Glucuronic acid 0.84
Glutamic acid

Glycine
Glycocholic acid

Hippuric acid 1.13
Histidine
Imidazole

Indoxylsulfate 1.23
Isobutyric acid

Isoleucine
Lactic acid 1.13

Leucine 0.89
Lysine

Methionine
Methylamine

Pantothenic acid 1.22
Proline
Taurine

Taurocholic acid
Trigonelline 0.88
Valeric acid 1.11

Valine

GMGLYPHOSATE VARIETY



Supp Table 19: NMR measurement of the metabolites in female and male urines at T180. Statistical 
analysis is conducted to show a difference between the diets in accordance with a glyphosate, or 
maize variety or GMO effect. The ratio of concentrations between two diets is reported. 
 

 
 

FEMALE
EFFECT

 Metabol.
                       Comparison 

NKG11/
NK11

NKG33/
NK33

ISONK/
ISOMON

NK11/
MON11

NK33/
MON33

MON11/
ISOMON

MON33/
ISOMON

MON33/
MON11

NK11/
ISONK

NK33/
ISONK

NK33/
NK11

1-methylnicotinamide 1.2 1.17
2-aminoadipic acid
2-oxoglutaric acid 0.84 0.66 0.65 0.76 1.15

3-phenylpropionic acid
Acetate 0.87 1.1
Alanine

Ascorbic acid
Benzoic acid 0.85 1.1 1.12
Cholic acid 1.41

Choline
Carnitine

cis-aconitic acid 0.72 0.68 0.68
Citric acid 0.82 1.22
Creatine 0.71 0.85 0.86

Creatinine
Dimethylamine 0.72 2.07 0.76 0.78
Dimethylglycine
Ethanolamine

Formate
Fumarate
Fucose

Glucuronic acid 0.83 0.89 0.86 0.86 0.89 0.89
Glutamic acid 1.11 1.13

Glycine 1.1
Glycocholic acid 1.78 0.66

Hippuric acid 1.14 1.15 1.11
Histidine

Imidazole 0.83
Indoxylsulfate 1.12 1.17
Isobutyric acid

Isoleucine 1.22
Lactic acid 1.14 0.88

Leucine 0.87 0.92 1.22 1.15
Lysine 1.11

Methionine 0.88
Methylamine

Pantothenic acid 1.21
Proline 1.13
Taurine 0.83 0.8 1.25 0.86 0.9 0.86

Taurocholic acid 2.2
Trigonelline 0.82 0.84
Valeric acid 0.9 0.83 0.85

Valine 1.21 0.89 1.12

GLYPHOSATE VARIETY GM



 
  

MALE
EFFECT

 Metabol.
                       Comparison 

NKG11/
NK11

NKG33/
NK33

ISONK/
ISOMON

NK11/
MON11

NK33/
MON33

MON11/
ISOMON

MON33/
ISOMON

MON33/
MON11

NK11/
ISONK

NK33/
ISONK

NK33/
NK11

1-methylnicotinamide 1.12 0.74
2-aminoadipic acid
2-oxoglutaric acid 1.26 0.56 0.64 0.66

3-phenylpropionic acid 1.14
Acetate 1.15 1.14
Alanine

Ascorbic acid
Benzoic acid 0.87 0.82
Cholic acid

Choline
Carnitine

cis-aconitic acid 1.34 1.28 0.75 1.33
Citric acid 0.83 0.83
Creatine

Creatinine 1.22 1.21
Dimethylamine 0.86 0.83
Dimethylglycine
Ethanolamine 1.12

Formate
Fumarate
Fucose 1.1 1.1 1.12

Glucuronic acid 1.11
Glutamic acid 1.12 1.12 1.16

Glycine 1.17 0.9
Glycocholic acid

Hippuric acid 1.29
Histidine 0.89

Imidazole
Indoxylsulfate 0.9 0.85
Isobutyric acid

Isoleucine
Lactic acid

Leucine 1.17 0.89
Lysine

Methionine 0.88 0.88 0.88
Methylamine

Pantothenic acid 1.1 1.23 0.9 0.88
Proline
Taurine 0.85 1.11 1.15 0.9

Taurocholic acid
Trigonelline 0.84 1.1
Valeric acid

Valine

GMGLYPHOSATE VARIETY



Supp Table 20: Variety effect on plasma metabolome from female and male at T90, T135 and T180. 
Statistical analysis is conducted to show a difference between the diets in accordance with a maize 
variety or environment effect. The ratio corresponding to the significant differences between diets 
are reported in the Table. Metabolites differentially present between two diets are reported in Table 
7. 
 

 

FEMALE

EFFECT
  Metabolites               
                                                                          Comparison

ISONK/
ISOMON

NK11/
MON11

NK33/
MON33

ISONK/
ISOMON

NK11/
MON11

NK33/
MON33

X8 para-Methylhippuric-acid | meta-Methylhippuric-acid | 
Phenylacetylglycine | Methylhippurate | ortho-Methylhippuric-acid 0.99

X9 para-Methylhippuric-acid | meta-Methylhippuric-acid | 
Phenylacetylglycine | Methylhippurate | ortho-Methylhippuric-acid 0.99

X10 1-Aminocyclohexanecarboxylic-acid | Stachydrine 0.99 0.99
X60 Caprylolyglycine 1.01

X95 Uracil 0.98
X152 4-Hydroxybenzaldehyde | Benzoic-acid 0.99

X153 Methionine-sulfoxide 0.99
X154 Methionine-sulfoxide 0.99

X159 KMBA 0.98
X205 Eugenol 0.98

X210 Ergothioneine 1.01 1.03 1.01
X265 2-Furoic-acid 0.98

MALE

EFFECT
  Metabolites                       
                                                                   Comparison

ISONK/
ISOMON

NK11/
MON11

NK33/
MON33

ISONK/
ISOMON

NK11/
MON11

NK33/
MON33

ISONK/
ISOMON

NK11/
MON11

NK33/
MON33

X10 1-Aminocyclohexanecarboxylic-acid | Stachydrine 0.99 0.99 0.99 0.99 0.99 0.99 0.99
X19 DL-vanillomandelic-acid 0.98 0.97
X153 Methionine-sulfoxide 0.98 0.98 0.99 0.99
X154 Methionine-sulfoxide 0.99 0.98 0.99 0.98

X159 KMBA 0.98 0.98 0.97 0.98 0.98
X177 13-S-Hydroxyoctadeca-9Z-11E-dienoic-acid 0.99

X205 Eugenol 0.99
X210 Ergothioneine 1.02
X268 Jasmonic-acid 1.01

T180

T90 T135 T180

T135
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