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Figure S3: Results of the ABC-SMC fitting procudure. (a) probabilities of the different models S3
across iterations. (b) posterior distribution of the parameters for the lognormal model (top) and
‘beneficials and lethals’ model (bottom). Grey shaded areas indicate the 95% HPD intervals, the
black dotted line the highest density point (which is used as the best estimate for the parameters)




