Supplementary Table 2. Molecular functions represented by each species probe pair set. The top ranked biological processes are indicated in yellow, and those that are in
common among the species are indicated in red text.

Index
1

2

10

11
12
13

14

15
16

17

18

19

20

21

22

23

24

25

Human

RNA binding

structural constituent of
ribosome
hydrogen-transporting
ATP synthase activity,
rotational mechanism
hydrogen-transporting
ATPase activity, rotational
mechanism

oxidoreductase activity
NADH dehydrogenase
(ubiquinone) activity
NADH dehydrogenase
activity

MHC class | receptor
activity

MHC class Il receptor
activity

cytochrome-c oxidase
activity

rRNA binding

GTPase activity
binding
ubiquinol-cytochrome-c
reductase activity

signal transducer activity

GTP binding
molecular_function
unknown

protein domain specific
binding

translation initiation factor
activity

double-stranded DNA
binding
hematopoietin/interferon-
class (D200-domain)
cytokine receptor signal
transducer activity
positive transcription
elongation factor activity
pre-mRNA splicing factor
activity

IgE binding
aspartate-tRNA ligase
activity

P-Value
1.28E-13

8.52E-14

8.31E-13

2.25E-12

4.28E-11

2.12E-10

3.39E-10

7.59E-08

1.04E-07

1.36E-07

5.48E-07
1.17E-05
1.11E-05

5.49E-05

6.51E-05
9.58E-05

9.58E-04

0.001240137

0.001335895

0.001446557

0.001520146

0.001454052

0.002500888

0.002422089

0.002518972

AGM

RNA binding

structural constituent of
ribosome
hydrogen-transporting ATP
synthase activity, rotational
mechanism

cytochrome-c oxidase activity
hydrogen-transporting ATPase
activity, rotational mechanism

GTP binding

GTPase activity

rRNA binding
single-stranded DNA binding

endopeptidase activity
translation initiation factor
activity

MHC class Il receptor activity
NADH dehydrogenase activity

oxidoreductase activity
NADH dehydrogenase
(ubiquinone) activity

protein kinase C binding

MHC class | receptor activity
transcription corepressor
activity

ubiquitin conjugating enzyme
activity

DNA binding

pre-mRNA splicing factor
activity

ATP-dependent RNA helicase
activity

translation elongation factor
activity
ubiquinol-cytochrome-c
reductase activity

ribosome binding

P-Value
1.11E-16

1.11E-16

1.62E-12

4.22E-12

4.94E-12

1.94E-09

2.10E-09

1.04E-08

4.35E-08

5.80E-08

1.25E-07
1.24957E-07
1.77E-07

1.85E-07

4.35E-07
5.33E-07

5.97E-07

6.61E-07

8.97E-07

9.58E-07

1.63E-06

1.67E-06

6.00E-06

7.58E-06

1.11E-05

Cyno
RNA binding

structural constituent of ribosome

DNA binding

ubiquitin-protein ligase activity
pre-mRNA splicing factor activity

translation initiation factor activity
ubiquitin conjugating enzyme
activity

GTP binding

transferase activity
single-stranded DNA binding
GTPase activity

zinc ion binding
oxidoreductase activity

ATP binding

protein transporter activity

hydrolase activity

NADH dehydrogenase
(ubiguinone) activity
hydrogen-transporting ATPase
activity, rotational mechanism

NADH dehydrogenase activity
hydrogen-transporting ATP

synthase activity, rotational
mechanism

ubiquitin thiolesterase activity
cytochrome-c oxidase activity
cysteine-type endopeptidase

activity

chaperone activity

nucleic acid binding

P-Value
3.79E-13

2.52E-13

1.89E-13

4.54E-13

3.53E-12

3.25E-11

8.82E-11

1.34E-10

1.54E-10

3.40E-09

5.37E-09
1.30E-08
1.34E-08

1.58E-08

1.73E-08
2.77E-08

2.52E-07

2.76E-07

5.78E-07

9.19E-07

1.01E-06

2.51E-06

5.87E-06

6.39E-06

1.35E-05

Rhesus

RNA binding

structural constituent of ribosome
hydrogen-transporting ATP
synthase activity, rotational
mechanism

hydrogen-transporting ATPase
activity, rotational mechanism

oxidoreductase activity
pre-mRNA splicing factor activity
GTP binding

translation initiation factor activity
GTPase activity

NADH dehydrogenase
(ubiguinone) activity

NADH dehydrogenase activity
MHC class Il receptor activity
MHC class | receptor activity

rRNA binding

protein domain specific binding
cytochrome-c oxidase activity

single-stranded DNA binding

protein transporter activity
ubiquinol-cytochrome-c
reductase activity

endopeptidase activity

calcium-dependent phospholipid
binding

DNA binding

ubiquitin conjugating enzyme
activity

nuclear localization sequence
binding

phospholipase inhibitor activity

P-Value
1.53E-13

1.02E-13

8.42E-13

2.57E-12

2.88E-11

7.21E-11

7.65E-11

1.13E-10

3.37E-10

4.44E-09

6.45E-09
1.04E-07

9.88E-08

2.05E-07

3.58E-07

1.01E-06

2.58E-06

4.28E-06

1.55E-05

8.70E-05

1.38E-04

1.73E-04

7.11E-04



26

27

28

29

30

31

32

33

34

35
36

37

38

39

40

41
42

43

44

45
46

a7

48

49

50

51

chaperone activity

endopeptidase activity
superoxide dismutase
activity
glyceraldehyde-3-
phosphate
dehydrogenase
(phosphorylating) activity
interleukin-10 receptor
activity
monodehydroascorbate
reductase (NADH) activity

NAD+ kinase activity
ATP:ADP antiporter
activity

adenine
phosphoribosyltransferase
activity

receptor signaling protein
activity

heat shock protein activity
Rho GDP-dissociation
inhibitor activity
structural constituent of
cytoskeleton

prenylated protein
tyrosine phosphatase
activity
hematopoietin/interferon-
class (D200-domain)
cytokine receptor activity

single-stranded DNA
binding

tRNA binding
U-plasminogen activator
receptor activity
interleukin-7 receptor
activity
tripeptidyl-peptidase |
activity

kinase binding

voltage-dependent anion
channel porin activity

lysine-tRNA ligase activity

glyoxylate reductase
(NADP) activity
farnesyl-diphosphate
farnesyltransferase
activity

cathepsin S activity

0.002764454

0.003037016

0.003779546

0.00531967

0.006531985

0.006339867

0.006158728

0.006736109

0.006953403

0.008181251
0.008347023

0.008422553

0.008459726

0.010406451

0.011051476

0.013957622
0.014910737

0.014100202

0.015666892

0.015326307
0.014687711

0.013823728

0.013557887

0.015000215

0.016022957

0.014387962

protein domain specific binding

positive transcription elongation

factor activity

double-stranded RNA binding

phospholipase inhibitor activity
tRNA binding

oxygen transporter activity

RNA polymerase Il transcription

factor activity
molecular_function unknown

monodehydroascorbate
reductase (NADH) activity

cadmium ion binding
proteasome activator activity

ATPase stimulator activity

hydrolase activity

protein transporter activity

voltage-dependent ion-selective

channel activity

eukaryotic initiation factor 4E
binding
biliverdin reductase activity

chaperone activity
cysteine-type endopeptidase
activity

thiol-disulfide exchange
intermediate activity

interleukin-7 receptor activity
recombinase activity
hypoxanthine
phosphoribosyltransferase
activity

voltage-dependent anion
channel porin activity

lysine-tRNA ligase activity

aryl sulfotransferase activity

1.64E-05

2.45E-05

2.79E-05

4.44E-05

9.05E-05

1.07E-04

1.09E-04

1.19E-04

1.22E-04

1.40E-04
1.40E-04

1.40E-04

1.40E-04

1.48E-04

2.25E-04

2.34E-04
2.34E-04

2.34E-04

2.78E-04

4.09E-04
4.17E-04

4.56E-04

4.56E-04

4.56E-04

4.56E-04

4.56E-04

endopeptidase activity

protein serine/threonine kinase
activity

nuclear localization sequence
binding

protein domain specific binding
double-stranded RNA binding
transcription coactivator activity
molecular_function unknown
ligase activity

poly(A) binding

ubiquinol-cytochrome-c
reductase activity

rRNA binding
chromatin binding

MHC class | receptor activity

transcription corepressor activity

transcriptional repressor activity

mRNA binding
rhodopsin-like receptor activity

MHC class Il receptor activity
protein binding

ATP-dependent helicase activity
isomerase activity

double-stranded DNA binding

tRNA binding

binding

RNA polymerase Il transcription
factor activity

protein-tyrosine kinase activity

2.51E-05

2.95E-05

4.84E-05

9.01E-05

1.54E-04

1.67E-04

3.05E-04

3.31E-04

4.80E-04

8.49E-04
0.001501768

0.001494511

0.001674147

0.00180975

0.001953484

0.004427766
0.005573604

0.00594393

0.007346836

0.008528088
0.009427467

0.012998944

0.014582858

0.018712292

0.019442597

0.01988462

protein kinase C binding
translation elongation factor
activity

double-stranded DNA binding

molecular_function unknown
double-stranded RNA binding
actin filament binding
chaperone activity
ATP-dependent RNA helicase

activity

diamine N-acetyltransferase
activity

IgE binding
electron carrier activity

superoxide dismutase activity

poly-pyrimidine tract binding

hydrolase activity

oxygen transporter activity
glyceraldehyde-3-phosphate
dehydrogenase
(phosphorylating) activity

peroxidase activity
cadmium ion binding
proteasome activator activity

ATP:ADP antiporter activity
isomerase activity

poly(A) binding
tubulin binding

dolichyl-
diphosphooligosaccharide-

protein glycotransferase activity

binding

positive transcription elongation

factor activity

7.87E-04

8.72E-04

9.55E-04

0.001099747

0.001288252

0.001389533

0.001719332

0.002503838

0.003474918

0.003733962
0.004626459

0.004877425

0.00475497

0.007783135

0.007987954

0.008007505
0.00917697

0.009043513

0.009618186

0.009507767
0.009719051

0.009939939

0.010443445

0.015257115

0.015444557

0.015135666



52

53

54

55

56

57

58

59

60

61
62
63

64

65

66

67

68
69

70

71

72

73

74

75

76
I
78

79
80

alpha-mannosidase
activity

L-lactate dehydrogenase
activity

protein binding

signal sequence binding
phospholipase inhibitor
activity

benzodiazepine receptor
binding

diamine N-
acetyltransferase activity

ceramidase activity
hydrogen-exporting
ATPase activity,
phosphorylative
mechanism

caspase activity

poly(A) binding
cathepsin B activity
manganese superoxide
dismutase activity
glucocorticoid receptor
activity

ornithine decarboxylase
inhibitor activity
aldehyde reductase
activity

MAP kinase phosphatase
activity

KDEL sequence binding
voltage-dependent ion-
selective channel activity

protein channel activity
5S rRNA binding

cysteine-tRNA ligase
activity

ribonucleoside-
diphosphate reductase
activity

MHC protein binding

chemokine activity
profilin binding
ferric iron binding

protein kinase C binding
phosphatidylinositol-4,5-

0.017524475

0.017855125

0.019763377

0.026183111

0.025723758

0.026550547

0.027450566

0.026993056

0.027923851

0.028929848
0.022712537
0.032966408

0.034448044

0.034065288

0.033324738

0.033690944

0.052749518
0.051869733

0.050344153

0.052939212

0.052399016

0.051351036

0.05084261

0.053490662

0.051704012
0.053757487
0.05819671

0.068639699
0.058988256

Hsp70/Hsc70 protein regulator
activity

binding
IgE binding

aspartate-tRNA ligase activity
L-lactate dehydrogenase
activity

double-stranded DNA binding
epsilon DNA polymerase
activity

benzodiazepine receptor
binding

thioredoxin peroxidase activity

superoxide dismutase activity
signal sequence binding

ubiquitin thiolesterase activity
calcium-dependent
phospholipid binding

protein disulfide isomerase
activity

MHC class | protein binding
nuclear localization sequence
binding

poly(A) binding

manganese ion binding

transferase activity
microtubule binding
peroxidase activity

manganese superoxide
dismutase activity

ornithine decarboxylase
inhibitor activity

prenylated protein tyrosine
phosphatase activity
polynucleotide
adenylyltransferase activity

protein channel activity
tubulin binding

co-chaperone activity
catalase activity

4.56E-04

4.56E-04

5.75E-04

6.86E-04

6.86E-04

6.86E-04

9.02E-04

0.001043661

0.001043661

0.001043661
0.001057036
0.001057036

0.001086004

0.001101799

0.001218009

0.001265677

0.001552894
0.001585526

0.001635712

0.001660474

0.001721862

0.001721862

0.001966646

0.001966646

0.00298118
0.003279034
0.003279034

0.003279034
0.003279034

DNA-directed RNA polymerase
activity

superoxide dismutase activity

phospholipase inhibitor activity
ATP-dependent RNA helicase
activity

epsilon DNA polymerase activity
hormone activity

intracellular transporter activity
calcium-dependent phospholipid
binding

acyl-CoA binding

MHC class | protein binding
exonuclease activity

RNA helicase activity
protein phosphatase type 2A
regulator activity

electron transporter activity

protein kinase C binding
general RNA polymerase Il
transcription factor activity

aldehyde reductase activity
receptor signaling protein activity
aspartate-tRNA ligase activity
glutathione disulfide
oxidoreductase activity

phosphatidylcholine transporter
activity

Hsp70/Hsc70 protein regulator
activity

voltage-dependent anion channel
porin activity

manganese ion binding

SH3/SH2 adaptor protein activity
magnesium ion binding
steroid hormone receptor activity

glutamate-cysteine ligase activity
co-chaperone activity

0.021211222

0.020525471

0.020898661

0.020385301

0.020072393

0.02093143

0.025134255

0.029998339

0.031331593

0.031111071
0.036060773
0.03797489

0.041144027

0.045371607

0.046368761

0.045950705

0.045811231
0.051608991

0.055752985

0.055258106

0.056772027

0.056004838

0.054531026

0.054847477

0.057980167
0.08082752
0.088853507

0.086803823
0.087862406

3-alpha(17-beta)-hydroxysteroid
dehydrogenase (NAD+) activity

cadherin binding
N-acetylglucosamine-6-sulfatase
activity

voltage-dependent anion channel
porin activity

lysine-tRNA ligase activity

aryl sulfotransferase activity
UTP-glucose-1-phosphate
uridylyltransferase activity

racemase and epimerase activity

peptidylglycine monooxygenase
activity

structural constituent of
cytoskeleton

receptor signaling protein activity
tRNA binding

aspartate-tRNA ligase activity
L-lactate dehydrogenase activity

transferase activity
peptidyl-prolyl cis-trans
isomerase activity

cofactor binding
thioredoxin peroxidase activity

acyltransferase activity

ubiquitin-protein ligase activity
protein disulfide isomerase
activity

oxidoreductase activity, acting on
the CH-OH group of donors,
NAD or NADP as acceptor

MHC class | protein binding
ATP-dependent DNA helicase
activity

RNA polymerase |l transcription
factor activity

ion channel activity

alcohol dehydrogenase activity
manganese superoxide
dismutase activity

ornithine decarboxylase inhibitor

0.019330006

0.025908732

0.025848504

0.025386923

0.024941539

0.023694462

0.026823919

0.024096063

0.02632718

0.023306028
0.024511512
0.029552012

0.032815511

0.034426337

0.033465329

0.03398018

0.034037866
0.035632192

0.046370992

0.047043036

0.038744964

0.038711571

0.039966172

0.039574347

0.041865228
0.055099478
0.055542498

0.055912789
0.055520637



81

82

83

84

85

86

87

88

89

90

91

92

93

94

95

96

97

98

99

100

101

102

103

104

105
106

bisphosphate 3-kinase
activity

thiol-disulfide exchange
intermediate activity

hydrolase activity
oxygen transporter activity

casein kinase | activity
ATP-dependent RNA
helicase activity
glutathione peroxidase
activity

drug binding

protein disulfide
isomerase activity
oxidoreductase activity,
acting on the CH-OH
group of donors, NAD or
NADP as acceptor
ubiquitin conjugating
enzyme activity

antigen binding
endoribonuclease activity

poly-pyrimidine tract
binding

interleukin-6 receptor
activity

peptide antigen binding
transcription corepressor
activity

transmembrane receptor
activity

ATPase activity, coupled
protein transporter activity

glutathione transferase
activity

translation elongation
factor activity

MAP kinase kinase
activity

chemokine receptor
activity

oligopeptide transporter
activity

ligase activity
protein phosphatase

0.059431777

0.064181446

0.067718324

0.068216252

0.080016796

0.081701312

0.082289091

0.08242098

0.081840551

0.081331647

0.085343399

0.108889947

0.108144125

0.107408451

0.106682718

0.112702552

0.0969089

0.097612231

0.103636031

0.104691621

0.107546634

0.1132146

0.112294453

0.112898187

0.114573188
0.116088687

glutamate-ammonia ligase
activity

5S rRNA binding

electron transporter activity
protein phosphatase inhibitor
activity

profilin binding

acyl-CoA binding

ARF guanyl-nucleotide
exchange factor activity
structural constituent of
cytoskeleton
hematopoietin/interferon-class
(D200-domain) cytokine
receptor signal transducer
activity

delta DNA polymerase activity
calcium-dependent protein
serine/threonine phosphatase
activity

heat shock protein activity
polypeptide N-
acetylgalactosaminyltransferase
activity

ubiquitin-protein ligase activity
chemokine activity

phosphatidylinositol binding
peptidyl-prolyl cis-trans
isomerase activity
ATP-dependent DNA helicase
activity

casein kinase | activity

ligase activity

glutathione peroxidase activity
ribose-phosphate
diphosphokinase activity

clathrin binding

isomerase activity
protein heterodimerization
activity

oxidoreductase activity, acting

0.003279034

0.003279034

0.003279034

0.003621083

0.003790891

0.003953756

0.003953756

0.003953756

0.004220301

0.005024605

0.005024605

0.005024605

0.005086811

0.005120962

0.005500935

0.005596762

0.005679646

0.005977504

0.00626004

0.006498865

0.006667466

0.007238247

0.007238247

0.007238247

0.007734842
0.008041072

succinate-CoA ligase (GDP-
forming) activity

polynucleotide
adenylyltransferase activity
ethanolaminephosphotransferase
activity

voltage-dependent ion-selective
channel activity

ion channel activity
single-stranded RNA binding
signal sequence binding

poly-pyrimidine tract binding

protein carrier activity
protein disulfide isomerase
activity

metal ion binding
peptidyl-prolyl cis-trans
isomerase activity

protein serine/threonine
phosphatase activity
ATP-dependent peptidase
activity

diamine N-acetyltransferase
activity

phosphoglycerate kinase activity
benzodiazepine receptor binding

chymotrypsin activity
extracellular matrix structural
constituent

transmembrane receptor protein
tyrosine kinase adaptor protein
activity

heat shock protein activity
peroxidase activity

positive transcription elongation
factor activity

protein kinase C inhibitor activity

ATP:ADP antiporter activity
non-selenium glutathione

0.08476138

0.085770444

0.083775783

0.088947128

0.083257703

0.082348814

0.083284596

0.081433827

0.080334829

0.081217629

0.089773584

0.09667712

0.095310914

0.100375192

0.118720991

0.117545535

0.119920193

0.117459712

0.117137658

0.119457472

0.119261946

0.127368316

0.131449464

0.130232339

0.132183811
0.125405154

activity

tRNA-intron endonuclease
activity

U6 snRNA binding
microtubule binding
chemokine activity

BRE binding
translation repressor activity,
nucleic acid binding

ligase activity
prenylated protein tyrosine
phosphatase activity

phosphatidylinositol transporter
activity
acetylglucosaminyltransferase
activity

voltage-dependent ion-selective
channel activity

polynucleotide
adenylyltransferase activity

eukaryotic initiation factor 4E
binding

Rho GDP-dissociation inhibitor
activity

protein channel activity
ethanolaminephosphotransferase
activity

5S rRNA binding
succinate-CoA ligase (GDP-
forming) activity

acetyl-CoA C-acyltransferase
activity

electron transporter activity
transcription coactivator activity
GTPase activator activity
profilin binding

retinol dehydrogenase activity

ARF guanyl-nucleotide exchange
factor activity

helicase activity

0.05603

0.05707729

0.056548796

0.055020451

0.056103013

0.056666605

0.060954479

0.061489167

0.075673743

0.080876796

0.080197159

0.081568051

0.084027419

0.08333867

0.07943217

0.084727648

0.081338542

0.081994498

0.080692998

0.08266112

0.08005762

0.080321909

0.083859109

0.086258873

0.095732846
0.094303998



107
108

109

110

111

112
113
114

115

116
117
118
119

120
121
122

123
124
125
126
127

128
129

130

131
132
133
134

135

136
137

138

inhibitor activity

hyaluronic acid binding
calcium ion binding

transporter activity

0.116240504
0.115666472

0.118170017

on the CH-OH group of donors,
NAD or NADP as acceptor
receptor signaling protein
tyrosine kinase activity

RNA helicase activity
endoribonuclease activity
poly-pyrimidine tract binding
peptide antigen binding
protein-L-isoaspartate (D-

aspartate) O-methyltransferase
activity

0.008102439
0.008102439

0.009945471

0.00994688

0.00994688

0.00994688
0.00994688

peroxidase activity

interleukin-10 receptor activity
cadmium ion binding

proteasome activator activity
GDP-mannose 4,6-dehydratase
activity

plus-end-directed microtubule
motor activity

asparagine-tRNA ligase activity
carbon-sulfur lyase activity

transcriptional activator activity
translation elongation factor
activity

G-protein coupled receptor
activity

thyroid hormone receptor binding
actin filament binding

3'-5'-exoribonuclease activity
protein phosphatase type 2C
activity

electron carrier activity

Probe
ribose-phosphate
diphosphokinase activity

t-SNARE activity
IgE binding
catalytic activity

Probe
manganese superoxide
dismutase activity

telomerase activity

ornithine decarboxylase inhibitor
activity
glyceraldehyde-3-phosphate
dehydrogenase
(phosphorylating) activity

transcription factor binding
protein kinase activity

cation channel activity
voltage-gated potassium channel
activity

Ras guanyl-nucleotide exchange
factor activity

growth factor activity
phosphatidylinositol transporter
activity

0.126486233
0.12870529

0.131003599

0.133385482

0.134609202

0.129844275
0.127586114
0.136270802

0.140127207

0.151947786
0.157486991
0.158309118
0.159606734

0.159941309
0.169257296

0.195094221
0.193570048
0.196642588
0.198667798

0.19911516
0.200635123

0.20217847

0.197618054
0.196877614
0.200063448
0.20568846

0.205348863

0.207589506
0.213242078

0.215225089

ATPase activity, coupled

asparagine-tRNA ligase activity
phosphoprotein phosphatase
activity

7S RNA binding
phosphatidylinositol-4,5-
bisphosphate 3-kinase activity

thiol-disulfide exchange
intermediate activity

delta DNA polymerase activity
protein kinase C inhibitor activity

high-density lipoprotein binding

cytoskeletal protein binding
nucleic acid binding

signal transducer activity
casein kinase | activity

glutathione peroxidase activity
alpha-mannosidase activity

transcriptional repressor activity
cysteine-type endopeptidase
activity

0.095013051
0.095374057

0.096049505

0.091767727

0.090181

0.090972352
0.09315133
0.092048948

0.093712483

0.091507483
0.092596858
0.098108629
0.103778602

0.117973978
0.118317102
0.12641845

0.127136736
0.127724047
0.148003172



139
140
141
142
143
144
145
146

147

148

149
150

151

152
153

154
155

156

157
158
159

160
161

162

163
164
165

166

167

168
169
170

oxidoreductase activity, acting on
the CH-OH group of donors,
NAD or NADP as acceptor

monooxygenase activity
trypsin activity

FK506 binding

signal transducer activity
acyltransferase activity
endoribonuclease activity

rRNA methyltransferase activity
rRNA (adenine-N6,N6-)-
dimethyltransferase activity
protein tyrosine phosphatase
activity

hydrolase activity, acting on acid
anhydrides, catalyzing
transmembrane movement of
substances

profilin binding
phosphoprotein phosphatase
activity

phosphoric ester hydrolase
activity

tRNA guanylyltransferase activity
UDP-galactose transporter
activity

interleukin-7 receptor activity
N-acetylglucosamine-6-sulfatase
activity

RAB GDP-dissociation inhibitor
activity

recombinase activity

tripeptidyl-peptidase | activity
kynurenine 3-monooxygenase
activity

cytidylate kinase activity
[RNA-polymerase]-subunit
kinase activity

orotate
phosphoribosyltransferase
activity

kinase binding

geranyltranstransferase activity
ceramide
cholinephosphotransferase
activity

ADP-ribosylarginine hydrolase
activity

orotidine-5'-phosphate
decarboxylase activity

cathepsin S activity
phosphotransferase activity,

0.217172462
0.216649098
0.252074309
0.264086943
0.26768353

0.269188396
0.270849171
0.272679233

0.274534194

0.269215294

0.269212424
0.288926523

0.288295807

0.28051976
0.265668714

0.258078179
0.28766676

0.278788156

0.285846084
0.28404831
0.282273008

0.259561387
0.255162041

0.262579543

0.277077799
0.270441205
0.272070369

0.289510778

0.291378589

0.261061742
0.268831436
0.267240718



171

172

173
174

175
176

177
178

179

180
181
182
183
184

185
186
187
188
189
190

191
192

193
194
195

phosphate group as acceptor

dUTP diphosphatase activity
mRNA (2'-O-methyladenosine-
N6-)-methyltransferase activity
pre-mRNA cleavage factor
activity

DNA photolyase activity
importin-alpha export receptor
activity

lysine-tRNA ligase activity
hydrolase activity, acting on
glycosyl bonds

SH2 domain binding

dolichyl-
diphosphooligosaccharide-
protein glycotransferase activity
eukaryotic initiation factor 4E
binding

biliverdin reductase activity
lipoate-protein ligase B activity
tubulin binding

satellite DNA binding
ribonucleoside-diphosphate
reductase activity

peptidase activity
symporter activity
hyaluronic acid binding
RAN protein binding

kinase activity
specific RNA polymerase Il
transcription factor activity

calcium ion storage activity
nucleocytoplasmic transporter
activity

phosphatidylinositol binding
protein dimerization activity

0.264115095

0.275388301

0.273719281
0.256611826

0.253728547
0.293270658

0.2679555
0.203473159

0.199370877

0.200178047
0.200991779
0.204313957
0.205161733
0.201812153

0.202639252
0.202188181
0.203321288
0.210096839
0.212159846
0.21267561

0.218953358
0.242308752

0.24139304
0.247489377
0.258100087



